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WO 01/075(167 



PCT/U SO 1/08631 



SEQ 11) 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20252 


50620 


A 


20368 


341 


2239 


LCASSCPFICPPIRPSVCPPAAPL 

LLGCRAMARGYGATVSLVLLG 

LGLALAVIVLAVVLSRHQAPCG 

PQAFAHAAVAADSKVCSDIGR 

AILQQQGSPVDATIAALVCTSV 

VNPQSMGLGGGVIFTIYNVTTG 

AQWIGVPGELRGYAEAHRRHG 

RLPWAQLFQPTIALLRGGHVVA 

PVLSRFLKNSILRPSLQASTLRQ 

LFFNGTEPLRPQDPLPWPALAT 

TLETVATEGVEVFYTGRLGQM 

LVEDIAKEGSQLTLQDLAKFQP 

EVVDALEVPLGDYTLYSPPPPA 

GGAILSFILNVLRGFNFSTESMA 

RPEGRVNVYHHLVETLKFAKG 

QRWRLGDPRSHPKLQNASRDL 

LGETLAQL1RQQ1DGRGDHQLS 

HYSLAEAWGHGTGTSHVSVLG 

EDGSAVAATSTIYTPFGAMVYS 

PRTGIILNNELLDLCERCPRGSG 

TTPSPV/SGDRVGGAPGRCWPP 

VPGERSPSSMVPSIL1NKAQGSK 

LV1GGAGGELIISAVAQA1MSKL 

WLGFDLRAA1AAP1LHVNSKGC 

VEYEPNFS/QETVSCFVALAVL 

KLLASSDPATLAPK WLRL* E VQ 

RGLQDVRGQNPDPEGPFFLDVV 

PACV/SQEGAC V* RPSRT* RKSG 

EAAGLLKTLLCPELEVLAPP 


20253 


50621 


A 


20369 


203 


1518 


RCYLQFLALLLTSTSARAAAAl 

AAAEEPAGSPSVMTRAGDHNR 

QRGCCGSLADYLSSAKFHL*LG 

HSLSTWGDRMWHFAVSVFLVE 

LYGNSLLLTAVYGLVVAGSVL 

VLGAIIGDWVDKNARLKVAQT 

SLVVQNVSVILCGIILMMVFLH 

KHELLTM Y HG WV LTSC Yl L 1 1 TI 

ANIANLASTATAITIQRDWIVV 

VAGEDRSKLANMN ATI RRIDQL 

TNILAPMAVGQIMTFGSPVIGC 

GFISGWNLVSMCVEYVLLWKV 

YQKTPALAVKAGLKEEETELK 

QLNLHKDTEPKPLEGTHLMGV 

KDSNIHELEHEQEPTCASQMAE 

PFRTFRDGWVSYYNQPVF/LGW 

HGSCFPLYDCPGL*LHHHRVRL 

HSGTEWFHPQYFDGSISYNWN 

NGNCSFYLATSKMWFGSDRSD 

LRJGTAFLFDLVCDLCIHAWKP 


20254 


50622 


A 


20370 


1 


497 




20255 


50623 


A 


20371 




1575 





2592 

BNSDOCID: <WO 0175067A3JA> 
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PCT/U SO 1/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


20256 


50624 


A 


20372 


251 


1351 


SLKSTDGVKCGLS1NIFHKRREN 

ILFGMGNPLLD1SAVVDKDFLD 

KYSLKPNDQ1 LAEDKH KELFDE 

LVKKFKVEYHAGGSTQNSIftV 

AQWM1QQPHKAATFFGCIG1DK 

FGEILKRKAAEAHVDAHYYEQ 

NEQPTGTCAACITGDNRSLIAN 

LAAANCYKKEKHLDLEKNWM 

LVEKARVCYIAGFFLHVSPESV 

LKVAHHASENNRIFTLNLSAPFI 

SQFYKESLMKVMPYVDILFGK* 

DRS WPTFAREQG FETKDJ KEi A 

O IC OT<s PP PT<T 1V/TN <s kf HOT? I RPl I UP 
VfiVLJ i or i iv 1 vi i> orvvj v^rvl IvL/L- ri r 

KfiRnnTlIMATF^PVTAPAr.l n\ 

KTO^FAinTNFAnnApynr.ci c 

rv i v^iviZvi \iLJ i in E>/\vjLy/Ar v Okjr Lo 
QLWSDKPLTECIRAGHYAASIII 
RRTGCTFPEKPDFH 


20257 


50625 


A 


20373 


1 


201 




20258 


50626 


A 


20374 


15 


304 




20259 


50627 


A i 


20375 


51 


283 


TWVKEAQNDGLCVCYIFIFNCQ 
MTGLDIEKD\QIIEMACL1TDSD 
LNILAEVRDAHVIQSYFLKGTG 
NITIIFSSFFI 


20260 


50628 


A 


20376 


2 


520 


QRRLRDWGRGCWSRVMLGGS 
LGSRLLRGVGGSHGRFGARGV 
REGGAAMAAGESMAQRMVW 
vni PMTr.i niFkrirniPiv/f ati it 

V Ul^CYvi 1 VjLiJIClVLJl^IllilVXAl^L,! I 

DSDLNILAE/GNSVHEDKKFLD 
KYMPQFMKHLHYRIIDVSTVKE 
LCRRWYPEEYEFAPKKAASHR 
ALDDISESIKELQFYRNNIFKKK 


20261 


50629 


A 


20377 


2 


206 


EFGTRRHVPPCLINFFKDQGSP* 
LARLVSNSWPQV1HPPWPPTVL 
GLRGVGHCPWPRLGNSSWVW 
GGH 
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SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in IISSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20262 


50630 


A 


20378 


1 


1401 


MRSQKTSLYFSLEAKFYCSLRN 

ERIASCDIINDAGIQTKTLMKRS 

HVAYALKKPVEQGDSFELESK 

GFMAITIAVCIEQNLRHSSSLFIC 

MSSTGQSGTTNNASSUPSYVFT 

PPHFNLLDKQGRTAGKSHCGE 

DRKEHNNACHQEEEAPDVNPL 

HGLQASGSPGKTQRIKSQALEG 

TRLYSHSEETRSGLIRLLRLRQR 

RLRDWGRGCWSRDMLGGSLG 

SRXLLRGVGGSHGRFGARGVRK 

RGAAMAA\GESMAQRMVWVD 

LEITGLDI*KVQIIEMACLITDSD 

LIILAEGPNL!l\KQPDELLDSMS\ 

DWCK\EHHGKSGLTKAVKEST 

NYHCQQAEXYEFPALWYDQPD 

SLPGLCPTCQEIKFHEXDKKFP* 

QNTCPQFMKHLHYRIIVDVSHC* 

KELCQTAGYPEEYEFAXPKKAA 

FSIGPLDD\ISENL\KKVPFFPEN 

N H LPRJCK I RMKRKEG KL* KMG 

ENEKTVS 


20263 


50631 


C 


20379 


180 


248 




20264 


50632 


A 


20380 


455 


1133 


GlEGWRGEADTLPAEGQDGGR 

RVSKGDIFSGGAETAQGWGVM 

GPFQAAPSKRAGREHRGGQRR 

VQHVGWYPRPGSDKGHGKGT 

QDSRVPQLPPHPPPIHLVSRHRG 

KLRHGFLRPMPEPRGLESGKTG 

NCFGELQH/RTSP*GRSGPREGG 

PRN1AQQGGCRGSACGRRSH\E 

ALRPRVWCGEGPQWTWXCAVC 

P\NRSAPGAGLAD\RQHPGESRA 

WGETRLGEAGGAE 


20265 


50633 


A 


20381 


214 


412 




20266 


50634 


A 


20382 


3 


257 


PATVJITVNTTWSAALISRESAL 
RSFPVKAAALSPSREGGSVTAT 
PNVRSMTSAVPIMRVSVQVSKR 
*PEEQN*QETYPQTTSCR 


20267 


50635 


A 


20383 


1 


1569 




20268 


50636 


B 


20384 


15 


1744 
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SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20269 


50637 


A 


20385 


2 


7205 


QASGSCWSSPFFSASTPSAAAT 

GVPGPTDMAAVLQQVLERTEL 

NKLPKSVQNKLEKFLADQQSEI 

DGLKGRHEKFKVESEQQYFEIE 

KRLSHSQERLVNETRJECQSLRL 

ELEKLNNQLKALTEKNKELEIA 

QDRNIA1QSQFTRTKEELEAEKR 

UL^ltK i iNc.tvLo^c.L, t Y L 1 bD VJvK 

LNEKLKESNTTKGELQLKLDEL 

QASDVSVKYREKRLEQEKELL 

HSQNTWLNTELKTKTDELLAL 

GREKGNEILELKCNL 


20270 


50638 


A 


20386 


120 


7384 


GWTRFPRVPPRESPAGGRARAT 
ERGDRGGGPGVWVLLVFAFLL 
RFYPVGRCHWGPWAPPTWAA 
VLQQVL\ERTELNKL\PKSVQNK 
LEKFL ADQQ\SE1DGP* RGGHGE 
I* R WESEQQYFEIEKR LSHSQER 
LVNETRECQSLRLELEKLNNQL 
IvA \L Pb K. N K b Lb 1 A \Qu RN I A\IQ 

QHPTDTI^PPl CACI/Dm IDTWTC 

^V r 1 M ivt-bLbAbls>KL>LIK I \Nb 
RLSQELEYLTEDVKRLNEKLKE 
SNTTKGELQLKLDELQASDVSV 
KYREKRLEQE 


20271 


50639 


A 


20387 


2 


433 




20272 


50640 


A 


20388 


2 


181 


GFRRVSLEF*FPGVRWGMEXL 

GAPDLAPFSQM*SGGRAPCVAS 

*PPCRGLRLMRTGSRR 



BNSDOCID: <WO 017S067A3_IA> 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20273 


50641 


A 


20389 


1 


2422 


MAGALAGLAAGLQVPRVAPSP 

DSDSDTDSEDPSLRRSAGGLLR 

SQVIHSGHFMVSSPHSDSLPRRR 

DQEGSVGPSDFGPRSIDPTLTRL 

FECLSLAYSGKLVSPKWKNFK 

GLKLLCRDK1RLNNAIWRAWYI 

QYVKRRKSPVCGFVTPLQGPEA 

DAHRKPEAVVLEGNYWKRRIE 

VVMREYHKWRIYYKKRVSGG 

G PG RPQS FPPA A A G Y RPPRK I PG 

KGILTPELAPLGPSIQSRADSAT 

VWPQRLLAASLPRGRLRKPSRE 

DDLLAPKQAEGRWPPPEQWCK 

QLFSSVVPVLLGDPEEEPGGRQ 

LLDLNCFLSDISDTLFTMTQSGP 

SPLQLPPEDAYVGNADM1QPDL 

TPLQPSLDDFMDISDFFTNSRLP 

QPPMPSNFPEPPSFSPVVDSLFSS 

GTLGPEVPPASSAMTHLSGHSR 

LQARNSCPGPLDSSAFLSSDFLL 

PEDPKPRLPPPPVPPPLLHYPPP 

AKQETVPEFPCTFLPPTPAPTPP 

RPPPGPATLAPSRPLLVPKAERL 

SPPAPSGSERRLSGDLSSMPGPG 

TLSVRVSPPQP1LSRGRPDSNKA 

LLGSFLGSPNSLLPETENRR1TH1 

SAEQ\KRRFNIKLGFDTLHGLVS 

TLS AQPSLKVSKATTLQKTA E Y 

ILML\QQERAGLQEEAQQLR\DE 

IEEL\NAAINLCQQQLPATGVPI\ 

THQRFDQMRDMFD\DYVRTRT 

LHNWVKFWVVSSLKPN4AGGLQ 


20274 


50642 


A 


20390 


315 


387 




20275 


50643 


A 


20391 


570 


1017 


FCLHILQVPHTLAGHSPCAHG/R 

PPLPRF/HDRLPEEIQQQIVRETF 

HLVLKRDDN1CNFLEGGSLIGG 

SDYKLIYRHYATLYFVFCVDSS 

ESELGILDL1QLEQFKKDNEETG 

FGSGTRALEQALEKTKANIKW 

VKENKEVVLQWFTENSK 


20276 


50644 


A 


20392 


1 


1128 




20277 


50645 


B 


20393 


62 ! 


130 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20278 


50646 


A 


20394 


99 


718 


ENRGWQSMIQAILVVNNHGKP 

RLVRRYQRFPEEMQQQ1VRETF 

HLVLKRDDNI\CNFLEGGS/L*L 

GGSDYKVLIYRHYATLYFVFCV 

DSSESELGI\LDLIQVFVGNSWIS 

LrtJNv v iwr lrn\JVlUR\VrlYIL 

QEVVMGG\MVLETNMNEIVAQ 

IEAPNRLEKSEG\GLSAAP\ARA 

VSAVKNINLPEIPRNINIGDLNIK 

VPNLSQFV 


20279 


50647 


A 


20395 


3 


370 


SLHLAA1LGETSTVEKL/YAAGA 

AHACARAL/LQPRPRRPREAPD 
T YL A/QG PDRTPDTN HTP V AL/ Y 
PDSDLEKEEEESHTPLHVAVIH 
K/DVEMVRLLRDAGADLDK 


20280 


50648 


A 


20396 


2 


1097 


SRQSPATGGRLRWAPDAALAM 

AVVACLGQAADSDKWGDSRLS 

SLGPDAAAPGGPGLGAELGPGL 

SWAPLVFGYVTEDGDTVFSAGT 

EYMDLQNDLRQVSHEGWCRA 

WGPGFPV*LPTACPLLLQTALH 

LAAILGETSTVEKLYAAGAGLC 

VAERRGHTALHLACRVGAHAC 

ARALLQPRPRRPREAPDTYLAQ 

GPDRTPDTNHTPVALYPDSDLE 

KEEEESEEDWKLQLEVENYEG 

HTPLHVAVIHKDVEMVRLLRD 

AHA\ni Hl'DCDTrTDODl it i at/ 
/\^A.\L^LL/Krt,Kl LUKarLnLAV 

EGPRQADVLELL\LRAGANP\A 

A\RMYGGRTPVLGSAMLRPNP\I 

LAR\LLRA\HGAPEPEGEDEKSG 

P\CSSSSDSDSRLSPSAWSPLPPG 


20281 


50649 


A 


20397 


47 


478 


LRLRKLKAIMLAFGRGKTRNSE 

ES SDSQE V 1 WKDTWMFTA LG H 

CGISMFGLWDRELTLTNYELFIS 

SSPTPS*VPQRLCYVVSTFLMYL 

SLDHLYTGEMKAFLHVLDTQS 

VNSDFAFFVRLSFQYFYKLLCV 

LWQGTVNKEFI 
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SfcQ 11) 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, y=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20282 


50650 


A 


20398 


1 


1992 


METFVIGWQPAVTVWTIGVAP 

PPTLE1TSQHEIWVAQHPNYIIS 

VKQESPAPMPWTAVALDSHRS 

MNT1VNCAREGSTLHAPYESLM 

PDDLRWNSFILKSSPSPHSRSME 

KLSSMKLVPGAKY1RDHCLVK 

EALTIHKSPILLAAIDLLGNLSG 

FTDYQSYVIHGCLENN PTLERSI 

ALFNG1SKWVQLMVLSKPTPQ 

QRAEV1TKF1NVAKGATAELNL 

WQHPKIIMLSQVVPGVFSQEHS 

L1RSLHANLHFTVCFPEDPLAM 

VAGMVQESTCPCEILQLPTTGQ 

LANWNEMTELVSSNGNYCNYR 

KPFPTCDGLKIP1LGVHLKDWIA 

VHVNFPDWTEE1KVNIVKMHQ 

LSVTLSELVSLQNASHHLEPNM 

DLFNLLTV/DGLQPADLMHAISL 

FRTSHRPQGLFL*IKGTSPAEHS 

DRSCQHFRV*KCSSV/ESWHGG/ 

WLSLEE*MSSFLLRSF*KI/YCSR 

KN VACQTRA VCTN LDALLSSS 

QMSKNHHPFSLPAQDEVFEFPG 

VTAGHRDLDSRAITLVTGSSRK 

ISVRLQRATTSQATQTEPVWSE 

AGWGDSGSHTFPKMKSKFHDK 

AAKDKGFAKWENEKPRVHAG 

VDVVDRGTEFELDQDEGEETR 

QDGEPAEAVSVGAVAAPGMSE 

KELLQVDGRTPTRVLRMADLV 

G1SEFRGEPAFV 


20283 


50651 


A 


20400 


1 


417 




20284 


50652 


A 


20401 


2 


94 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


20285 


50653 


A 


20402 


190 


2189 


AFCPAGTRSAPCPRPRTMTMTL 

HTKASGMALLHQIQGNELEPLN 

RPQLKIPLERPLGEVYLDSSKPA 

VY1MYPEGAAYEFNAAAAANA 

QVYGQTGLPYGPGSEAAAFGS 

NGLGGFPPLNSVSPSPLMLLHPP 

PQLSPFLQPHGQQVPYYLENEP 

SGYTVREAGPPAFYRPNSDNRR 

QGGRERLASTNDKGSMAMESA 

KETRYCAVCNDYASGYHYGV 

WSCEGCKAFFKJRSIQELPTLC*I 

GWYWYQNRD1DQWNRTEPSEI 

IPHIYNHLIFDKRDKNKKWGKD 

SLFNK*CWENWLAICRKLKLD 

HFLTPYTK1NSRWIKDLNVRTK 

TI KTLEEN LGNTIQDIGMGKDF 

MSKTPKA M ATKAK I DKWDLIK 

LKSFCSLLGYLKTENTAKETTIR 

LNRQPTEWEKIFAIYSSDKGLIS 

RiYKELKQIYKKK/GNPINKWV 

KDMNRHFSKEDIYAANRHMKK 

CSSSLAIREMQIKTTMRYHLTP 

VRM VI 1 RKSGNDRC WRGCG EIG 

TLLHCWWDCKLVQPLWKTVW 

RFLRDLQLEIPFDPAIPLLGIYPK 

DYKSCCYKDTCTRMFIAALFTI 

AKTWNQPKYPTTfG*iKJKJV4WHI 

YTMEYYAAIKKDEFI/SLVGTW 

MKLETIILSJCLTQEQKTKHHMF 

SFITGSRTMRTHGCREGNITHW 

GLLRDSVNMVTQAH 


20286 


50654 


A 


20403 


2 


907 


RVPAMATSSFALPRILGAGARA 
PSRWLGFLGKATPRPARPSRRT 
LGSATALMIRES EDSTDFN DKIL 
NEPLKHSDFFNVKELFSVRSLF 
DA RVHLGHKAG CRH RFMEPY I 
FGSRIADHDMDLVEQTATHLQLA 
LNFT A HMA Y RKG II LF1 SRNRQF 
SYLIENMARDCGEVYAHTRYFM 
GGMLTNARLLYGPTVRLPDLMI 
rLH I LNNIr EPHVAVRDAAKM 
NIPTVGIVDTTSirNPn ITVPVPH 

NDDSPLAVHLYCRLFQTAITRA 
KEKRQQVEALYRLQGQKEPGD 
QGPAHPPGADMSHSL 


20287 


50655 


B 


20404 


70 


1477 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


20288 


50656 


A 


20405 


i 53 


688 


AHPLLRSSPEETSRSRKPRCATT 
NGFLR1PEKTTPWSPEVAIHRNR 
MTPNKPPTVKSLEKVFC* LDKE 
AQKEKjESQK*KGPVRMPTKT\L 
RITT\RKTP\CGE\GSKDRWDRF\ 
Ql EISQSRLH * LCTSPF* DLFKQI 
TFHQYLSPGV*GEKSPFADALS 
QISIHTIDDQFVKKKKKKKKW 


20289 


50657 


A 


20406 


26 


603 


RPRGTLREYKVVGRCPAHSHK 

CHTPPL\YR\MRNFAP\N\HVVA 

KS/RAFWYFVSQLKKDEESLPG 

EIVYCGQGV*ESSPCGSKNFGI 

WLR Y\DSRSG\THN\M Y RE* PGP 

♦PTAGGCSPSCYPRHGVARHAG 

PEAHFHFRF1ERLEEI\AGQQNC 

RRPGCSKQFPRISRFKFP\LAPPG 

SLRRQDKPRFVTTKRPNTFF 


20290 


50658 


A 


20407 


!61 


418 




20291 


50659 


A 


20408 


1 


2580 




20292 


50660 


A 


20409 


3 


264 




20293 


50661 


A 


20410 


3 


302 


ALALLSPWVVDGTRHRGAGGG 
AHPGGSGRTGAHRGGGRLRHG 
GLQVPSPAPREGS*GPARNRAQ 
RRAVDRTQ*ECSSKJEVYT*RLV 
PPPPLGHSHSSPE 


20294 


50662 


A 


20411 


2 


415 




20295 


50663 


C 


20412 


1 


1230 




20296 


50664 


A 


20413 


238 


1765 


VTAYHAATMNEVSV1KEGWLH 

KRGE Y I KTWRPR YFLLKSDG SF 

IGYKERPEAPDQTLPPLKNFSV 

A ECQL\M KTERP R P\N TF V 1 PC P 

QLTNIIRGTL/HTLVSPNQREVEW 

NPPYQVVPQQPSRGGPKARTP 

WKNKCGSPK*LSHD*ENGSGGS 

ASHG/RKVTMNDSTYLNLLGK 

GTFGKVAILFRKKATGR* FA\MK 

MFRKKV1NAKD* VAHNIQPRAG 

VLPEHPGNPFLQLR*KYAFPDP 

TTRPVPL*MEYA\NGGELFF\HL 

S\RERV\FTEERA\RFYGAE1VSA 

SEVTWHSRGRGNTRDNQSWKT 

LMLEQKMAHIK\1TDFGL\CKRG 

ASSDGAT\MKTFCETP\EYLAHE 

\1LEDN D YG RA V D W WG LG V VM 

YEMMCGRLPFYNQDHERLFELI 

LMEEIRFPRTLSPEAKSLLAGLL 

*\KDPKQRLG\GGPSDAKEVME 

HRFFLSINWQDVVQKKLLPPFK 

PQVTSEVDTRYFDDEFTAQSIT1 

TPPDRYDSLGLLEAGPADPASP 

QFSYSASIRE 



2600 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, /=possib!e nucleotide 
deletion, V=possible nucleotide insertion) 


20297 


50665 


A 


20414 


192 


866 


LSCRM RMLVLGQNPTLDSIDRS 

GVRSKCRIFNKLRESFHYNSAE 

LT1SVNMSYNCCSGNFSSRSCG 

DYLRYPASSRGFSYPSNLVYST 

DLCSPSTCQLGSSLYRGCQEIC 

WF PTSCOTSYVFVOAPAKTSr 

YRPKNLPCSASPCKTTYSXGSLG 

FGSSSCRSLGYGVGSCYSVGCG 

SSGFRSLGYGGCGFPSLGYGVG 

FCRPTYLA S RSCQSSC YRPTCGS 


20298 


50666 


A 


20415 


312 


1420 


RSH SN A VPS V WNLTLPLDSGPH 

QSPASTTGPCTNTERSSVPMSCS 

PPACPTQCVLCSCTEGQIYCGL 

TTCPEPGCPAPLPLPDSCCQACK 

DEASEQSDEEDSVQPLHVVRHP 

QDPCSSDAGRKRGPGTPAPTGL 

SAPLSFIPRHFRPKGAGSTTVKI 

VLKEKHKKACVHGGKTYSHGE 

VWHPAFRAFGPLPCILCTCEDG 

RQDCQRVTCPTEYP\C\RHPREK 

WPGKCCKICPEDKADPGHSEIS 

STRCPKAPGRVLVHTSVSPSPD 

NLRRFAI FHFASDI VFTYI WK1 

VKDEET*GSGEVKYLAQGHTA 

RIFHLTQIKKVRKQDFPERGTA 

LPT A R WPPRRSLERLPSPDPG AE 

GHGQSRQSDQDITKT 


20299 


50667 


A 


20416 


17 


1008 


KSGARSLQPQFLRAPEDGGPLS 

LPNAAMARGPKKHLKRVAAXP 

KH WMLDKLTG VFAPRPSTG PH 

KL\RECLPLHF\LKDQTLSNALT 

GD\EVKKI\CMQRF1KI\DGKVRT 

DITYPVAGFMDVIXSIDKTGREFP 

VL/YLIDTQGVRFCL*HRIYTLR 

EGQSTSLCKVRKILLWAPKGIPX 

HL\VTH\DAR\TIR\YPDP\LIQGE 

MNTHSRLI*KTGK\IT*FPSKFDH 

LVTCVMVTAGGAVNLGRNWVLI 

TOORRSTLGSF*PLVHVK\DAN 

GNKLLATSDFSNIF/VVIGKGNK 

vll 1 IVLil^rt 1 I 1111 / V V 1 VJ1WJ1 1 1^ 

PW\ISL\PRGKG1PPHHLLEERDK 
RLAAKQSSWVKWGPWVTWSD 


20300 


50668 


A 


20417 


1 


1377 




20301 


50669 


A ; 


20418 


1 


2178 




20302 


50670 


A | 


20419 


158 


250 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


20303 


50671 


A 


20420 


1 


860 


MDQTVKSLMASEEEYSTKEEK 

YEKEMKLLEEKLKEAETRAEF 

VERSVAKLEKTTDDLEETLASA 

ICEETWRFIRPGTRPYWNSATCF 

LLPGHKMAAEVHKLNPNVSEH 

DQERWHDAFGNGGADNHSKL 

QASTRRGGPLSQELLQSLAASL 

AAGGLTALSAEFTIGKGELMAH 

DVLWGCAPDEYDDLISGTCSHL 

PKGKTHDVLTGSDDGRHSNTS 

LAWGAGVQFNPTESVAIDIAYE 

GPGSGDWRTDGFIVGGLFCGV 

NMAVKIS\GVLKDGTGKPVQN* 

TIQLKAKRNSTTVVVNTLASEN 

PDEAGRYSMDVEYGQYSVILL 

VEGFPPSHAGTITVYEDSQPGTL 

NDFLCAMTES\DARPEALGRFG 

LYWWKEVARNASVAVGQNTA 

AAKKSASDASTSAREAATHAV 

DAGGFKNAQARTSSPDKAGSA 

GFKQGFPRGGNGINICRAT* RJK 

KVACR*SLMASEEEYSTKEEKY 

EKEMKLLEEKLKEAETRAEFVE 

RSVAKLEKTTDDLEETLASAKE 

ETWRF1RPGTRPYWNSATCFLL 

PGHKMAAEVHKLNPNVSEHDQ 

ERWHDAFGNGGADNHSKLQA 

STRRGGPLSQELLQSLAASLAA 

GGLTALSAEFTIGKGELMAHDV 

LWGCAPDEYDDLISGTCSHLPK 

GKTHDVLTGSDDGRHSNTSLA 

WGAGVQFNPTESVAIDIAYEGP 


20304 


50672 


B 


20421 


34 


800 




20305 


50673 


A 


20422 


130 


368 


RQV1TTLYIPYRRRHLSPPDPEQ 

PLNHKQNRKVNHGGTEFQVVV 

LPFPKMKrNCYRRNQFFLFFFST 

VKVPVGWSMVPLQAATAGAR 

L*NSDISPLKSQQTQDKFPSSKP 

PHIY1KK 


20306 


50674 


A 


20423 


1 


57 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possiblc nucleotide insertion) 


20307 


50675 


A 


20424 


85 


874 


GPRGLVSMAGGSVEVTPSTFTC 

YLRPPSASPPTPPSHPGLLPRSPA 

LCSLHTGARTLPLFGGGRCSSA 

VLPPRPGP/RAGSGSGQRERFHR 

FQPTYPYLQHEIDLPPTISLSDG 

EEPPP*QVPCHLQVR\DPKQQL\ 

ELNRE\SVGAPPNRT1FDSDLMD 

SARLGGPCPPSSNSG/ISAPTCYG 

\SGGRMEGPPP\TYSEVIGHLPG 

GPSFQH\Q\QSSGPPSLLEGTR\L 

HPHTHSRP* RS A A I WSKEKDKQ 

KGHPSl GSPGGPG1 Gl RR 


20308 


50676 


A 


20425 


3 


250 


FSVSATFDI APDAAOfiFDNISFI 
KFI I \RFNFPI PACNGPAOAOPS 
PTTFR AK^OFFVI P^TTP^Pnn 
ALSPSGOPSSSVDA A 


20309 


50677 


A 


20426 


2 


393 




20310 


50678 


A 


20427 


1066 


1824 




20311 


50679 


A 


20428 


-> 


902 




20312 


50680 


A 


20429 


1 


2163 




20313 


50681 


A 


20430 


I 


1890 




20314 


50682 


A 


20431 


1 


2882 


MKQQLPVSYLQV1FNHWASRJS 

GARG AG WGPVRLG RLCADRAL 

DGESRPGGGGQSGVPASEASQ 

KA A HGRRL P V P ARLLRC A HS A 

LEPGRGSASSPRNSTTSDNDQPP 

DYSFSKRCDSHSLGFSLVWESR 

NLTLPPTSKLLHFSAFHFFIYKC 

RAEGHKLYKDLKNFLSAVKVM 

HESSKRVSETLQF1YYXSEWYGH 

EELKAIVWNNDLLWEDYEEKL 

ADQAVRTMEIYVAQFSEIKERI 

AKRGRKLVDYDSARH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possihlc nucleotide 
deletion, \=possib)c nucleotide insertion) 


20315 


50683 


A 


20432 


1 


1791 


MPGARTSSSGASENHRARGQG 

GGPQGVGRMAEGKAGGAAGL 

FAKQVQKKFSRAQEKVLQKLG 

KAVETKDERFEQSANNFYQQQ 

AEGHKLYKDLKNFLSAVKVMH 

ESSKRVSETLQEIYSSEWDGHE 

ELKAIVWNNDLLWEDYEEKL\ 

ADQAVRTMElYVAQFSElKEXrvI 

AKRGRKLVDYDSARHHLEAVQ 

NAKKICDEAKTAKAEEEFNKAQ 

TVFEDLNQELLEELPILYNSRIG 

CYVTIFQNISNLRDVFYREMSK 

LNHNLYEVMSKLEKQHSNKVF 

VVKGLSSSSRRSLVISPPVRTAT 

VSSPLTSPTSPSTLSLKSESESVS 

ATEDLAPDAAQGEDNSEIKELL 

EEEEIEKEGSEASSSEEDEPLPA 

CNGPAQAQPSPTTERAKASQEE 

VLPSSTTPSPGGALSPSGQLSSS 

ATEVVLRTRTASEGSE\rlPKKT 

ASIQRTSAPPRRPPPPRATASPRP 

CSGNIPSSPTASGGGSAXTSPRAS 

LGTGTASPRTSLEI\* PN PEVPPEK 

PV RTPE AKENEN1 FTNQN PEELC 

TSPTLMTSQVASEPGEAKKME 

DKEKDNKLISADSSEGQDQLQV 

SMVPENNNLTAPEPQEEVSTSE 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20316 


50684 


A 


20433 


158 


1830 


QLQSKMKLFWLLFTIGFCWAQ 

YSSNTQ/SKGRTSIVHLFEWRW 

VDIALECERYLAPKGFGGVQVS 

PPNENVAIYNPFRPWWERYQP\ 

VSYKLCTRSG\NEDEFRNMVTR 

CNNV\GVRI\YVDAVINHMCG\N 

AVSAGTSSTCGSYFNPWKLRTF 

PA I P\ Y PG WDFN DG KC\KTG SG D 

IENYNDATQVRDCXRLTGLLDL 

ALEKDY\VRSKIA\EYMNHL\IDI 

GVAGFRLDASKHMXWPGDIKAI 

L\DKJLHN\LNSN WFP AG SK PF1\F 

QEVIDLRVGEPNLKASDYFGNG 

RVTEFKYGAKLGTVIR\KWDGE 

KMSYLKKWG\EGWGF\MPSDR 

ALVFVDNHDNQRGVHGAGGASI 

LTFWXDARLYKMAWGFMLAHP 

YGFTR VM\SS YR/ WA KHSFKKG 

NDVNDWWGPTQINNGWIKEV 

TINPRH * LVGND\WV\CEH\RWR 

\QIRNM\VNFRNGSGMAQPFLQ 

NWYDNG SNQ V A F\G RGN R\G FI 

V r in iv Wr V Irl*H^Jvr r OLrALi3 Y 

rnx/fQnnv \/ir^xTr^c a it/" ?D\/c\/n 
y^YJ V loOL/Jv V lLiiNCoAlivIr Vo V U 

GKAHFSMSNSAEDPFLAIHAES 

K1VKFKIKCKSAKQKKKKKKG 

RPF 


20317 


50685 


A 


20434 


3 


383 




20318 


50686 


A 


20435 


1 


378 


CASGSSGWRPVLWAGAFTMAS 

GGKEAETRQPVVILLGWGG\SK 
DKNLVKYSAIYHKRKLLELLFD 
YEIEKEPPAFSLSSATVASCCTA 
TCWSSCRPVASAACV 


20319 


50687 


A 


20436 


1 


558 


CASGSSGWRPVLWAGAFTMAS 
AELDYTIEIPDQPCWSQKNSPSP 
GGKEAETRQPVVILLGWGGCK 
DKNLAKYSAIYHKRGCIVIRYT 
APWHMVFFSESLGIPSLRVLAQ 
KLLELLFDYEIEKEPLLFHVFSN 
G/VRHAVPLTCWELLQTRRFCR 
LRV VGTI FDS APGDSNL VGGSA 
GLGSHPGARG 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


20320 


50688 


A 


20437 


78 


1237 


CWSHSDTYWPRTPRPPPPGRPG 

PVVHLAQPVLHPEAGIPEFWES 

GSPGQTRGAALVLTVHICVSEN 

SPSPGGKEAETRQPVV1LLGWG 

GCKDKNLAKYSA1YHKRNTAT 

LQPPLTYMRG WGLFLTGAPAD 

QYLIQIKRISQWLRGC1VIRYTA 

PWHMVFFSESLG1PSLRVLAQK 

LLELLFDYEIEKEPLLFHVFSNG 

GVMLYRYVLELLQTRRFCRLR 

VVGTIFDSAPG*QQPG*GL\SGP 

GQPSWERRARPMLRLLLLVAF 

ALGGSSCFHVLLAPITALFHTHF 

YGQA YRTRA L A WPEL YL YSRA 

DEVVLARDIERMVEARLARRV 

LARSVDFVSSAHVSHLRDYPTY 

YTSLLCRTSMRKLRPLLKAIAPS 

HLCSQKFNALKPSP 


20321 


50689 


A 


20438 


3 


427 




20322 


50690 


B 


20439 


101 


1099 




20323 


50691 


A 


20440 


733 


2228 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/LfSOI/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20324 


50692 


A 


20441 


582 


2595 


PPPPVRRRDPGPAVRPAGAMA 

KKSAENGIYSVSGDEKKGPL1A 

PGPDGAPAKGDGPVGLGTPGG 

RLAVPPRXETWTRQMDFIMSCV 

GFAVGLGXNVWRFPYLCYKNG 

GGVFLIPYVLIALVGGIPIFFLEIS 

LGQFMKAGSINVWN1CPLFKGL 

GYASMV1VFYCNTYYIMVLAW 

GFYYLVKSFXTSTLPWATCGNY/ 

TWKHSPTCVEIF\RHEDCVANAS 

LANLTCDQLANR\RSP\V1EFWE 

NKVLKLSGGLEWPGALNWEW 

TLGLLACWVLVYFCVWKGVK 

STGKMVYFTA/THYPYVVLVVL 

LVRGVLLPGALDG11YYLKPDW 

SKLGSPQVWIDAGTQIFFSYAIG 

LGALTVLGSYNRFNNNCYKDA 

IILAL1NSGTSFFAGFVVFS1LGF 

MAAEQGVH1SKVAESGPGLAFI 

AYPRAVTLMPVAPIWVAALFFF 

MLLLLGLDSQFVGVEGF1TGLL 

DLLPASYYFRFQREISVALCCA 

LCFVIDLFMGVTDGGMYVFQLF 

DYYSASGTTLLWQAVFWECVV 

VAWVYGADRFMDD1ACMIGY 

RPCPWMKR\CWSFFTPLVC\MGI 

MLWV V I Y trL V Y KA</N/ 1 YVYr 

WWGE\AMG\WPFALS\SMLFVP 
L\H LLG LPSLRA KGHP WLKRW 
QH\LT\QPIWGLHPL/EELPRFRD 
ADVQGTLTHP*TPVSESSKVV\V 


20325 


50693 


A 


20442 


1 


363 


MGKRGL1LL1EACIAIAQPLQRW 

r v vii tv/A kj iv i r v i T \JI rl o in o/\./\ vj 

SPPV*NARLCSPGEKVLCRSQT 

GNFPHTPQEQAVPSAWNALPV 

QP*SH/GPSPMLVPCRCVCPMET 

RVQGSASPGGQG 


20326 


50694 


A 


20443 


747 


1389 


LGAVQLCPPPCRPCHRAALPGG 

LFPPPRPPHSPQAGPLHPQWTQ* 

PGSVGSPTQLSPEASRPQWPPT 

A\GSPRAGVHPGHGQA*SADISS 

AKQWTQVGPAGQGGSKPGKT 

KVPWOSGPLGWDPGARAGOG 

VG*ETRGPSLQLAWSDGEGV/P 

GWRGSYRGHRRGP*PPAPWPW 

SGGHPGSPMEWPCPGTELQMR 

NRAGSRDLHSLGRAPPAATAPS 
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SEQ "> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20327 


50695 


A 


20444 


90 


1 181 


RAEPHLQVPGVPGSAQKPQGT 

QMAPVSPRRGPQRGWHTLGAQ 

RLLPQAALSSPAFPQHPGGRWA 

PRRRGQSSQGHSPESLPSERAQP 

HWNHPQLLSPCTPLSCP*GGPR 

QA/EQAGDSGSGTWVGLGAAP 

SERGAPMSARHWLRAPGRRPIF 

LLSALW*TPAWGGGPAASRSP 

GGPSSRVVGCPLCPLAPGPVPS 

VE*RPMSTKDLPPPSPR*KP/PA 

GPAPV*/SPKAVG1PAWERPPTR 

PETEGAGGSCAERLLAPVEMAP 

VSRGQRRDPEPGSRHG/DPPTDT 

AALGGPRPPQHLPRTRQHWEI* 

GPGAPPTDTAALGDLRPQSPGL 

LMELGXPISRDPHGRGPWQGPV 

GKLWPGGQGSCPQSPPV 


20328 


50696 


A 


20445 


2 


957 


IPSRKDHEKAEFEVHEVYAVDV 

L VSSGEGKVRRVPELAKRGD* E 

CSPDQMLLKLLFQAKDAGQRT 

TIYFCRDPSKQYGLKMKTSRAFF 

SEVERRFDAMPFTLRY*AMIVL 

GTSLTHRPYTQEHFFLSLPA*TC 

SVHVLTPSLSLPISFSLKVM*KS 

NPFCHDFCLRVGAILKYEQNGK 

T*WGVKDTSEYHLPCQ\AFED£ 

KKARMGVVECAKHELLQPFNV 

LYEKEGEFQKELHFGFPDYKISF 

L*VQKS*V*QRNFLSKHIF!FAIG 

EF VAQFKFTVLLMPNGPM RITS 

GPFEPDLYKSEMEVQDAELKA 

LLQSSASRKT 


20329 


50697 


A 


20446 


85 


266 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20330 


50698 


A 


20447 


207 


1759 


LSQRALRLSPRARSFSLSPACPL 

PCLLALSLALSSRIEGTLTTACG 

WGRETEAAAAQGKRGCSGGSR 

KMSGEDEQQEQTIVD/DSLVVT 

KYKMGGDIANRVLRSLVEASSS 

GVSVLSLCEKGDAMIMEETGKI 

FKKE\KEMKKGIAF\PTSISGT1N 

*PI/CHFSPFERSD\QDYIPPRKGD 

LVKMDLGVPCWMGFIANVASH/ 

SFVVDVAQGTQVTGRKVADVIK 

AAHLCA E AAVLRL V KPGNQNT 

QVTAEAWNKVAHSFNCTPIVEG 

MLSHSLKQH VIDGEKP* FQN PT 

DKQK\RAHEKADFEV\HEVYAV 

D VL VKPQERA RPKD A GQRTT1 Y 

KRDPSKQYGLKMKTSRAFFSE 

VERRFDAMPFTLRAFEDEKKA 

RMGV\VECA\KHELLQPF\NVLY 

EKEGEFVAQ\FKFTVLLMP\NGP 

\ax> TTQ\npppp\npw\ci:\/ic\An 
IVIKJ 1 o\vjrrLr\L/r Y JvxotlVIt. v\Kj 

KKNKASKTAGEWPLVAFSAVLE 
TFRRKWKLGGLEVGPISPACCS 
CLHPPSHQTPRLCEVQFFFST 


20331 


50699 


A 


20448 


1 


3825 




20332 


50700 


A 


20449 


1084 


2429 


ARERSLRGSPAREREKERKCTA 

LSE*GEQMERKTNS*TKQTE*N 

RNEIGPRGAGPPGDAGSGRQPA 

LRPHVHKQTEKTTRVRTVLNE 

KQLHTLRTC YA AN PRPDALMK 

EQLVEMTGLSPRVIRVWFQNK 

RCKDKKKSILMKQLQQQQHSD 

K/SGEQPLGRRLESGGGCASAA 

VSACPFLGEPWEIQGELGAPDG 

VCLYLHSKASLGFEASYFVWD 

RGFSLSQWQPRVAGSGRCAEP 

KAAWQCAAPASRAGGLCTPSA 

AAERSPVEKEGSSDAIECAPPR 

KAMQTLNHSRPGAPVSKVAEK 

ARPNSSTYCLLLAPQSLQGLTG 

TPLVAGSPIRHENAVQGSAVEV 

ARGPGAPARVPLHLPLPGVSAA 
PWSFSESGSLGNSSGSDVTSLSS 
QLPDTPNSMVPSPVET 


20333 


50701 


A 


20450 


133 


276 




20334 


50702 


A 


20451 


2 


205 


WDTSS*SLRTPRSRQVSTRPRR 
KKEKLPSKGMFSSVSLPQVLTQ 
RHQRPTCSWSLCWQPQHL1LLR 
S 
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SEQ ID 

NO: 


SEQ II>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


20335 


50703 


A 


20452 


182 


411 


GRAWPAPPTSVTPRLRSPAESP 
RWPSAEERSSLP/VRGRRPGYG* 
VSCCGPRAPPGVNGDALRSARP 
AQLPA*RPQRH 


20336 


50704 


A 


20453 


786 


1208 


GVHRGTHGRQKWRPCAPRAQ 

HSWGPGGRLPAGCRG*AGSCA/ 

PSLGL*CGAGPQGWGRRDP*TR 

RRTPRRPPRGPRPRVWMAPPAR 

SHPWRAAPRSAGAAPRPLGLG 

GRSGRETRPAPGGELQRPAAAG 

PPLMSCGWRVVLA 


20337 


50705 


A 


20454 


385 


727 


KAMSPVFPRHSKWDLDLSRPLF 

TSAALLSACKILKLKVDKNKM 

VATSGVKKSYI*STV*TTREDW 

TAGRQRTWRCIYSTTEEKEDSG 

* SPSKGNGEGRGDAT*TTER*RS 

DTGL 


20338 


50706 


A 


20455 


568 


3382 


HPGWVARGPGAGEGHAAGCG 

PARCQAGGPLQDGGCGGQGHR 

FGGGHVPEIKGGGFPHAGACAL 

EERQPR*QP*GVGKRGGGLFHA 

SSSPSSGGSRTEPAEG*GGAVCR 

AGDLGHIDDAGDHGDSGKAKE 

RVEEEGGKPKHVLSTSGVQSD 

A REPG EESQKA D V L EGTAERLP 

PIRASGLGADPAQAVVSPGQGD 

GVPGPAQAFPGHLPLPTKVEAK 

APETPSENLRTGLELAPAPGRV 

NVVSPSLEVAPGAGQGA 


20339 


50707 


A 


20456 


762 


1245 


LRQYSVKMRIVPTILLNFGADP 

DLRDIRYNTVLHYAVCGQSL\S 

LVEKL\LEYEADLEAK1MKDGYT 

PLLVARY*QLIPKLVKFLLE\KG 

ADVNASDNYQRTALILAVSGEP 

PCL V KLLLQQGGEI CN EG\M VD 

SQLRNMFISMVLLHRYPQFTAS 

HGKAQKHAfC 


20340 


50708 


A 


20457 


346 


608 


PKRRGAPLPVIPQSAS*KPKLPM 

GRPPPPVPSVSPGPLPGSLAIAP 

HSLEPHLVQSSCLVVPPKTKQS 

KRKPGRGAQAPTLPNATEFSVC 

RNDPKEGGRRSP*FPNRLLEPE 

APPRPSAGESPRPAAA/SPLPCSE 

EK/PTPQLCARERLAPSAAPPPP 

PRCGPAPLLEPSAWTPELARRA 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20341 


50709 


A 


20458 


340 


889 


SAPFSSGERTPGCPEASPFPGGG 

GGNARPSGPAPHPPSSAS*KPKL 

PMGRPPPPVPSVSPGPLPGSLAI 

APHSPEPQLVQSSCL V VPPKTK 

QSKRKPGRGAQAPTLPNATEFS 

VCRNDPKEGGRRSP*FPNRLLE 

PEAPPRPSAGESPRPAAA/SPLPC 

SEEK/PTPQLCARERLAPSAAPP 

PPPRCGPAPLLEPSAXEAEEGGW 

UAurLuKALrrrrrU KajLAoU^ 

PGVRSPDEKGADQRQPSGPRLC 
SAPAPPRRS/PPRRRRPSNFVPED 
QPHYVPGSASAGPRRSPRPPRR 
tLuArbnLr 


20342 


50710 


A 


20459 


148 


397 


GHKELVTGTEA1ELAHAYETCH 

A \/DI>TI A V I \/DI^"rUf\I NitCCCCW/ 

AVrK 1 JAivLVrrv 1 H\LMbbobW 
RNLGVQQE/RQGWVHXYMIHEP 
EXP* H FGCSRRPLTQGTQRK 


20343 


50711 


A 


20460 


139 


272 


VLKPGGSYSFGSPSCNSSH*LIG 
FQKWKDVPCEDKFSFVCKFKN 


20344 


50712 


A 


20461 


440 


1167 


ARDSLQLSMAQTSSYFMLISCL 

MFLSQSQGQEAQTELPQARMSC 

PEGTNAYRSYCYYF*WKTRET 

W\VD A DL YCQN MYN SG KLG VC 

GSPRAEGCLFWPQLI*GGVGT* 

WTFNVLDLGLQ*PPKRTRRW\H 

WEQWGPLVSLQSSWGHWEPPS 

KCLNrU\i\LVJ>LULQc> 1 KibKN 

WlvLIVrr VKJJl<w\rbr\VLKV^)K. 1 

RGQAGK1QCLELTPAITNGVQK 

LNRTISPTQLNLVTLFSAEFALLI 

FNSFT 


20345 


50713 


A 


20462 


3 


322 




20346 


50714 


A 


20463 


1 


420 


DLYELVQYAGNIIPRLYLLITVG 
VVYVKSFPQSRKDILKDLVEMC 

KU V v^nrLKuLr LKIN Y LL^L 1 K 

FVLLNFAEMNKLWVRMQHQG 

HSRDREKRERERQVSWXRCKCG 

TLQVQIVLTG 


20347 


50715 


A 


20464 


1 


1446 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


20348 


50716 


A 


20465 


3 


2564 


LGAGAACCRLWGVAMPTTQQ 

SPQDEQEKLLDEAIQAVKVQSF 

QMKR\CLD\KNKRIGVRHKTML 

RNMLG\ELRTSMLSPKSYYELY 

MAISDELHYLEVYLTDEFAKGR 

K V A DL Y\EL VQ Y AG\N I Y PQG F 

YLLVHSLSCNNVKSFPQSRXRDI 

LKDLVEMCRGVQH\PLRGLFLR 

N YLLQCTRN ! LPDEG EPTDEETT 

GDIRDSMDFVLLNFAEMNKLW 

VRMQHQGHSRDREKRERERQE 

LRILVGTNLERLSQVE/WCKCG 

TLARQI V LTG I LEQ V VNC RD A LA 

QEYLMEC1IQVFPDEFHLQTLNP 

FLRACAELHQNVNVKNIIIALID 

RLALFAHREDGPGMPADIKLFDI 

FSQQV\ATVIQSR\QDMPSE\DV 

VSLQVSL\rNL\AMKCYPDRV\D 

YVNDKVLGKNSGR1FNKLNLEH1 

ATSSAVSKGNFTRLLGKLPVGH 

FTNMILT\VL\KLKHFHPLFGYFD 

YESRK\SMSCYVLSYNVL\DYNT 

EIVSQDQVDSfMNLVSTLIQXDQ 

PXDQPVEDPDPEDFVADEPEALV 

ARFIHLLRSEDPDQQYLILNTAR 

KHFGAGGNQRIRFTLPPLVFAA 

YQLAFRYKEIXSKVDDKWEKKC 

QK1FSFCPTKT1\SALIKAEL/AQE 

LPLRTFSFKGGT*LA/AGELGFG 

NHG\TVAY\EFMSQGIFSVWKD/ 

EKSGDFPKAQLGWPFTFGSIGA 

LFERVEVLSVEEDSWNPLR\TQ 


20349 


50717 


C 


20466 


23 


385 




20350 


50718 


C 


20467 


16 


435 




20351 


50719 


A 


20468 


1 


436 




20352 


50720 


A 


20469 


1 


747 




20353 


50721 


A 


20470 


1 


864 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowu, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20354 


50722 


A 


20471 


2 


2138 


VGRAAAAAAAVAVPLAGGQE 

GSPGGGRRGSRGTTMVKKRKG 

RVV1DSDTEDSGSDENLDQELL 

SLAKRKRSDSEEKEPPVSQPAA\ 

SSDSETSDSDDEWTFGSHKHKK 

KGQARTLEQKGTMKKQANKT 

ASSGSSD/RTDSSAESSAPXEEGE 

VSDSDSNSSSSSSDSDSSSEDEE 

FHDGYGEDLMGDEEDRARLEQ 

MTEKEREQELFNRIEKREVLKR 

RFEIKKKLKTANKKEKKEKKK* 

QEEEQEKKKLTQIQESQVTSHN 

KERRSKRDEKLDKKSQAMEEL 

KAEREKRKNRTAELLAKKQPL 

KTSEVYSDDEEEEEDDKSSEKS 

DRSSRTSSSDEEEEKEEIPPKSQP 

VSLPEELNRVRLSRHKLERWCH 

MFVFFAKTVTGCFVRIGTGNHNS 

KPVYRVAEITGVVETAKVYQL 

GGTRTNKGLQLRHGNDQRVFR 

LEFVSNQEFTESEFMKWKEAM 

FSAGMQLPTLDErNKKELSIKEA 

LNYKFNDQDIEE1VKEKERFRK 

APPNYAMKKTQLLKEKAMAE 

DLG\D\QDKAKQIQDQLNELEE 

RAEALDRQRTKNISAISYINQRN 

REWNlVESEKALVAESffNMKN 

QQMDPFTRRQCKPTIVSNSRDP 

A VQ A A 1 L AQLN AK YGSG V LPD 

APKEMSKASVGQGKDKDLNSK 

SASDLSEXDLFKVHDFDVKIDLQ 

VPSSESKALAITSKAPPAKDGAP 


20355 


50723 


A 


20472 


438 


709 


SNTFTSCRSFCSSSEAMGAGSG 
RSPELQPRRRRNRKPRAEPSNR 
AQTPTRTS/LRRCSLRPH RPCAR 
SR 


20356 


50724 


A 


20473 


2 


1315 


1LQKRIGGFLDALVRNSQPARYI 

NDYQLSNYGLDMLGPSLDPAP 

MASEELQKDLEEVKVLLEKAT 

RKTEKSKIETEIKNKLQQKSQK 

KAELLDN EKPAAVVAPITTG YT 

KGGGGEERGGEAPTSNEAQAT 

EVRGGAGGGKDKDDGDRERNP 

R kTRHPiR A RTF*1STMR HFO+TOT 

KKRRETEKERRNEKGRRRHKT 
ATQKRRREERRARRVGEGTRK 
REQPAHEQEHATTTHTRPPAP/R 
RTRKTQTHNRKERKKEE 


20357 


50725 


C 


20474 


43 


162 
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SKO ll> 

NO: 


SEQ 1I> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon T /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20358 


50726 i 


A 


20475 


2 


363 


YEPLDSNKR1GTSSSSYVLCLCS 

SLAIFSNFMGNLLSFCGVLKLK 

SLACIH*RFFFN*A**VFIHISSRE 

Q*FINVCSSCPAFFNPERRNELY 

ASLLSFVPSALVPIFEDNVSYLF 

VKSF 


20359 


50727 


A 


20476 


505 


2294 


VYSDAKS1YCLLFAHSQRPPCV 

FN EN DPQN SGT VHT VFL VG LTD 

HRHARAKIESWAGEAAPFTLV 

AASADKLFGDLHISKYCGRIAV 

SVFQFQQYCGLCDSTS/SLQQY 

CGLCGST*HSGSTVASVAGLHI 

VAVPWPLWQDFTLWQYRGLC/ 

AQDFTLWQYHGLCGRTSRVAV 

PWPLWQYFTLWQYCGLCGRTS 

HC/GQ Y RG LCGRTSHCG ST V AS 

VAGLHVWQYCGLCGSTSRC/E 

QYHGLCGRTS/RLWQYHGLCG 

RTS YC/EQ Y RG LCG STSRCG/M Y 

RGLCGRTSH/WWQYCGLCSSTS 

YCSRTVA\LWQYFIL\CSTSY/W 

QQ Y HG LCGNTS YCG IUQLQQY 

SGLCSSTSYWGSTVASVAVLHf 

AAVLWPLRQYFILQQNRGFCG 

NTSYCG/SYFILWQYHGLCGST 

SYCG/SYFILQQYHGLCGSTSYC 

/EQYRGLCGSTSYC/TQYCGLCG 

SSSYC/AQNCGFCGNTSYCGSTS 

/VLQQYHGLCGSTSYCGRTV/V 

FCGSTSYWGSTSYCGSTVASLA 

VLHIVAVLCPL*QYFTTNKTKN 

KTKPGSCHLTYFGGAAGGPSL* 

APGGVAGTVGSASRSASWGLP 

EW1CCLRDPKSLSFPYWGFEVW 


20360 


50728 


A 


20477 


2 


554 


LSSTGGLHAGRLCCSPCLLVIPL 

KSSQH I F\R VLVNTN I RLG RRKNS 

PLPITAHLRVWARRYA\HVVLR 

K A DI DLTK\R AG ELATEDEWER 

VITH/ILQNPRQYKDPKTGFFEQ 

DKKDVKNDGKYSQVPSQLVWD 

NKLP*KTWEPTERRFRAH*/RGL 

RHFLGAFRVRGQAHQEPLGRR 

GRHRWVCPRRK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


20361 


50729 


A 


20478 


50 


774 


LFGVVYTG FCLGVWTAGVGGV 

PGPNFPRPILTLVRGP*GKGVG 

WVAGPGQLRPTGPWSI*VSHPT 

PPGPLSISYRAQAAGGQGPAPU 

THPQGRQEP*RQLPPGGPLA/RH 

PPKAPDP A RPH P/RQ H RG PS/ST 

A DfPDr 1 M/AUl/AC DCrUD A put 

ArNUKLW^nK^triOHrACjH 1 

V>/~1 D L>f~l /DDA A DDD DCDU/A/P nf* rif\ 

ru Kru/r r \j A rr Kro PWVU r(j PQ 

TDTDfD* HCDUD DDr I rvDll/DDCC 

Irl rLr UDrrlKrruL^r WKr r IS 
rLAIVlArMuKL^ALruLUQKvjQ 
TVSPLRLLGALESLAWLPSAFIA 


20362 


50730 


C 


20479 


156 


908 




20363 


50731 


B 


20480 


1 


804 




20364 


50732 


C 


20481 


278 


551 




20365 


50733 


A 


20482 


169 


1144 


INYSLEKHVGALGRVLFSL*RA 

GCPGMGSTRERGLYLGKHRGS 

GGIW*ALAGP*KSRGDSVSLTQ 

GHTHVCSRSPR*ADSPPG/SHLS 

PVPHSVEVAGHVLVPATRAAV 

PCSASAGA*QSTYRTGVHQGNP 

TV*TK/PSRRPSGGVAK*FLPSA 

VRGEPGAKPLVDDLLPGWSLA 

THGQPPL V A A PGSG LWGRPAD 

A*GCETAGGSPCPRSTSRPSGPS 

uo I otLrKAr\] ¥ rAArLVrDWP 
AGDOWRSHGYI PPSRFI *G/W 
MPPSRPATLPQLAFARQRQGNR 
FDAAFESSGEDFHQMPRVGRM 


20366 


50734 


C 


20483 


31 


90 




20367 


50735 


B 


20484 


48 


197 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20368 


50736 


A 


20485 


5447 


5642 


PRDMESCYNPGLDGIIEYDDFK 

LNSSIVEPKEPAPETADGPYLVI 

VEQPKQRGFRFRYGCEGPSHGG 

LPGASSEKGRKTYPTVKICNYE 

GPAKIEVDLVTHSDPPRAHVAHS 

LVGKQCSKLGICAVSVGPKNM 

TAQFNNLGVLHVTKKNMMGT 

MIQKLQRQRLRSRPQGLTEAEQ 

RELEQEAKELKKVMDLSIVRLR 

FSAFLRASDGSFSLPLKPVTSQP 

IHDSKSPGASNLKISRMDKTAG 

SVRGGDEVYLLCDKVQKDDIE 

VRFYEDDENGWQAFGDFSPTD 

VHKQYAIVFRTPPYHKMKIERP 

VTVFLQLKRKRGGDVSDSKQF 

TYYPLVEDKEEVQRKRRKALP 

TFSQPFGGGSHMGGGSGGAAG 

GYGGAGGGGSLGFFPSSLAYSP 

YQSGAGPMRCYPGGGGGAQM 

AATVPSRDSGEEAAEPSAPSRT 

PQCEPQAPEXMLQRAREYNARL 

FG LAQRS ARA LLD YG VTA DRR 

ALLAGQRHLLTAQDENGDTPL 

HLAI1HGQTSVIEQIVYV1HHAQ 

DLGVVNLTNHLHQTPLHLAVIT 

GQTSVVSFLLRVGADPALLDRH 

GDSAMHLALRAGAGAPELLRA 

LLQSGAPAVPQLLHMPDFEGLY 

PVHLAVRARSPECLDLLVDSGA 

E VE ATERQGG RTALHLATEME 

ELGLVTHLVTKLRANVNARTF 

AGNTPLHLAAGLGYPTLTRLLL 


20369 


50737 


A 


20486 


3 


346 


PQTITDTELWVTLTVEVWDIST/ 
LFPGN * SH A/TLPSH * N L ITLTPL 
NANI/A I PQHALKGLK PV ITRLL 
QHGLLKPINSPYNSPILPVQKLD 
KSYRI.VQNLRLINKIVSPIHPVV 
PN 


20370 


50738 


A 


20487 


1 


808 


YGTSLLLPWQLITCPLPSH*NLI 

TLTPLNANI/AIPQHALKGLKPVI 

TRLLQHGLLKPINSPYMSPILPV 

QKLDKSYRLVQNLRLFNKIVSPI 

HPVVPNPPAFTSQITQAVSQAL 

GlQWTslLHIPYHPQSSGKVERTN 

GLLKVHLTKLSLQLKKDWTVL 

LPLALLRIRACPRDATGYSRFEL 

LYGRTFLLG PN L 1 PDTSPLGDYL 

PVLQQARQAANLLLPTPDPQPH 

EDTL AG RSVLVKN LTPQTLQPR 

WTGPHFIIYSTPTAVCLQDPPH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


20371 


50739 


A 


20488 


2 


513 


CCPIASEAQ*TITDAELWVTLTV 
EAQSLLRVFLSYLPTLTHKYGT 
SLLLPWQPITCPLPSR*NLITLTP 

f X! /P.AVDI Df"M4 A T \f C\\ If D\AT"TI> 1 
LIN/LjV/ I rlr ynA LN.uLi\.r V 1 I KJL 

i num i v Dixie dvu cdii d\/i is d 

HI/ A VI/ 1 \ //^VXIT r> I IVAI\/I DIUD 

DIvA. Y NL Vv^NLKJLI Y yj\ V Lrlnr 
VVPNPYTLLSSVPPSTTHYSVL 
DLKHAFFTIPLQP 


20372 


50740 


A 


20489 


I 


1893 




20373 


50741 


C 


20490 


1 


1806 




20374 


50742 


A 


20491 


1 


645 


MTSGPQINQPKKH LTNFKSEPS 

DL/FPSSPGCSLPAED*RCP1ALE 

AP*TITQA\RVTLIVEGKSVPLV 

NTEATQSTLPSFQGPVSLAS1TV 

VGIDGQASKPLKTPLLWCQLG 

^MbriVirlor LV1F 1 CFVrLLCjKJJl 

LTKLSASLTIPGLQPHLIATLLP 

NPKPPSCLPLLSPHLNPQVWDIS 

TSLATDHMPITIRLKPNHPYPAQ 

DnVDIDAU A I xs r\ 

\sXl YrlFQHALrvD 


Z\J3 IJ 




A 


zv^yz 


1 lj 


oZo 


LUoUAWUuuULrWtliNrLobto 

LLREKDLLTTSGPQTVTSPRNISP 
ILNRDPTVQLTWQPLPEPLELW 
PKAL 


20376 


50744 


c 


20493 


183 


254 




20377 


50745 


A 


20494 


1 


511 


MWKGPKGLDMYGKSSVSPKTS 
DILGRDTLLLALKVQTVVLQTA 
CGEGHVAGNCGRPLETEGSLQ 

FTRAWNRTQVPDETEAPAGTY 
AAQSGDLPWEINPLSSCSLLHE 
KDPPTASGPQTVTSPRNISPILNR 
VSEVSDHAGTPALVLHP 


20378 


50746 


A 


20495 


■ 


1108 


MWESLELPGNIFNGFDQNADN 

DMDDEIQAEVISDGDEEFVGN 

WNKPRDLVPCILATLALTKRGQ 

DTAQTMASEGARPKHWQLPGG 

VGPVGAQKSRIEVWEPLPIFRR 

MYGKACMSRQKFAAGAGFSW 

YVPVAVVGAKVHDVNLHMLS 

FPSKWKLHTCMKFGAVTQIVTS 

LG RSSCSLLLEKDPPM VLRPTSP 

RNISPISNLTKETRFI RGPKTPAP 

VTDWEGSLPLVFNHCRDASLII 

HPGFRGVRPRRDACLSPSPLAN 

liinu ri\ v i in in ivivrvi_<v^r r i v 

RQTS A MSP A H KN FQTPEPQRPG 

IPPEPPPPGACYKC/HEIRPPGQG 

MPAAQDSS*ATS/LSVRDPTGN 

WTVQLTWHPLPEPLELWPKAL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*~Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20379 


50747 


A 


20496 


128 


302 


TAAARHSSRTSSPRSLLQVLEI 
WPSGQGMPAAWDSS*AASHL 
WQPLPEPVLELWPKAL 


20380 


50748 


C 


20497 


80 


106 




20381 


50749 


A 


20498 


196 


575 




20382 


50750 


A 


20499 


1 


505 


TKETRFIRGPKTPAPVTDWEGS 

LPLVFNHCRDASLIIHPGFRGVR 

PRRDACLSPSPLANLINLTFKVY 

NNRKKLQFLAFTVRQTSAMSP 

A H KN FQTPEPQRPG I PPE PPPPG 

ACYKC/HEIRPPGQGMPAAQDS 

S*ATS/LSVRDPTG1MWTVQLTW 

HPLPEPLELWPKAL 


20383 


50751 


A 


20500 


372 


563 


LRSADLPWEINPLSSCSLLHEKD 

PPTSSGPQTXTSPRN1SPILN/PEK 

KETRP1RGPKTPAPVMD 


20384 


50752 


A 


20501 


96 


505 


WS*QP*GLGSHRHHRRRHHRSS 
SSSSSSSSSSSKSNSDWQPLPEPL 
ELWPKLAL 


20385 


50753 


A 


20502 


79 


207 




20386 


50754 


A 


20503 


583 


736 




20387 


50755 


A 


20504 


99 


246 


DLIFHQRHSVSAESLTMHGLNN 
♦QTSAKRVVQGVTWQPLPEPLE 
LWPKAL 


20388 


50756 


A 


20505 


654 


719 




20389 


50757 


A 


20506 


71 


951 


LRSGDLPWEI/NPLSSCSLLREK 

DPPTTSGPQTATSPRNISPISNPR/ 

PKETRFIRGPKTPAPVTDWEGS 

LPLVFNHSRDTSLIIHPGFRGVR 

PRRDACLGPSPLAASPTFLGKG 

PAAPRQTELGPNSSSASAPPPYN 

PFIASPPHTWSGLQFPSMTSPPP 

PAQQFTLKKVAGAKGIVKDLIN 

LTFKVYNNRKKLQFLASTVRQ 

TPATSPAHKNFQTPELQQPGVP 

PEPPPRGACYKFQKSGHRAKEC 

LQPRIPPKPHPICVGPHWKSDCP 

THLAATPRAPGTLAQGSLTPSQI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20390 


50758 


A 


20507 


1 


1010 


CSEYEDSSPAPVPATDLSSTLSS 

SVPQPQDTGTSQQLHPLDPWHE 

LLRAQELQGATNHKGYSHAEH 

EHAGLGVQGGNGALAFSNSGH 

RHAVPTiSSGTGRRRTPSSSAFG 

LLNLHQWFVSGFQAFSDRLKA 

ALSASLLLRFGDSDWLPSSSAC 

KCLMLGLH FVI VGNICATLKEK 

YSSMLHLDVTMKKNGEKRTRL 

QKRKKGMPPHPAYEDLNIAAIT 

LPANVVLHQPSGFRTSGQLDPV 

\i/u/ci nTH A HP1 U/rnnpril r.cr; 

DFPWE1TPLSSYSLLHEKDPPTT 
SGPQTYTSPRNISPISNPRQRRQV 
LSMDPKLRHRSRTGKAAFPWC 
L1IAGTPL 


20391 


50759 


A 


20508 


3 


539 


1VDDCGGAFTMGVIGGGVFQAI 
KGFRNAPVCRLLSEAPLFIYSCS 
RSVSPTVNVSSERAESRPTLFM 
AVSLHMAWCLAH1GIRHRJLRG 

o/\lN/\ V l\Jlv/\r^lvjvjor A. V WvjuL 

FST1DCGLVRLRGKEDPWNSITS 
G A\LTG A VLYA ARS APL A M\ VGS 
AMMGGILL/ALIEGVSILL/TR*T 
ATV 


20392 


50760 


A 


20509 


3 


778 


G EQRAA L PP A PKECTHPN VTNT 

LVQAESSDAGVRLRWGRGLTA 

RPDASAMEEYAREPCPWRMVD 

DCGGAFTVMGVIGGGVFQAIKG 

FRNAPVGIRHRLRGSANAVRJR 

APSTTGSFAVWGGLFSTIDCGL 

VRLRGKEDPWNSIT\SGA\LTGA 

ILSAPHLRAFGILL\TR*TA\QQF 
RKWAPNSLEDP\SQ\LPPKDVTAP 
APGYPXSYQQYHLRKPLATMGA 
T^svpFpnn^Ti KriRAr.FPri 

i oo vii il/vjo i LdxviivAur rvj 


20393 


50761 


A 


20510 


1 


231 


LRWRVWSLSLLMFRCVRSFFLL 
VGSWSRWFRSEAADLCGECYS 
S*GSTSGVVRFSRWACGLAGLR 
SEAADLAPPTSC 


20394 


50762 


A 


20511 


318 


494 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN j 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20395 


50763 


A 


20512 


1 


1234 


MNNfNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQST1KNIESAKGLDVW 

DSWPQQNADGTVAEYNGYHV 

VFALAGSPKDADDTSJYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGSLLRSQM 

PCADLSILKEAAETLDSTSTRNS 

AFLGNTHDEAPIVHVFIPSLAYS 

TNIWSL1FNPTTMIMMCSRDWL 

SSCENKRVDLAFGLVYSGTPVQ 

KLEQMKFSPQLGCNHFESKDR 

NDFLFAPEEIEKDPQGESLLCDF 

MTKTPKAMATKAKIDKWDLIK 

LKSFCTAKETT1RVNKQPTEWE 

KNFAIYPYDKGLISRIYKELKQI 

YEKKIKQPHQKVDERRLLNLTT 

DRLTGEKAYRFIKVQVLRVTQ 

GMK1QRRARSKELQGDGDE1QR 

WKRLHSPPRLLGEEPHRHFKLD 

SANDMHKSAPFSSLQSPLWHQP 

VMQEVERQYKEKKDLVREGG 

KCRCQGRPGKVVLTELSLEAR 

GGWMEDIPSRRTSKCGPWELV 

SHCVQNWWVLGLTDFKNEAS 

DPRGVKLQTFTVSVTALKAAR 

LELLVLPGGLVVSLASGVKLQT 

FAVSVTAHKRSVDPKTEGAGS 

GLGQPRKGLSQCSSG PKG * YPE 

STKNLNKFTRKKSNNP1KRLMK 


20396 


50764 


B 


20513 


1 


531 




20397 


50765 


A 


20514 


I 139 


1562 


GALQPTAALWEPLSGLAKARA 

GTLSLQGSVEGVA*AGTGAAC 

GACGPDGVPGGRGLGGPRTGS 

SRPALSHFITEEDKDQRVQDQL 

GGVWHRMEIHEQHVGKQQEE 

GDVEDHIPGEDHEGGGEERH1V 

PKQLLVLVDRFLPK 


20398 


50766 


A 


20515 


1 


1597 




20399 


50767 


A 


20516 


461 


1601 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


20400 


50768 


A 


20517 


1 


914 


MNN LRRA A LRA VTLTA K VCSF 

TPEPARPQTHQKEETPNTSEHQ 

KJEQTPDTPPLRTVTLTARVHGF1 

LEVSETKNPPIPDTPATREAEGL 

RSRLAVYSTRDSPCVACSGSYT 

QAQGSLGRKFQDPVSLFEDLTK 

NTPEPNLRPITSKPVLVQETLSN 

FALFLKESMGPWKVWGSH/1KG 

LT*KALHGF\HVH\EFG\DNTAR 

L Y ^> V yur Mr \1N r LbyK. J 1 VUrKA 

npccur*ni nnr^v^f^i ti/mp.\/ a 
Uctbnt JJLUv^L'^'L 1 nNuVA 

IJVil^KxCtorlooOJL^rlv^llLjXK 1 L 

VVPWKKPDDFGQRVGME\ESSK 
T\GNAGKSVWPCGVNWIAQ 


20401 


50769 


B 


20518 


8 


173 




20402 


50770 


C 


20519 


13 


180 




20403 


50771 


A 


20520 


3 


486 


VTETWKCAG1PHRYRSFESC/IW 
NPVINSDRMDYAGPVCFKNADI 

GRCAHEKLRED* DG A APGEIGI 

nor aha TDvr a tdtd\/i Tur r>r^ 
l^rfc-ADA IrYrA 1 rl rVLI ridrC 

a acccdai i ir.ci/ncr i cdxicut 
AAtbtrALLIUolV^rULiKJNonJ 

AIAFDDTKVKNRLTIELEVRTE 

AEFRLLFYMARINHADFATVQL 

RNGLPY 


20404 


50772 


A 


20521 


1 


459 




20405 


50773 


A 


20522 


2 


239 


SDSSGSREVDPVAATTMPGAA 

GVLLLLLLSGGLGGVQAQRPQ 

QQRQSQAHQQRGLFPAVLNLA 

SNALITTNATCGEKGPEMYCKL 

VEHVPGQPVRNPQCRICNQNSS 

NPNQRHPITNAIDGKNTWWQS 

PSIKNGIEYHYVTITLDLQQVFQ 

IAi V 1 V iw\ANor KruIN WILbKoL 

nn\/\pvi^ a w/r^* t-i\ a \/T\nTc a i 
UUV\ci Ni\wy rl\AV I \U 1 cAL 

TP*PN*SPELGHRQNAQD*\EVI 

CTSFYSKIHPLENGEIHISLIMGR 

PSADDPSPELLE 


20406 


50774 


A 


20523 


2 


445 




20407 


50775 


A 


20524 


1 


2765 


MGRRRLLVWLCAVAALLSGA 

QARGTP\PWRGLR/LPGASRYSL 

YTTGWRPRLRPGPHKALCAYV 

VHRNVTCILQEGAESYVKAEY 

RQCRWGPKCPGTVTYRTVLRP 

KYKVGYKTVTDLAWRCCPGFT 

GKRCPEHLTDHGAASPQLEPEP 

yir j\jyLL/r\jri\rr o i oivrtnr jr 

HGRKGPGLFGERLERLEGDVQ 
RLAQTYGTLSGLVASHEDPNR 
MTGGPRAPAVPVGFGVIPEGLV 
GPGDRARGPLTPPLDEILS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


20408 


50776 


A 


20525 


2 


363 


RFTKVEMKEKAMLSAAREKGR 

VTHKGKPISLKADLSAETLQAR 

REWGP1FNILKEKNFQPR1SYPA 

KLSFISEQEIKYFTDKQMLRDFV 

ITRPALKELLKEALNMERNNW 

YQPLQKHAKL 


20409 


50777 


A 


20526 


1 


1566 




20410 


50778 


A 


20527 


i 


1604 


MAILFEMRLGQQSSAKFPGFQS 

SFFPVIPVNKPSGKFKRDRAHFS 

STRLLWPDCQ1SQLWGGYLRK 

KGSSPSQGLIDKTPSPWKKAPR 

ERGGCGRSFSRFKHPCLTALKR 

AADLPAQHSSSAKDTSQKGPTD 

TSYRRALAGIWQVPPLGRSFQK 

KDQAA1FAVVQPLQVIPRQTGS 

GVDLQQTSADWQQRGLTVRR 

KTNKQKGIACSLKDPIRGHQHQ 

RPKDHNFSPAREQNWTENEFD 

KLTEVGFRRWVITNSSELKKHV 

LTQCKDAKNLERSLEELLTRIPS 

VEKNINDLMELKNTARELREA 

YTSFNSPIDQAEERISVIEDQFN 

KINREDKIREKRIKRN KQSLQEI 

WDYVKRPNLQLIGVPESDKEN 

GTKLENTLQNIIQENFPNLAREA 

NIQIQEIXQRTPQRYSLRRATPRH 

IISV/RFTKVEMKEK\MLKAVRE 

KGRWTH KG KPIRLTTA DLS AET 

LQARRQSGGQYFNIL*RKGIFQP 

R\ISYPA\KLSFISEGEIKYFIDK\Q 

MLRDFWTTRDWPALKEHQAC 


20411 


50779 


A 


20528 


58 


1081 


SSMAKPCXGVRLSGEARKQVEV 

FRQNLFQEAE\EFLLR\FLPQKII 

Y\LNPASFQEDFPFNVA*/LLNLS 

SGAPLGHPPIPRPLHPKDDEMXE 

TDKAGRRKEVP*SVGFFPWGN* 

GKFL\SLVCPGLKPE\VWDFSKR 

NCILGDLHWIQTPDSPRFEDGN 

DFGGSQSRKKVLEKG*MPVKT 

KV\EAF\QTT1SKY/FSSERGDAC 

GPRPPICETHVMDYRALVHERD 

EAAYGELRAMVLDLRAFYAE1 

VKSSGIGAHVSFKVQNIHSSYC 

SGPTVSPTCVTGLPASQSPDSG 

AQLASSSGSHTCAAGGAACQS 

RALRLHSSALGWSMGLGTVEQ 

GAAL1EEVQAAQEPTEG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon» /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


904 1 9 


jyj / o\j 


A 

r\ 




1 £^9 


1 iOZ 


PHHVFPH/VLSMASPWAVSPSS 
VNVSQFFIC/TCQDAKTEWLDC 
KHVVFGKVKDGMNIVEVMEH 
LGSKNGKISNQQEDHHC 


20413 


50781 


A 


20530 


245 


740 


GAWKARSDCSSNP*NYVNRLE 
LFADKVPKTAEKF\QALSTGEK 
GFGYKGSLXFHRJ1PG FVTCQSGD 
r 1 Kj^YMUOKdHLrGKNLJvI 1 R 1 
FILKHTGPGILSMANAGPSVTsJV 
SQFFI\CPAKMPRTEW\LDCKHV 
VFGKVKDGMN1VEVMEHLGSK 
NGKISNQQEDHHC 


20414 


50782 


A 


20531 


135 


1427 


GKPTFASRQQPLAEECPASSAL 

QRRWLWRWRWWLRRRRRQR 

RSSGSCQGQPAGPLGGPPANRG 

AAPQGSMAMMYNAKDEVDGG 

PPCAPGGTAKTRRPDNTAFKQQ 

RLPAWQPILTAGTVLPIFFIIGLI 

FIP1GIGIFVTSNNIREIEIDYTGT 

EPSSPCNKCLSPDVTPCFCT1NF 

TLEKSFEGNVFMYYGLSNFYQ 

NHRRYVKSRDDSQLNGDSSAL 

LNPSKECEPYRRNEDKP1APCG 

A1ANSMFNDTLELFLIGNDSYPI 

PIALKKKG1AWWTDKNVKFRN 

PPGGDNLEERFKGTTKPVNWL 

KPVYMLDSDPDA*WIHK\DDFI 

\ / \ 1 /A A O T A AT DTDDl/1 vrtjl I/*\f> f 

V WMKi AALr 1 rKKLNKLl^RK 
bDLHrl LFAOKYSLN VYNAYYP 
VHYFDARKRMIMSAISWMGGK 
NPFLGMAYFAVGAISFHLGVAL 
LGINHKYRNSSNTADITI i 


20415 


50783 


A 


20532 


1 


370 




20416 


50784 


A 


20533 


1 


1104 


LREFANFDFDIWRKKYMRWM 

NHKKSRVMDFFRRIDKDQDGK 

ITRQEF1DGILSSKFPTSRLEMSA 

VADIFDRDGDGYIDYYEFVAAL 

HPNKDAYKPITDADKIEDEVTR 

QVAKCKCAKRFQVEQIGDNKY 

RFGDSQQLRLVRILRSTVMVRV 

GGG WM ALDEFL V KN D PCRAK 

GRTNMELREKFILADGASQGM 

AAFRPRGRRSRPSSRGASPNRST 

SVSSQAAQAAVSPQVPATTTPK 

GTPIQGSKLRLPGYLSGKGFHS 

ULil^'OVJLI 1 1 r\r\r\l\. V rv I i Yr\ !_/ l5 

KEGLPSRPGSSSLEAKFGSRXAS 
SRRGSDASDFDISEIQSVCSDVE 
TVPQTHRPTPRAGSRPSTAKPS 
K1PTPQRKSPASKLDKSSKR 
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SEQII) 

NO: 


SF.Q ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ I1> NO: 

in USSN 
Uv/r>4U,z i / 


Nucleotide 
location of first 
couon ior ptpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 

flt'lptirtn \=rwiv<i FiIa n n <* 1 1 ■ i\ f» \i\.<ft~tn\i\\ 

ULILIIinij \ |»V»->->l \Jl\- MULICUIIUv IIISCI UUil / 


20417 


50785 


B 


20534 


527 


4627 




20418 


50786 


A 


20535 


37 


315 




20419 


50787 


A 


20536 


1314 


1577 


HGSGSAPTCRWPRTQGRCREIC 
ADGFSGVMRNCTG*EAASGR* 
CKSFVHVYLQLRCACSVCHSA 
GSDSFQLQRSPHTPSTCTHALV 


20420 


50788 


A 


20537 


1 


1652 


MQATKTESGRNGKPGQPSNRC 

HYLLNQGWVANSGKGGRTNIP 

DiCELKSGDDPENVHITSFQYLA 

LAAFPRGRARDLQLAMTEPPHP 

SVGSCAARASLTSAAPCSTAPSP 

INHPKAEECGCTARDWQAAPP 

AARVRDPLGEASWAPESEYVC 

NCSVVGSLNVNRCNQTTGQCE 

CRPGYQGLHCETCKEGFYLNY 

TSGLCQPCDCSPHGALSIPCNSS 

GKCQCKVGV1GSICDRCQDGY 

YGFSKNGCLPCQCNNXRSARCD 

ALTGACLNCHENSKGNHCEEC 

KEGFYHSPDATKECLRCPCSAV 

TSTGSCSIKSSELEPECDQCEDG 

YISPNCNKCENGYYNFDSICRK 

CQCHGHVYLISTPKICKPESGEC 

INCLHNTTGFWCENCL*GYVH 

DLEGNCIKKEVILPTPEGST1LVS 

NASLTTSVPTPVINSTFXTPTYTL* 

TIFSVSTSENSTSALADVSWTQF 

NIIILTVIIIGVVLLMGFEGAGY 

MYRENQNRKLNAPFWT1ELKE 

DNISFSSYHDSIPNADVSGLVED 

DGNEVAPNGQMTLTTPIKNYK 


20421 


50789 


A 


20538 


1 


177 




20422 


50790 


A 


20539 


1 


480 




20423 


50791 


A 


20540 


410 


896 


FSCLKRMH1KAMPEDAKGQDW 

IALVKAAAAAAAKNKTGSKPR 

TSANSNKDKDKDERKWTKVPS 

KKEETSTC1ATPDVEKKEDLPTS 

\SETFGLHVENVPKMVFPQPEST 

LSNKRKNNQGNSFQAKRARLN 

KITGLLASKLAVGVDGAEKKED 

YNETAPMLEQV 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20424 


50792 


A 


20541 


1 


1526 


LKDEEDFFDFKAGEEVLARWT 

DCRYYPAKIEAINKEGTFTVQF 

YDGVIRCLKRMHIICAMPEDAK 

GQVKSQHPLSWCCPIDPAGSCN 

QSMGSEDWIALVKAAAAAAA 

KN KTG SKPRTS AN SNKDKDKD 

ERKWFKVPSKKEETFNLLLATP 

DVE/RRKEDLPTSS/EKHL*GLH 

VRRNVPKMVFPQPESTLSNKRK 

NNQGNSNFQAKRARLNKITGLL 

ASKAVGVDGAEKKEDYNETVA 

PMLEQAMSPKPQSQKKNEAD1S 

SSANTQKPALLSSTLSSGKARS 

KKCKHESGDSSGCIKPPKSPLSP 

ELIQWEDLTLVSQLSSSVINKTS 

PPQ P VN PPRPF\KH\S E RRRRSQR 

LGTLPXMPDDSVEKVSSPLSSPL 

D/EGKVFS/LSSSSKISQESSS/IPE 

VPDVA/HICPLEKLGPCLP\LDLS 

IvUoIiV 1 Ar V /\o\Uoa I WN tLr K/\ 

EKEDTQMLPNPSSKAIADGRGA 
PA A AG I SKTEKK VKLEDK S\ST A 
FG1RSWDFSALLMKIPSYSPISLS 
GLPES 


20425 


50793 


A 


20542 


363 


1 187 


FHITMCGICCSVNFSAEHFSQDL 

KEDLLYNLKQRGPNSSKQLLKS 

DVNYQCLFSAHVLHLRGVLTT 

QPVEDERGNVFLWNGEIFSGIK 

VEAEEN DTQILFN YLSSCKN ES 

EILSLFSEVQGPWXAFIYYQASS 

H YL WFGRDFFGRRSLL WH FSN 

LGKSFCLSSVGHPNIWNWQISG 

KKFQHLDFFRIDLKSTVISRCIIL 

QLYPWKYISRENIIEENVNSLSQ 

ISADLPAFVSVGSQMEGQTVSL 

EKPVVPLNMDVATSWHWETH 

AVFFPCATYR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
.sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20426 


50794 


A 


20543 


1 140 


2372 


CCH1CLHWRLIAVIFPMCHLQER 

YFKSFLLMYT*KEVIQQFIDVLS 

VAVKKRVLCLPRDENLDSQME 

VLENV**GKANVGNPVFWGGL 

D/CPWLLATLLDRHIPLDEPLVL 

LNVAFIAEEKTMPTTFNREGNK 

QKNKCEIPYPKNFSKDVAAAA 

ADSPNKTCQC\PDRITGRAGLK 

ELQAVSPSRIWNFVEINVSMEE 

LQKLRRTRICHLIRPLDTVLDDS 

IGCAVWFASRGIGWLVAQEGV 

KSYQSNAKVVLTGIGCRWSNL 

QGYSPSSVSAFKSHGLGRIGIKE 

1MMELGRISSLEILGRDDRW1G 

DHGKEARFPFLGVRMLSPFLNS 

SARFGEKANLDFTPRG1GEKLPF 

N A LQ P VELG\LT A S A LLPKRA M 

Q\FGSRJAKMEKrNEKLASDKCG 

RLQIMSLENLSIEKGTKL 


20427 


50795 


B 


20544 


70 


464 




20428 


50796 


A 


20545 


18 


552 




20429 


50797 


A 


20546 


1 


1257 




20430 


50798 


B 


20547 


223 


342 




20431 


50799 


A 


20548 


9 


5293 


KIHRHRLSPATEKGAASSGEGD 

KDPPPPAHEDIAVKGTATAAGT 

GPGTGAAAAAAAAAVPPPHPN1 

RALQTQAPQQ1PRGPVQQPLED 

RIFTPAVSAVYSTVTQVARQPG 

TPTPSPYSAHEFNKGHPNLAATP 

PGHASSPGLSQTPYPSGQNAGP 

TTLVYPQTPQTMNSQPQTRSPF 

FPKGLKIQPPVRATIPNSKSFPFV 

PG AQTPT A V YQG * FRH I M\M\ V 

NHLPLPYPVPQGPQYCIPQYRH 

SGPPYVGPPQ 


20432 


50800 


A 


20549 


1 


78 




20433 


50801 


A 


20550 


1 


2805 


MAKGFYISKSLGILGILLGVAA 

VCT1IALSVVYSQEKNKNANSS 

PVASTTPSASATTNPASATTLD 

QSKAWNRYRLPNTLKPDSYRV 

TLRPYLTPNDRGLYVFKGSSTV 

RFTCKEATDVIIIHSKKLNYTLS/ 

QGHRVVLRXPPDIDKTELVEPTE 

YLVVHLKGSLVKDSQYEMDSE 

FEGELADDLAGFYRSEYMEGN 

VRKVVATTQMQAADARKSFPC 

FDEPAMKAEFN1TLIHPKDLTAL 

SNMLPKGPSTPLP 


20434 


50802 


A 


20551 


1 


239 




20435 


50803 


A 


20552 


1 


654 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20436 


50804 


A 


20553 


161 


3193 


GSLSRLPTITMAKGFY1SKSLGI 

LG1LLGVAAVCTIIALSVVYSQE 

KNKNANSSPVASTTPSASATTN 

PASATTLDQSKAWNRYRLPNT 

LKPDS YQ VTLRP YLTPN DRG L Y 

VFKGSST V RFTCKEATD VI IIHS 

KKLNFPXLSQGHRVVLRGVGGS 
nDDnirM/Tci \/cdtcvi \/\/ui is 

UoL V KJJo^Y fc,JVlIJbc,r fc.Oh,LAL> 
DL AG FYRSEYM EGNVRKVVAT 
TQMQAADARKSFPCFDEPAMK 
ARFYNITLIPPQGT 


20437 


50805 


A 


20554 




429 




20438 


50806 


A 


20555 


3568 


4012 


VLSTSFPGTELNPPISPLAVNSTE 

LLKGELSLSSLGVLSLSDTSVPN 

i> V ^ IN i> r LXU L KKRLOKO V Cj 1 SC S 

NALSALDLAACNFSLMRPLME 

NSAKPVLEVEGIGG/TAFDAGA 

GIALSDHFIKLISWYDNEFGYSN 

RVVDLMAHMASKE 


20439 


50807 


A 


20556 


1 


1211 


QTAASSFASPGEPHRSNTMGKV 

KALVNGFDRIGRLVTRAAFNSG 

KGD1VA1NDPFIDLNYMVYMFQ 

YDSTHGKFHGTVKAE1MGKLVI 

NGNPITIFQ\ERDPSKIK WG* H\G 

AEYVV\ESTG\VFTTM\EKAGAH 

FAGGSQKGHSSFAPSTEAIMFM 

MKVNYEKYDNSLKIISNASCTT 

NCLAPLAKVIHDNSGIVERLMI 

TV H V I TTTQKT V DGPC RKLRPD 

GHRALQNI1PASTSTAKAMVKV 

I PELN KKLTG MA SH V PT A K V L V 

VDPTCH/LGKPAKYYDIKKMM 

KQASEDPIKGILGYTEHQIVSSD 
tnvTQmrr^ccT'cr^ a n a /^tttt \Tnuc 

VK\LISWYDNEFGYSNSVVDLM 
AHVASKELSGYSLKVSFAVQK 
LFSLIRSNLSIIAFDAIVFGVFVM 
KSLPVSICRM 


90440 


JuOuO 


A 
r\ 


70SS7 i 


l 


JKJXJ 


r 1 A1N V o V V L>L 1 l^lvL, JVJr AK. Y U 

V V IVvAotLirLlvLilLrO Y lb 

rlv V VoMJr IN c>U 1 rio^ 1 r JJAUAvj 
iat wnun/i'i icuA/nxiccr 1 vcm 

KV VULrfvl AnIVlAoJvb 


20441 


50809 


A 


20558 


1 


3399 




20442 


50810 


A 


20559 


I 


3126 




20443 


50811 


C 


20560 


298 


435 




20444 


50812 


A 


20561 


1 


888 




20445 


50813 


B 


20562 


1 


4536 





2627 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20446 


50814 


A 


20563 ; 


37 


3900 


LGLGLSMLVGQGAGPLGPAVV 

TAAVVLLLSGVGPAHGSED1VV 

GCGGFVKSDVEINYSLIE1KLYT 

KHGTLKYQTDCAPN1MGYFMIP 

LYDKGDFILK1EPPLGWSFEPTT 

VELHVDGVSDICTKGGDINFVF 

TGFSVNGKVLSKGQPLGPAGV 

QVSLRNTGTEAKIQATATQVPG 

GKFAFFKVLPGDYE1LATHPTW 

ALKEASTTVSVTNSNANAASPL 

IVAGYNVSGSVRSDGEPMKGV 

KFLLFSSLVTKEDVA 


20447 


50815 


A 


20564 


1 


310 


EEETVPTTAGASPGPPRNKKNR 

ELRPQRPKNAYILKKSR1SKKPQ 

VPKKPREWKNPEPSAAAS*GGE 

GQAHGGPAICPGQ1CALSQTPG 

LPGNSLSPRSPVGK 


20448 


50816 


A 


20565 


3 


267 




20449 


50817 


B 


20566 


267 


560 




20450 


50818 


A 


20567 


1 


429 


L1GLDPEPLAEVDVISLEQGRRK 

Ql ERLG YDPQ A K A PFQPKPKQK 

GRSSTASLVKRKRKVMDEE\NR 

VK*TIGNGPGLPKGCTLPACAL 

CPCQPAHFLTLCPVSLPSPVPQD 

KVRQSLQQQHHKEAK7AP1CPTG 

ARPSALDRFVR 



2628 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, ! 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


20451 


50819 


A 


20568 


2 


1951 


FKPTVWQLRGVLHVDRLFVWA 

S M ETA PK PG K D V LAS K KDKLQT 

KRKKP\RRYWEEETVPTTAGAS 

PGPPRNKKNRELRPQRPKNAYI 

LKKSR1 SKKPQVPKKPREWKN P 

ESQRGLSGAQDPFPGPAPVPVE 

VVQKFCRIDKSRKLPHSKAKTR 

SRLEVAEAEEEETS1QSLLRSEL 

LLAEEP\GFLEGEDGEDTAKICQ 

ADIVEAVDIASAAKHFDLNLRQ 

FGPYRLNYSRTGRHLAFGGRRG 

HVAALDWVTKKLMCErNVME 

AVRD1 RFLH SEALLA V AQNR W 

LHIYDNQGIELHCIRRCDRVTRL 

EFLPFHLLLDTASETGFLTYLDV 

SVGKIVAALNARAG\RLDVMSQ 

NPYNAVIHIGHSNGVTASLWESS 

YGREPLAK\ILC\HRGLGSGAVA 

\VDSYRHVTWATSGP*DHQLED 

LFDFARGRYXQPLEHSGPCPMG 

AGHLAFSQRELL/VLAGLGDVV 

N I WAGQG KASPP\SLDRP Y FTH 

RWGPVHGLQFCPFEDVLGVG 

HT*G\ITSML\VPGAGEPNFDGL\ 

ESNP\YRSRKQRQ\EWEVKALL 

tlvVrAcLlLLUrKALAcVUVJoL 

RKVMIEDHKG/DKVRQSLQQQ 
HHKEAK\AKPTG\ARPSALDRF 


20452 


50820 


A 


20569 


1 


437 




20453 


50821 


A 


20570 


157 


425 





2629 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SfcQ ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown > 
*=Stop codon, /=possible nucleotide | 
deletion, \=possible nucleotide insertion) 


20454 


50822 


A 


20571 


207 


1562 


LVIVFFYPQHTAPGPPLTVLNQ 

AMHARGPHGQLSPALPLASSVL 

MLLMNLAHLGQPWMLGPLTW 

HISPFSLPVHRLLTHALGHTALP 

GLLLSLLLLPTVGWQQECHLGT 

LRFLHASALLALASGLLAVLLA 

GLGLSSAAGSCGYMPVHLAML 

AGEGHRPRRPRGALPPWLSPW 

LLLALTPLLSSEPPFLQLLCGLL 

AGLACILCLSPGPVGMCGFCG 

WVPGKEVAQRGEGPSNTKEPC 

THIAWPVAWAHPWLLLVFLDR 

PPCPGQTDAAGAFRWLEPSERR 

LQVLQEGVLCRTLAGVGMPVQ 

VVGTVAGLPVRPSSLP/SSSRPP1 

PGPPYVASPDLWSHWEDSALPP 

PSLRPVQPTWEGSSEAGLDWA 

GASFSPGTPMWAALDEQMLQE 

GIQASEVGSPGIGAGVALTLPTS 

PPTPNRLQQLERMGFPTEQAVV 

ALAATGRVEGAVSLLVGGQ 


20455 


50823 


A 


20572 


460 


916 


AHSPRDHPWTVLNQAMHARGP 

\HGQ\LSPALPL\ASSVL1VILLMST 

LWLVGAGPGLVLAPELLLDPW 

Q V H RLLTH A LG HTA L PG LVLLS 

LLLLPTVGWQQECHLGTLRFLH 

ASALLALASGLLAVLLAGLGLS 

SAAGSCGYMPVHLAMLAGEG 

HRPRRPRGALPPWLSPWLLLAL 

TPLLSSEPPFLQLLCGLLAGLAY 

AAGAFRWLEPSERRLQVXLQEG 

VLCRTLAGCWPLRLLATPGSLA 

ELPVTHPAGVRPPIPGPPYVASP 

DLWSHWEDSALPPPSLRPVQPT 

WEGSSEAGLDWAGASFSPGTP 

MWAALDEQMLQEGIQA\SLL\D 

GPAQEPQSAPWLS\KSSVS\*MR 

LQ\QLERMGFP/TTEAAVVALA\ 

ATGRVEGAWSLLVGGQSGTAET 

LVTHGKGGPAHSEGP\GPPWAN 

CPQHCLLASSVLMLLMSTLWL 

VGAGPGLVLAPELLLDPWQVH 

RLLTHALGHTALPGLAPEPAAP 

AHCGLAAGVPPGHAE1PACLSP 

ARPGFWAAGSAAGRPWAVQCS 

RQLW1HACPPGHAGWGRTPP 


20456 


50824 


A 


20573 


174 


401 


CTVVFSVLAELSCTSRFCPNMW 
TPLREPMTENGRWGLSVRVLE 
HGGNQSNSACGPEPPEGEMGS* 
LEED*LPALIP 



2630 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


20457 


50825 


A 


20574 


450 


1029 


ATQLPPQPWQTPAALGWAAAT 
SLMPYRAPSPPARAQHPPALCL 
APPPPLWLQLPHLEASHSLVEA 
RPNPPVSTLAQQGIQPSPRHLPR 

ppci R PR OOP POHV P/PHP A A PT 
PTATlT^TfiPQl PA^IATAPTQQA 

TTGLSLCTPVTTAGAPTAGTQG 
FSLKAPGAA\PAPPQQHPPLPPP 
PPPPPPAAAPPALP 


20458 


50826 


C 


20575 


115 


276 








A 
/A 




j 


T07 


A^iRi hpr Ff.r, a RkriNjpnnpr"^ a t 

/AoIVJL^VJ I IV CAJ KJ r\.l\J\. IN I UU I V^o/A 1 

TV^sPPI PA*P/I A MA I *PRPI r'A 
pr^PQPRQPRI RCPI PPQFPCpnPP 

RLSLLQPWSE 


20460 


50828 


A 


20577 


2 


388 




20461 


50829 


C 


20578 


244 


487 




20462 


50830 


B 


20579 


5 


569 




20463 


50831 


A 


20580 


204 


676 


RTDQYPQRGETEEGLEGQLLPH 
RQLPGGLGAHRGPDPACGLRD 
SSRGVPLAGSPLRVR*GRGHDL 
RO^nr^vRpr^r;r".QTsjRr;i vvahh 

l\y ouu V ivr UUu on K.UL V V /\kjU 
ADfjDA API AAr.UDA A AHDCDl 

ru V r A AKJfc.r rlvj" I rArUrUoAA 

cpr, A VCTI P A PPTPnD\/\/QTnr 
rLrkj/\ V o J LKAtr 1 r^rv Vol VjO 

CSSTWN 


20464 


50832 


B 


20581 


1 


1413 




20465 


50833 


B 


20582 


60 


224 




20466 


50834 


B 


20583 


8 


2469 




20467 


50835 


A 


20584 


841 


1436 


HHQVPLPVGRERGGKRGPGSW 

ETCLSVLGPAIPPSEPWPVSPSW 

VHSLVPGEQALPLICSQPPMAP 

QWPETGPGPHLVHRTCRVCLN 

WQGMTRTRGYQAGPSSRRTIPT 

PAOl PAP! A<sl PPRnnPPsxPAP 
rAyLrAr LAoLrrlVyUrr iJorAc 

PPSG RFSMEP WWEP ARH PPG S P 
AAPCSSHRJT/APPTPSLAAQPG/ 
PVGSNPPLSPEGLCLAGTPACG 
W 


20468 


50836 


A 


20585 


1799 


5195 


SKGNGSPSTTQTQTPRAAPDGS 

LSEETPAGPPTCSVPPASALPRQ 

QYAKSLPVSVPVWGFKEKRTE 

ARSSDEENGPKPKPASVDANTK 

LTRSLPCQGSLKRATSCERAGK 

AVGEEVSGYSLHGCSKERRRRP 

RLKKEGGSGEPGVGYLFISVLV 

NSNSEL1R1 INNAIKND1 ASRNP 

TFMCLALHCIANVGSREMGEA 

FAAD1PRJLVAGDSMDSVKQSA 

ALCLLRLYKASPDLVPMGEWT 

ARVVHLLNDQHMGV 



2631 

BNSDOCID: <WO_0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: ! 


SEQ ID NO: 
oT peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion. V=possible nucleotide insertion) 


20469 


50837 


A 


20586 


8 


268 


SRSSRTWSPIPEKEKTKLQKQR 
EDELIQK1HKLVQKRDFLVDDA 
EVERLREQEEDKEMADFLRJKJL 
KPLDKVTKSPP1*QSQRAHL 


20470 


50838 


C 


20587 


50 


196 




2047 1 


50839 


A 


20588 


16 


1263 


SLSSRCMMVAEQGCALEPCQG 

LSHGAALGVLMVVFP/VSSLQQ 

DQLDIISVMAETTAMMP\EEIELE 

MAKIQRLREVLVRRESELRFMS 

FEEQYMEDHKKGV1DLFTADSL 

KTMTRLVTGVWLAYLAATASN 

PLQEGEHAGEQIGAGGCRSRLE 

GGALTWDPVLLPPVR1SRMLLL 

LLIPGELPGIAFKLMNPTKAEPM 

HMF1ILEPFDLRKLMDD1QLCK 

D1MDLKQELQNLVAIPGCTRSM 

MLVSAQLLEGLRKLIIMAEDKG 

ADMSRAQSRSKRPPKMLICLLV 

D VFFPEK E KT1CLXQKQREG * AN 

PRRFHKLVQKRJDFLVXDDAEVE 

RLR\EQE\EDKEMADFLRJK\LKP 

LDKVTKSPASSRAEICKAEPPP\S 

KPTV AKTG L A L I K DCCGATQC 

NIHVSPHVGCPGPWGPPPTLLS 


20472 


50840 


A 


20589 


31 


339 




20473 


50841 


A 


20590 


1 


1179 




20474 


50842 


A 


20591 


1 


1 167 


PARSMAATSLMSALAARLLQP 

AHSCSLRLRPFHLAAV/RGNLSL 

GQVGVQCCNHGLLQP*PPGLK* 

SSHLSLN EAVVISGRKLAQQIK 

QEVRQEVEEWVASGNKRPHLS 

VILVGENPASHSYVLNKTRAAA 

VVGINSETIMKPASISEVEELLNL 

INKL\NNDDNVDGLLVQLPLPE 

HIDERRICNAVSPDKDVDGFHV 

FNVGRMCLDQYSMLPATPWGV 

WEIIKRTGIPTLGKNVVVAGRS 

KNVGMPIAMLLHTDGAHERPG 

GDATVTISHRYTPKEQLKKHT1 

LADIVISAAGIPNLITADMIKEG 

AAVIDVGINRVHDPVTAGVPGL 

VGNVDFEGVRQKAGYITAPVPG 

G VGPMTVAMLM KNTI I AAKKG 

AEA*RSEKVLKSKELGVATN 



2632 

BNSDOCID: <WO 0175067A3JA> 



WO 0.1/075067 



PCT/US01/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


20475 


50843 


A 


20592 


1 


1963 


MAASDVNCGACFAELQGNATA 

NTPGGTSHHTHLA1HGSCHDSQ 

AKEAGRKRQPWPPPDGRSEPAP 

DSHPHLSPEALGYFRRALSALK 

EAPETGEERDLMVKN1MKEVE 

TQALALSTNRTGSEMLQELLGF 

SPLKPLCRVWAALRSNLRTVAC 

HRCGVHVLQSALLQLPRLLGSA 

AEEEEEEEEDGKDGPTETLEEL 

VLGLAAEVCDDFLVYCGDTHG 

SFVVRTLLQVLGGTILESERARP 

RGSQSSEAQKTPAQECKPADFE 

VPETFLNRLQDLSSSFLKDIAVF 

ITDKISSFCLQVALQVLHRKLA 

QFCAHICNAVIGYLSARGSSVD 

GKPLLLFLRDQTSFRLLEQVLL 

VLEPPRLQSLFEEHLQGQLQTL 

A A H PI AN FPLQRLLD A VTTPEL 

LSPVFEELSPVLEAVLAQGHPG 

VVIALVGACRRVGAYQAKVLQ 

LLLEAFHCAEPSSRQVACVPLF 

ATLMAYEVYYGLTEEEGAVPA 

EHQVAMAAARALGDVTVLGSL 

LLQHLLHFSTPGLVLRSLGALT 

GPQLLSLAQSPAGSHVLDAILTS 

PSVT\PSCAAVCLONLICGTNIVA 

LACKSP*OPRVLKCHLEWSSLE 

GP/RRKIAAELGEQNQEL\ICEPP 

FG H H V ARN V ALTTFLKRRE A W 

EQQQGAVAKRRRALNS1LED 


20476 


50844 


A 


20593 


55 


393 




20477 


50845 


A 


20594 


150 


379 





BNSDOCID: <WO 0175067A3_IA> 



2633 



WO CM/075067 



PCT/USO 1/08631 



SEQ in 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possihlc nucleotide 
deletion, \=possible nucleotide insertion) 


20478 


50846 


A 


20595 


1 


2408 


MGVWGIRTPFM VVGLESPVGS 

SPRGQGSCVRLPQRRPDKSHAG 

ARTGPETLRERAQQSNKLPEW 

AEKGSHPARWSPNRGGRWTLP 

TARERRPSRALKARAAGRRQA 

KVADFRLPAAAPPEGAAQLRLE 

SERLPHQDEKJEPSSYRGSCGSCP 

VTLRKMPYLGSEDVVKELKKA 

LCNPHIQADRLRYRNVIQRV1R 

YMTQGLDMSGVFMEMV1CASA 

TVDIVQKKLVYLYMCTYAPLK 

PDLALLAINTLCKDCSDPNPMV 

RGLALRSMCSLRMSKLDQWGQ 

AEVLNFLLRYQPRSEEELFDILN 

LLDSFLKSSSPGVVMGATKLFLI 

LAKMFPHVQTDVLVRVKGPLL 

AACSSESRELCFVALCHVRQIL 

HSLPGHFSSHYKKFFCSYSEPH 

YIKLQ1CVEVLCELVNDENVQQ 

VLEELRGYCTDVSADFAQAAIF 

AIGGIARTYTDQCVQ1LTELLGL 

RQEHITTVVVQTFRDLVWLCPQ 

CTEAVCQALPGCEENIQDSEGK 

QAL1WLLGVHGERIPNAPYVLE 

DFVENVKSETFPAVKMELLTAL 

LRLFLSRPAECQDMLGRLLYYC 

IEEEKDMAVRDRGLFYYRLLLV 

GIDEVKRILCSPKSDPTLGLL\ED 

PAERPVNSWASDFNTLVPVYG 

KAHWATISKCQGAERCDPKLP 

KTSSFAASG PLI PEENKERVQEL 

PDSGALMLVPNRQLTADYFEK 


20479 


50847 


B 


20596 


330 


2458 




20480 


50848 


A 


20597 


2 


171 




20481 


50849 


A 


20598 


32 


1040 


LQLAKLGDWRMQALRHVHCR 

FTEG*FMYSL*LTFPPAGYQVT 

GVFMKNWDSL\DEHGV\CTAD 

K\DCE\DA\YRVCQIL\DIPF\HQV 

SYGTEV1FFYSSDFLNEYEKGRT 

PNPDIVCMKHIKFSS*SLCSKNL 

TGADAIATGHYARTSLEDEEVF 

EQKHVKKPEGPASWRNCLSVG 

WFLYTLGQRAN1GGLREPWYV 

VEASPPSHSILQAPRTDHPALYR 

DLLRTSRVH WIAEEPPAALVRD 

KMMECPPPRAPLFYPVPCVLTL 

NQDGTVWVTAVTPDARVSPLQ 

FAVFYKGDECLGSGKILRLGPS 

AYTLQKGQRRAGMATESPSDS 

PEDGPVGLSPLL 


20482 


50850 


A 


20599 


12 


432 
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BNSDOCID: <WO 0175067A3_IA> 



wo 
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PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Lfnknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


20483 


50851 


A 


20600 


2 


509 


RLHSLLGDYYQAIKVLENIDLS 

TKSMYSRVPEOQVTTYYYVGF 

AYSMMRCYQDAIRVFASILLYI 

rrrv 1 lNolvlr v^rc. I IVYN. Y dVIIllVILIN 

OVVFPI Pt? VQPTkTI *P\/PPXJV 
nTVHAHVHTPQPl PlQI PP 


20484 


50852 


B 


20601 


8 


1188 




20485 


50853 


A 


20602 


1 


257 




20486 


50854 


B 


20603 


210 


312 




20487 


50855 


C 


20604 


49 


288 




20488 


50856 


A 


20605 


13 


446 


1PVRPTRPADDYESEAAYDPYA 
YPSDYDMHTGDPKQDLAYERQ 
VPnnTvn\/iPP\/ik r \icrnvrui r T 
ucni innk'vvpF aaqdwcchvi 

V oULl Ly^iS. V Y cL^AdKVooUVJ 

DQKVYEIQDIYENXDAVFLILYK 
ELYYRHIYAKVSFQSFSQYRCK 
TAKKSEEEIDFL 


20489 


50857 


B 


20606 


77 


611 




20490 


50858 


A 


20607 


1 


1956 


SLVDPRVRPRVRVLASEAAMS 

YPAD\DYESEAAYDPYA\YPSD 

YDMHTGDPKQ\DLAYE\RQYEQ 

\QTYQVIP\EVIKNFIQYFHKTVS 

DLI DQKA VDE LQA SPCLQ V I V I D 

QERLYEDSRT1Y*EQAWTKL\TE 

RFFVKNTPWPGGWKPLVPQGLA 

MDA/VSFLDFYPKNYTYRHIYA 

KVSGGPSL\EQRFESYYNYCNL 

FNYILNADGSRSPLNYPNQWNL 

WGYLSMEFIYPVFSHF\SQYRW 

* DLPKKSEEEIVDFLRSNPKI W\N 

VHSVLNVUHSLVDKSNINRQL 

GGYTQAGGDP*ECGWGSMGR 

HSLYMM\LHYFSLVR/GFSRLHS 

LLGXDYYQA I K VLEN IELNKKS 

MYSRVPRVPRSPTYYYYVGFAY 

LMMRRYNQDA1RVFAN1LLYIQ 

RTK SM F\QRTiTYKY E M I\N KQ I E 

QMHAL\LA1ALT\MYPMR\IDESI 

HLQLREKYG\DK\MLRMQK\GD 

PQVYE*LF\SYSCP\RFLAA\VVP 

TYDNVHPN\YHKEP\FLQ\QLKG 

VFLDEVQ\QQGPAFKPIRSFLKL\ 

YTTHALLAKPGLASLDPHRGRE 

rlvUrlvr LLL^lNnyu'KJNLVLur 

AGISSPWIGEISVSPORVDLPTL 

NKDMIPHRGTPKVPQAVMGDF 

LHPVRSHKFGGA*SEPLKEGWG 

QRPWMIFTTHFREPVFDV11GQG 


20491 


50859 


A 


20608 


2 


413 
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BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
co don for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


20492 


50860 


A 


20609 | 


232 


621 




20493 


50861 


A 


20610 


1 


3590 


MAPRKRGGRGISFIFCCFRNND 

H P E I T Y RJL RNDSNF ALQTM E P A 

LPMPPVEELDVMFSELVDELDL 

TDKHREAMFALPAEKKWQIYC 

SKXKDQEENKGATSWPEFY1D 

QLNSMAAGILEGVFVHIV1THC 

LQNQQQLLHDKQGNRHFICCL 

RSHQHPMLPACSNVHLSSFDRK 

TLCKDALCPLPASHVSRYLRKS 

LLALEKEEEEERSKTIESLKTAL 

RTKPMRFVTRFIDLDGLSCILNF 

LKTMDYETSESR1H 


20494 


50862 


A 


20611 


203 


3480 


SHQE1EQNSAMAPRKRGG\RGI 

AFIFCCLRNNDHPEITYRLRNDS 

NFALQTMEPALPMPPVEELDV 

MFSELVDEL\DLPDKHREAMFA 

LPAEKKWQIYCSKKKDQEENK 

GATSWPEFY1DQLNSMAARKSL 

LALEKEEEEERSKTIESLKTALR 

TKPMRFVTRFIDLDGLSC1LNFL 

KTMDYETSESRIHTSLIGCFrCAL 

MNNSQGRAHVLAHSESINVIAQ 

SLSTENIKTKVAVLEILGAVCLV 

PGGHKKVLQA \ 


20495 


50863 


A 


20612 


1 


338 


PGGALRVPDAPAGAEGQELCR 
SDFPVGGAGVGDEEGVQCPAP 
A A HRDDTDLRG A H * E VQD A AG 
RRKQPDREQPAG AEEG APH LPE 
RVPPG*RHGTCTDRGQARACG 
GPLAPE 


20496 


50864 


B 


20613 


610 


6429 




20497 


50865 


B 


20614 


28 


280 





2636 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO.1/0863.1 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20498 


50866 


A 


20615 


160 


1397 


VKJV1SAQESCLRLIKDFLFVFNL 

FFFALGSLIFCVFGIWILIDKTSFL 

SFVGL/AAFVPLQIW\SKVL\AIS 

GNLSPWG1ALLGLCWGALKAEL 

RCLLG\LYFG\MLLLLFATQ1TLE 

KSSSSNQR\AQLERSLR\DVVGK 

TI\QKYGINPE\ETAPEEN\WDYV 

QSNLRWCGWHYGRDWFKVFIL 

RGNGSEAH\RVTRS*YNFMAT* 

NSTI LN K VI VHQLTRLEHL A RSR 

HSAD\1CAVPAESHITRKG\CAQ 

GIQK\WLHNTL1FP*WA1CLGVG 

LLE\LGFMTLSNIPVEETVDHGL 

PTG SARYRLG PA PPQSRAPPP V S 

VPAX/AI PVT PVXIir^l IPDl avcdc 
V KWALr VLrv !N IL-Llr rvLA V fcJro 

Pi V 14 1 <5 PP, HTTU/l PAPA AVTQDT 

GPGAFVHSFLSPSVGLPPPTRLF 
FTQTSN KPP AFL VNDH K KGG RS 
KKALEGPNVTRA 


20499 


50867 


A 


20616 


290 


492 




20500 


50868 


A 


20617 


1164 


2134 


NNYNHHHHHHHHHDYYNHH/ 

HHYHHHHHHHHNYNHHHHDH 

HHNYKHHHHHYHQHHHNYNH 

HHHHHHSYNHHHHHHHHHHN 

YNHYHHHHHHHHHHHREYHH 

HH/HHHHYHHHHHHNYNYHH 

HYHHHHHQHYHFTNHHHHNHH 

YNHHYXHHNQYHYHHYHHHD 

YYHHH/HYHHHNYYYLYNRYH 

HYHHYHQSNHYRHHHHHHQY 

HHN/HEPFA/HHT*ILFCS*KQDR 

ERCIYLHQKHHPLHRPGAPQHQ 
KTASWRGQAREAAGSSPGSLSS 
HTADHEVEAFKRCFYSRF 


20501 


50869 


B 


20618 


164 


1526 




20502 


50870 


A 


20619 


1 


762 





2637 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possi hie nucleotide insertion) 


20503 


50871 


A 


20620 


69 | 


1054 


AISCHVVHAGHQQTQITGNDPF 

PVVTYSKGPNLQSSRSDMDDST 

EREQSRLTSCLKKREEMKLKEC 

VSILPRKESPSVRSYKDGKLLA 

ATLLLALHACCLTEVSFYQVAA 

LQGDLASLRAELQGHHAEKLP 

AGAGAPKAGLGGSSSCSPRDLK 

IF*TTSSREKAIP/GSEQQK*GVP 

FQGPEETVTQDCLQL1ADSETPT 

IQKGSYTFVPWLLSFKRGSALE 

EKENKILVKETGYFFIYGQVLY 

TDKTYXAMGHLIQRKKVHVFG 

DELS\LVTLFR\CIQNMPETLPNN 

SCYSAG1AICLEEGDELQLAIPRE 

NAQISLDGDVTFFGALKLL 


20504 


50872 


A 


20621 


3 


855 


LQNSHGHTMIRTLLLSTLVAGA 

LSCGDPTYPPYV TRVVGGEEAR 

PNSWPWQVSLQYSSNGKWYHT 

CGGSL1ANSWVLTA\AHCISSS\R 

TYRVGLGRHNLYVA\ESGSLA/ 

MSSVSKIVVHrCD\WNFNQlSKG\ 

NDI\ALLKLANPVSLTDKIQ\LA\ 

CFPPAGTILPN\NY\PC*VTGLGE 

SCRTNG\AVPDVL\QQGR\LLAV 

DYATCS\SSA\WWGSSVKTSMIC 

AVGGDGVISSCNGDSGGPLNCQ 

A\SDALWQVHGIVSFGSRLGCN 

YYHKPSVFTRVSNYIDWUMSVI 

AYN i 


20505 


50873 


A 


20622 


19 


414 


SVCWEDRYLKLARMEESPLSRA 
PSRGGVNFLNVARTYIPNTKVE 
CHYTLPPGTMPSASDWIGIFKP/ 
GYLPKPGAQLYQFRYVNRQGQ 
VCGQSPPFQFREPRPMDELVTL 
EEADGGSDILLVVPKATVLQNQ 


20506 


50874 


A 


20623 


1 


393 


ArCSWQEEQSAQAQRLKDKVA 

Q M KDTLG Q A QQ R V V S E AP WQ 

QETGNSKGKL*RSLRV* REGER 

HG*RLNNTTPSPNAVEWRER/IT 

SLADE*FTRNCDLHLLLSPEAEL 

EPLKEQLRGAQELAASSQQKAT 

LY 


20507 


50875 


A 


20624 


56 


416 


NRPLLALVASDTQPLHTHTHTH 

TPLSDAPKPIPGA/HLP/CSYLEF 

PLTSVPHPSLFrFNLRYSVWRGF 

LYF*GFLYSVSSPRISSHGKK*CI 

CAFCEEWGEQVVPGIPISKAPLP 

LQVPPQQ 


20508 


'50876 


A 


20625 


115 


392 




20509 


50877 


B 


20626 


t 


3388 
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BNSDOCID: <WO 0175067A3_IA> 



WO 0.1/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


20510 


50878 


A 


20627 


-» 
-> 


1889 


SSPREKTSDSSHRPSRHGFLFLR 

LVGLSPFSYLCVPPSRPVPGSPR 

SLSAMRLLPLAPGRLRRGSPRH 

LPSCSPALLLLVLGGCLG VFGV 

AAGTRRPNVVLLLTDDQDEVL 

GGMTPLKKTKALIGEMGMTFS 

SAYVPSALCCPSRASILTGKYPH 

NHHVVNNTLEGNCSSKSW\QKI 

QEPNTFPA I LRSMCG YQTFFCR 

GNI*MKYGAP\DAGG\LG\HVPL 

GLGVTWYALEKNSXKYYNYTL 

FYSMGKARKHGENY\SVDYLT 

DVLANVSLDF\LDYKSNF*PFF 

MM1ATPXAPHSPWTAAPQYQKA 

FQNVFAPRNKNFNIHGTNKHW 

LIRQAKTPMTNSSIQFLDNAFR 

KRWQTLLSVDDLVEKLVKRLE 

FTGELHNTY1FYTSDNGYHTGQ 

FSLPIDKRQLYEFDIKVPLLVRG 

PGIKPNQTSKMLVAN1DLGPTIL 

DIAGYDLNKTQMDGMSLLP1LR 

GASNLTWRSDVLVEYQGEGRN 

VTDPTCPSLSPGVSQCFPDCVCE 

DAYNNTYACVRTMSALWNLQ 

YL^rirlJLM^fJb Vr VtV YlNLI AUrU 
V^l 1 INI A Is. 1 rUrvtLLuKlVlNYKL 
MMLOSCSGPTCRTPGVFDPriY 
RFDPRLMF\SNRGSVRTRRFSQT 
SSCSDPHTASADGSLHALFLMK 


20511 


50879 


A 


20628 


132 


253 




20512 


50880 


A 


20629 


1 


1269 





2639 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075(167 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


20513 


50881 


A 


20630 


1 


1920 


MDEAEFSSFVVRTNTCGELRSS 

HLGQEVTLCGWIQYRRQNTFL 

VLRDFDGLVQV1IPQDEVIENFL 

LLSKSFFDAIAGSAASVKKILCE 

APVESVVQVSGTVISRPAGQEN 

PKMPTGE1EIKVKTAELLNACK 

KLPFEIKNFVKKTEALRLQYRY 

LDLRSFQMQYNLRLRSQMVMK 

MREYLCNLHGFVDIETPTLFKR 

TPGGAKEFLVPSREPGKFYSLP 

QSPQQFKQLLMVGGLDRYFQV 

ARCYRDEGSRPDRQPEFTQ1D1E 

MSFVDQTGIQSLIEGLLQYSWP 

NDKDPVVVPFPTMTFAEVXRPP 

YGTDKPDTRFGMKIIDISDVFR 

NTEIGFLQDALSKPHGTVKAICI 

PEGAKYLKRKDIGSIRNFAADH 

FNQEILPVFLNANRNWNSPVAN 

FIMESQRLELI RLM ETQEEDVV 

LLTAGEFFNKACSL LG KALRTGN 

VAGPSRKQEGVVLRDPTLFSFL 

WVVDFPLFPGQRRKIQESWDR 

GQHPF\TAPHPR*mLLYTEPKK 

ARSQHYDLVLNGNE1GGGS1R1 

hTNAELQRYILATLLKJEDVKMLS 

HLLQALDYGA\PPHGGIALGLD 

RLICLVTGSPSIRDVIAFPKSFRG 

HDLMSNTPDSVPS*GTEALSYP 

SLQANRLQSRKSSLNHAYHAES 


20514 


50882 


A 


20631 


1 


425 


KEPVGCVNN1SFLASLAGSTSR 

NRLQSTRGAGRLQNSGTGLSTN 

LQHFQEENFRKSSPQLEHT/WSF 

FGECTTHHLPPVKAPLQTKKKT 

TNHCFLCGKKTGLASSYECRQ 

VGELEKLRCFLCDNPAWGLCKI 

KYLNCLFITSL 


20515 


50883 


A 


20632 


1 


1647 




20516 


50884 


A 


20633 


1 


3096 




20517 


50885 


A 


20634 


I 


419 




20518 


50886 


A 


20635 


558 


1070 


SFRFGHSHGLWKRKKVA*GSN 
AIQHNMLQGKQNFHGAALWY 
KGNSTQSKRPQRA P* ESSTTKR 
GLQLSRQTLQLDPGGTVPCSEE 
YCICQ*EGPASRNRYNGVPSHF 
PSPTCIRJESSHSGKILKSRLRCW 
GWPTDPWSVLPMDPRTSPLCA 
AGSQAVVAHSGRQQKYPAL 



2640 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


20519 


50887 


A 


20636 


3887 


4573 


KKTTLLTLSKTRNILNPFKVVK 

KKAYGSRKHLRQ/HLAINPAAL 

LPTAASQISEVKPVLPELAFPSS 

EHRRSHGLESVPVLPGSGEAGV 

SFDLPAQADTLHSANKSRV1CM 

RGKRRPQTRAARRLAAQESSEA 

tUlvl\KorbUrLnoOLIVLArrr(^iVI 
AIGHSSEQPVEKTALRRPWQLP 
LHLGKVVLCLEWTQAPLQSLW 
VIPEGRLTFLILGTFFPRALDLSP 
WREQNPRQR 


20520 


50888 


A 


20637 


1 


2988 


MATAPSPPMLTLAPAWLCPAT 

TTPRDHSEASLEALPGDPPAHP 

AAAATAAAVIPALEPPHTPVYA 

IFVNHSLLDLYIDRPLPYLIGSK 

LFMEQEDVGLGELSSEEGNADE 

QSSGLEGACKVNLELLLTNAD 

KGLKAPEQHLKHVAGVLNGES 

Vbl o VLN YKbLbrHKJSIKLLorL 

KLbArMbLHNb L V KrbRQSKCr 

SRTTCFQGVKVDSLGKRSDVIS 
KVEARDITEMTNKA 


20521 


50889 


A 


20638 


1 


1176 




20522 


50890 


A 


20639 


2 


367 






JV07 1 


A 
r\ 




1 OA 
I Z4 


AA 1 
44 1 


KYrKVrbNRtrbtLLrr QAPLG 

A Dr"MAD\CI A DAT/XII i/cn 

VuMAKONQKvbLAKyKNLICETA 
^bl\bK(jKOKtL)S)L 1 ALbRKQRD 
2>\* I J AivKQ K A A\N bKKSvM QTR£ 
N VMTG YLEN PG ATAQLG VS 


20524 


50892 


A 


20641 


32 


232 




20525 


50893 


A 


20642 


1 


256 




20526 


50894 


C 


20643 


133 


509 




20527 


50895 


A 


20644 


88 


685 


QKRGRLFKIILKVVLYLMKVIV1 
HRKJVfFQRAQELRWRAEDYHK 
CKAFSDHPLCKKASLQLGQNG 
GSGASSFFR1ALLALPHS*NFKK 

nnnDDATCC\]CTTCV\F**T DCDA 

V<fUUrrA 1 lr YN**Lrfcr^ 

HTQD MQCVQ1 CTT CCCTI D/^**C 
U 1 otvlvl^o I oL»o 1 Low 1 L,Kvj o 

Vb>o^Uo Y oOvjrvLjlvrvI Jcl v^cAb 

V c AblNKoLnooLuINlvRKoVou 

1 KbrvNv^K i rv^rNrrlorvNrvL 1 IvN 






A 

/A 




*+z 


yno 




70S9Q 








1 

1 








JU67O 


c 


ZUD4 / 


77 1 
/ / I 


lZZ-> 




-VJJ 1 


JU077 


C i 


7fiA4fl 


_>Z4 






20532 


50900 i 


c 


20649 


427 


654 




20533 


50901 ; 


B 


20650 


343 


1774 




20534 


50902 


B 


20651 


23 


525 




20535 


50903 


B 


20652 


2354 


5689 




20536 


50904 


B 


20653 


448 


3506 





2641 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 PCT/US01/08631 



SKQ II> 

NO: 


SEQ ID iNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20537 


50905 


B 


20654 


12 


182 




20538 


50906 


c 


20655 


210 


422 




20539 


50907 


C 


20656 


145 


357 




20540 


50908 


B 


20657 


1 


327 




20541 


50909 


B 


20658 


1 


2595 




20542 


50910 


B 


20659 


122 


472 




20543 


5091 1 


B 


20660 


163 


418 




20544 


50912 


c 


20661 


86 


517 




20545 


50913 


B 


20662 


334 


2946 




20546 


50914 


B 


20663 


1 1 


700 




20547 


50915 


B 


20664 


184 


2372 




20548 


50916 


c 


20665 


267 


467 




20549 


50917 


B 


20666 


131 


268 




20550 


50918 


B 


20667 


18 


255 




20551 


50919 


B 


20668 


100 


356 




20552 


50920 


B 


20669 


120 


839 




20553 


50921 


B 


20670 


355 


504 




20554 


50922 


B 


20671 


1 


1524 




20555 


50923 


B 


20672 


175 


366 




20556 


50924 


B 


20673 


436 


792 




20557 


50925 


B 


20674 


94 


1347 




20558 


50926 


B 


20675 


865 


1189 




20559 


50927 


B 


20676 


241 


423 




20560 


50928 


B 


20677 


124 


352 




20561 


50929 


B 


20678 


1 


847 




20562 


50930 


B 


20679 


262 


4624 




20563 


50931 


c 


20680 


76 


297 




20564 


50932 


B 


20681 


1 


702 




20565 


50933 


B 


20682 


1 


1347 




20566 


50934 


B 


20683 


78 


2874 




20567 


50935 


B 


20684 


133 


7317 




20568 


50936 


B 


20685 


294 


1449 




20569 


50937 


c 


20686 


139 


367 




20570 


50938 


C 


20688 


154 


445 




20571 


50939 


B 


20689 


1 


1086 




20572 


50940 


B 


20690 


111 


440 




20573 


50941 


B 


20691 


303 


462 




20574 


50942 


B 


20692 


1 


2905 




20575 


50943 


C 


20693 


349 


453 




20576 


50944 


C 


20694 


233 


376 




20577 


50945 


B 


20695 


1 


2016 




20578 


50946 


B 


20696 


1464 


3022 




20579 


50947 


B 


20697 


1 


1059 




20580 


50948 


B 


20698 


I 


933 




20581 


50949 


B 


20699 


1 


930 




20582 


50950 


c 


20700 


129 


215 




20583 


50951 


C 


20701 


283 


408 




20584 


50952 


B 


20702 


1 


1134 




20585 


50953 


B 


20703 


1 


525 




20586 


50954 


B 


20704 


146 


556 




20587 


50955 


B 


20705 


1 


675 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( \=linknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/340,2 1 7 


codon for peptide 


of peptide sequence 


deletion, \-possiblc nucleotide insertion) 
















20588 


50956 


B 


20706 


1 


1 107 




20589 


50957 


B 


20707 


1 


774 




20590 


50958 


c 


20708 


52 


156 




20591 


50959 


C 


20709 


1 


420 




20592 


50960 


B 


20710 


1 


1347 




20593 


50961 


c 


20711 


1 


41 1 




20594 


50962 


B 


20712 


169 


248 




20595 


50963 


B 


20713 


63 


1321 




20596 


50964 


B 


20714 


1 


359 




20597 


50965 


C 


20715 


1 195 


1 674 




20598 


50966 


B 


20716 


964 


1290 




20599 


50967 


B 


20717 


51 


389 




20600 


50968 


B 


20718 


108 


232 




20601 


50969 


B 


20719 


425 


3545 




20602 


50970 


c 


20720 


35 


226 




20603 


50971 


B 


20721 


1 


387 




20604 


50972 


B 


20722 


1 


1926 




20605 


50973 


B 


20723 


523 


1242 




20606 


50974 


B 


20724 


42 


2346 




20607 


50975 


B 


20725 


63 


287 




20608 


50976 


B 


20726 


59 


200 




20609 


50977 


B 


20727 


1 


1 176 





20610 


50978 


B 


20728 


1 


769 




2061 1 


50979 


B 


20729 


1 


2009 




20612 


50980 


B 


20730 


219 


3045 




20613 


50981 


B 


20731 


195 


1739 




20614 


50982 


c 


20732 


126 


435 




20615 


50983 


B 


20733 


2752 


4108 




20616 


50984 


B 


20734 


1 


1 104 




20617 


50985 


B 


20735 


24 


230 




20618 


50986 


B 


20736 


1 


1292 




20619 


50987 


B 


20737 


1 


7977 




20620 


50988 


B 


20738 


157 


2627 




20621 


50989 


C 


20739 


165 


533 




20622 


50990 


B 


20740 


35 


87 




20623 


50991 


c 


20741 


68 


202 




20624 


50992 


B 


20742 


83 


2670 




20625 


50993 


B 


20743 


162 


276 




20626 


50994 


B 


20744 


104 


245 




20627 


50995 


B 


20745 


66 


2768 




20628 


50996 


B 


20746 


14 


3115 




20629 


50997 


c 


20747 


69 


203 i 




20630 


50998 


B 


20748 


1 


2152 1 




20631 


50999 


c 


20749 


1 14 


387 ! 




20632 


51000 


c 


20750 


56 


250 




20633 


51001 


B 


20751 


53 


3398 




20634 


51002 


B 


20752 


642 


2386 




20635 


51003 


B 


20753 


1 


1242 




20636 


51004 


B 


20754 


51 


601 




20637 


51005 


B 


20755 


192 


463 




20638 


51006 


B 


20756 


125 


1254 





2643 
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SKQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
no /c-ift tit 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

nf ni* nt i f i p ^PflllflirP 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \— possible nucleotide insertion) 


20639 


51007 


C 


20757 


208 


333 




20640 


51008 


B 


20758 


155 


4443 




20641 


51009 


B 


20759 


1 


2529 




20642 


51010 


B 


20760 


63 


321 




20643 


5101 1 


B 


20761 


226 


645 




20644 


51012 


B 


20762 


1 


1395 




20645 


51013 


B 


20763 


258 


475 




20646 


51014 


C 


20764 


126 


263 




20647 


51015 


B 


20765 


1 


1429 




20648 


51016 


B 


20766 


51 


3256 




20649 


51017 


C 


20767 


83 


403 




20650 


51018 


B 


20768 


1 


621 




20651 


51019 


B 


20769 


1 


463 | 




20652 


51020 


B 


20770 


1002 


3594 




20653 


51021 


C 


20771 


107 


403 




20654 


51022 


B 


20772 


51 


401 




20655 


51023 


C 


20773 


46 


398 




20656 


51024 


B 


20774 


1 


513 




20657 


51025 


B 


20775 


1 


531 




20658 


51026 


C 


20776 


1 


423 




20659 


51027 


B 


20777 


52 


670 




20660 


51028 


C 


20778 


43 


375 




20661 


51029 


B 


20779 


1 


1629 




20662 


51030 


B 


20780 


1 


1713 




20663 


51031 


B 


20781 


I 


5154 




20664 


51032 


B 


20782 


37 


585 




20665 


51033 


B 


20783 


1 


3789 




20666 


51034 


C 


20784 


149 


367 




20667 


51035 


C 


20785 


89 


234 


■x 


20668 


51036 


B 


20786 


113 


278 




20669 


51037 


B 


20787 


1 


1632 


• 


20670 


51038 


B 


20788 


1 


762 




20671 


51039 


B 


20789 


230 


3411 




20672 


51040 


B 


20790 


95 


1150 




20673 


51041 


B 


20791 


1 


1230 




20674 


51042 


B 


20792 


74 


3123 




20675 


51043 


B 


20793 


1 


1719 




20676 


51044 


C 


20794 


206 


402 




20677 


51045 


B 


20795 


302 


424 




20678 


51046 


B 


20796 


60 


80 




20679 


51047 


B 


20797 


1 


1248 




20680 


51048 


B 


20798 


8 


1910 




20681 


51049 


B 


20799 


124 


807 




20682 


51050 


B 


20800 


43 


618 




20683 


51051 


B 


20801 


7 


328 




20684 


51052 


B 


20802 


244 


385 




20685 


51053 


B 


20803 


850 


970 




20686 


51054 


C 


20804 


97 


360 




20687 


51055 


B 


20805 


551 


3159 




20688 


51056 


B 


20806 


861 


11 10 




20689 


51057 


B 


20807 


1 


876 
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BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uii known, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


70600 


S 1 0S8 


R 

D 


70808 


i 


840 






S 1 oso 


R 
D 


70800 


i 
i 


1 441 




20692 


5 1 060 


R 


708 1 0 
zuo i yj 


S08 


7108 




7060 1 


S 1 061 


R 


7081 1 

ZV/O 1 1 


SI 


1 8S 




70604 

v/Vj.y'-* 


S 1 067 


R 


708 1 7 

ZUO l Z 


so 


611 




20695 


51 063 


R 


708 1 1 

Z.UO J J 


1 

1 


444 




70606 


S 1 064 


R 


708 14 


S8 

JO 


767 
ZOZ 




70607 


S 1 06S 


R 


7081 S 

ZUO 1 _> 


77 
z / 


1 OOS 




70608 


SI 066 
J 1 uuu 


R 


7081 6 

ZUO 1 o 


t 


48/^0 




70600 

Vy 7 17 


S 1 067 


R 


708 1 7 


i 
i 


1480 




70700 

ZVJ / \J\J 


S 1 068 


P 


708 1 8 

ZUO I O 


S9 
JZ 


1/^1 




70701 


S 1060 

J I UU7 


P 


708 1 0 


147 


4QQ 




70707 


S 1 070 


R 


70870 
zuozu 


1 
l 


4 1 40 




20703 


SI 071 


R 
D 


7087 1 


8S 


ioio 




20704 


S 1 077 


R 


70877 


848 

OHO 


1116 
Jl io 




7070S 


SI 071 

J 1 / _J 


R 


70871 


4 1 

H 1 


I Z 1 1 




20706 


S 1 074 


R 


70874 


748 


4107 




70707 


S 1 07S 

Jlu/J 


R 


7087S 


67 


^ 1 8H 




70708 


S 1 076 
j \\j i\j 


p 


70876 


770 


HO / 




70700 


S 1 077 


R 

D 


70877 

ZUoZ / 


7 1 


1 8'>'7 
1 OZ / 




70710 

Zv / Iv 


S 1 078 


R 


70878 


1 
1 


1 04S 




7071 1 

jL\J III 


S 1 070 


R 


70870 


1 77Q 

1 Z / 7 


1 470 

m ly 




70717 


S 1 080 


R 


7O810 


l 
I 


Zhou 




707 1 1 


SI 08 1 

J 1 WO 1 


R 


7081 1 


67 
oz 


joy i 




7071 4 


S 1 087 


R 


70817 

ZUO JZ 


1 
1 


1 OA7 

1 uoz 




7071 S 


S 1 081 


R 


70811 


1 
I 


o / D 




7071 6 


S 1 084 


R 


70814 


1 

I 


1 04 1 




7071 7 

.Z. V/ III 


SI 08S 


R 


7081S 


161 






707 1 8 


S 1 086 

J 1 uOO 


R 


7H816 


1 00 






70710 


S 1 087 


P 


70817 


86 
ov> 


77Q 




70770 


S 1 088 
J 1 uoo 


P 


70818 
ZUOJO 


1 
t 


77 S 

ZZJ 




1 

jZ, V / J* I 


5 1089 


P 


7O810 


14 

Z7*+ 


1 6S 
1 Dj 






S 1 000 


p 


7O840 


718 

Z JO 


4SS 




70771 


S 1 001 


p 


70841 


700 
zuu 


177 
z>ZZ 




20724 


SI 007 

J l U7Z. 


R 


70847 ! 


SO 


1 64 
i OH 




20725 


5 1 093 




20843 


1 1S1 

I J J J 


1 701 




20726 


51094 


R 


70844 


1 

1 


1 170 

1 JZ7 




20727 


S 1 OOS 


p 


7084S 


41 


174 

JZ4 




20728 


51096 


p 


70846 


771 


41S 




20729 


51097 


c 


20847 


212 


107 




20730 


51098 


p 


20848 


186 

JOU 


S70 

JZ7 




20731 


51099 


R 


70840 


100 


OOS 

yyo 




20732 


51100 




708S0 


876 

O / KJ 


11 17 
J J 1 z 




20733 


51 101 


3 


708S1 


1 SI 


106 

Z>LrO 




20714 

Z.V7 / J*T 


S1 1 07 


R 


708S7 


10 
J" 


1111 1 
J 1 J 1 




2071S 


S 1 1 01 


R 


708S1 


70 

z.y 


1 16 i 
1 JO 




20736 


51 104 


B 


20854 


1 12 


333 




20737 


51 105 


B 


20855 


.> 1 


474 




20738 


51 106 


B 


20856 


26 


1716 




20739 


51107 


B 


20857 


27 


1234 




20740 


51 108 


B 


20858 


1 


6390 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 


Nucleotide 
location of first 

i w 1 j 1 1 1 {Yt r r\ p n 1 1 ( \ P 

sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codoti, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20741 


51109 


B 


20859 


1 


1014 




20742 


511 10 


B | 


20860 


128 


837 




20743 


51111 


B 


20861 


1 


931 




20744 


511 12 


B 


20862 


357 


4629 




20745 


511 13 


B 


20863 


1 


1017 




20746 


511 14 


B 


20864 


I 


1908 




20747 


511 15 


B 


20865 


224 


9448 




20748 


51 116 


B 


20866 


1 


1209 




20749 


51117 


B 


20867 


138 


359 




20750 


511 18 


B 


20868 


1 


1567 




20751 


511 19 


B 


20869 


226 


9033 




20752 


51 120 


B 


20870 


20 


2689 




20753 


51121 


B 


20871 


1602 


2647 




20754 


51 122 


C 


20872 


72 


452 




20755 


51 123 


C 


20873 


64 


423 




20756 


51 124 


B 


20874 


33 


363 




20757 


5 11 25 


B 


20875 


131 


1675 




20758 


51126 


B 


20876 


37 


219 




20759 


51127 


B | 


20877 


I 


564 




20760 


51 128 


B 


20879 


1 


651 




20761 


51 129 


B 


20880 


44 


424 




20762 


51 130 


B 


20881 


28 


202 




20763 


51131 


B 


20882 


1 


3403 




20764 


51 132 


B 


20883 


110 


970 




20765 


51 133 


B 


20884 


70 


485 




20766 


51 134 


B 


20885 


482 


2943 




20767 


51 135 


B 


20886 


469 


1480 


- 


20768 


51136 


B 


20887 


156 


308 




20769 


51137 


C 


20888 


218 


348 




20770 


51138 


B 


20889 


1 


5130 




20771 


51139 


B 


20890 


21 


1139 




20772 


51140 


B 


20891 


1 


1302 




20773 


51141 


B 


20892 


1 


1028 




20774 


51 142 


B 


20893 


1 


858 




20775 


51143 


B 


20894 


I 


2001 




20776 


51144 


B 


20895 


1 


546 




20777 


51145 


B 


20896 


1 


1167 




20778 


51 146 


B 


20897 


1 


1299 




20779 


51147 


B 


20898 


1 


1260 




20780 


51148 


B 


20899 


1 


771 




20781 


51149 


C 


20900 


155 


337 




20782 


51150 


B 


20901 


1 


1251 




20783 


51151 


B 


20902 


106 


543 




20784 


51152 


B 


20903 


57 


2279 




20785 


51153 


B 


20904 


905 


1 120 




20786 


51 154 


B 


20905 


145 


2277 




20787 


51155 


B 


20906 


1 


1384 




20788 


51156 


B 


20907 


1 


4775 




20789 


51157 


C 


20908 


99 


251 




20790 


51158 


B 


20909 


1 


693 




20791 


51159 


B 


20910 


77 


2173 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of Inst 


Amino acid sequence ( X=Unknovvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






9070? 

ZU 1 7Z 


S 1 1 fid 

3 I I OU 


D 
D 


9O0 1 1 
ZU7 1 1 




3 I 3 




90701 




R 


90Q 1 9 

ZU7 1 Z 


1 
1 


37Z 




90704 

jL\J f 7*t 


S i l fry 
3 1 1 oz 




900 1 1 
ZAjV 1 3 


1 

1 


999 
ZZZ 




9070S 

ZU 1 73 


S 1 1 61 

3 11 U3 


r 


9001 4 

ZU7 1 *T 


1 
1 


OS 1 
73 1 




9070£ 
zu i J\j 


S 1 1 fsA. 

3 1 1 OH 


R 
13 


900 1 S 
ZU7 1 3 


4J 


1 044 




70707 

£m\J 1 7 / 


3 1 1 U3 


R 


900 1 A 

ZU7 1 o 


\ OO 


9S44 




9070R 

ZU / 70 


S 1 1 f\f\ 
3 11 OO 


v.- 


90Q 1 7 


Z /V 






90700 

ZU / 77 


S 1 1 fkl 
3 1 1 0 / 


t> 


-inn l o 

ZU7 1 O 


1 
1 


1 0<A 
1 Z3lJ 




90R00 


S 1 1 £R 
J MOO 


D 

O 


9AO 1 0 


zzy 






90RO 1 


S 1 1 AO 

J 1 1 O" 


r> 
o 


90090 


04 

7*t 


/I 7/1 

^3^ 




90R09 


S 1 1 70 
3 I 1 /u 




9009 1 
ZU7Z 1 


Z3J 


330 




90R01 




JO 


90099 


1 
1 


1 3 1 




90R04 


S 1 1 79 
3 1 1 / z 


R 


90091 


O 


797 
3Z / 




90R0S 


S 1 1 71 


R 


90094 

ZU7Z*t 


1 Al 
1 03 


7AAO 
3UOU 




90R06. 

Z.UOUO 


S 1 1 74 


R 


90Q9S 


9A 
ZU 


7ft S 
353 




90R07 


SI 1 7S 


R 


90Q9A 
ZU7ZO 


99 
ZZ 


SR 
JO 




90ROR 


S 1 1 7 A 
3 1 1 /o 




90Q97 
ZUtZ / 


1 4 1 


zo / 




90R00 


S 1 1 77 


R 


9AQ9R 


3 / 


1 AA7 
1 U03 




70R1 0 


S 1 1 7R 

3 l 1 / O 


V^. 


9O090 
ZU7Z7 


9A 1 
ZO 1 


/4 A 1 




90R1 1 


S 1 1 70 


R 


900^0 

ZU7JU 


OO 


7 1 4R 

3 1 ^»o 




90R1 9 

Z. WO 1 z. 


S 1 1 RO 

3 11 OU 


R 


90Q1 1 
ZU73 1 


991 
ZZ3 


/I 1 AO 




90R 1 1 


S 1 1 R 1 
3 1 1 O 1 


\^ 


ZU73Z 


Z 1 


1"7ft 
Z /O 




90R 1 4 


S 1 1 R9 
3 11 OZ 


o 


ZU733 


I JO 


1 OC7 
lZ03 




90R 1 S 

ZUO 1 3 


S 1 1 R7 
3 1 J o3 


D 
D 


ZU734 


0 
O 


070 




ZUO 1 o 


S 1 1 R4 
3 11 OH 


D 


ZU733 


7/in 
ZhU 


30 / 




9or 1 7 

ZUo I / 


S 1 1 RS 
3 11 o3 


\^ 


ZUV30 


110 
3 1 Z 


3 1 Z 




90R 1 R 
ZUo 1 o 


S 1 1 R£ 
3 11 OO 


D 
O 


ZUV3 / 


*f 3 1 


O 1 I 




*?AR 1 O 
ZUO I 7 


S 1 1 R7 
3 1 1 O / 


I-- 


90Q1R 
ZU730 


1 Aft 
1 OU 


4ZO 




90R90 
zuozu 


S 1 1 RR 

3 11 OO 


R 
13 


ZU737 


1 1 A 
1 1 U 


Z7^4 




90R9 1 

ZUoZ 1 


S 1 1 RO 

3 11 07 


o 




1 9 1 
1Z 1 


1 /04 




90R99 


S 1 1 OO 

J 1 I 7U 


R 

o 


90041 


1 
1 


40 7 
HZ 3 




90R91 






90049 

ZU7*fZ 


74 


7 1 
310 




90R94 

ZUoZH 


S 1 1 09 

3 11 7Z 




90047 


1 3D 


Z33 




90R9S 


SI 101 

3 11 "3 


c 


90044 
ZU744 


7Q 


7ft 1 
3o 1 




90R96. 


S 11 04 

J 1 1 7*+ 


R 


9004S 

ZU7H3 


9R9 
zoz 


1 1 RO 
1 1 OU 




90R97 


S 1 1 OS 

-J I I 73 


R 


9004A 


Al 

03 


771 
3 / 1 




90R9R 


S 1 | OA 
3 11 70 


r* 


90047 

ZU7** / 


1 01 

1 73 


£79 
O /Z 






S 11 07 

J I 1 7 / 


R 


9O04R 


RS 

o3 


ROR 1 

070 




90R10 


S 1 10R 

J I 1 70 


J_> 


90040 

ZU7H7 


33 


1 OSS 
1 U33 




20811 

iuOJ 1 


S 11 00 

J 1 1 77 




900S0 

ZU73U 


1 
1 


R70 
0 /U 




70R19 


SI 900 


R 


900S 1 


1 01 

1 U3 


1 1 RQ 
J 1 07 




90R11 


S 1901 

3 I ZU 1 


R 


900S9 

ZU7JZ 


SO 1 i 
3U 1 


J74 




90R14 


S 1909 

3 1 ZUZ 


R 




7Q 

37 


1 AO/1 
1 074 




90R1S 


S 1901 

~J t ZW3 


R 
D 


900S4 


4RO i 

H07 


4*70*7 4 




90R1A 

ZUO JO 


S 1904 
3 I ZU*+ 






7 1 
3 1 


1 33 




90R77 
ZU53 / 


S 1 90^ 
3 IZU3 




Zuy30 


Z37 


AAA 

oyy 




20838 


51206 


B 


20957 


4 


71 1 




20839 


51207 


B 


20958 


50 


520 




20840 


51208 


C 


20959 


322 


456 




20841 


51209 


B 


20960 


163 


1152 




20842 


51210 


B 


20961 


33 


745 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 

J 1 f* t J»t t/h ri \— i\/kvc i Klu r\ it t* \ i"k t ft rl tnc^i'tinn^ 

ucitiiou, \ — pubMDic ninicoiiiic insti iiuuj 


20843 


51211 


B 


20962 


210 


3519 




20844 


51212 


c 


20963 


34 


294 




20845 


51213 


C j 


20964 


301 


381 




20846 


51214 


B ! 


20965 


71 


675 




20847 


51215 


B 


20966 


1 


873 




20848 


51216 


B 


20967 


118 


1618 




20849 


51217 


B 


20968 


424 


2415 




20850 


51218 


c 


20969 


106 


231 




20851 


51219 


B 


20970 


71 


756 




20852 


51220 


B 


2097 1 


1 


1049 




20853 


51221 


c 


20972 


94 


327 




20854 


51222 


B 


20973 


339 


2589 




20855 


51223 


B 


20974 


89 


273 




20856 


51224 


B 


20975 


I 


2514 




20857 


51225 


B 


20976 


472 


5831 




20858 


51226 


c 


20977 


247 


300 




20859 


51227 


B 


20978 


1 


2487 




20860 


51228 


B 


20979 


55 


243 




20861 


51229 


c 


20980 


207 


377 




20862 


51230 


B 


20981 


642 


4117 




20863 


51231 


B 


20982 


44 


2127 




20864 


51232 


B 


20983 


48 


1127 




20865 


51233 


B 


20984 


1 


34 11 




20866 


51234 


B 


20985 


74 


469 




20867 


51235 


B 


20986 


39 


1251 




20868 


51236 


B 


20987 


223 


378 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20869 


51237 


A 


20988 


1 


2577 


MPPNRHRMRGETTLWNPGCDH 

AG1ATQVVVEKKLWREQGLSR 

HQLGREAFLQEVWKWKEEKG 

DR1YHQLK\ICLGSSLDWDRACF 

TMDPKLSVAAVTEAFVGLHEKG 

1 1 YRSTAFVN WPCTLNSAISDIE 

VDKKELTGRTLLSVPGYKEKV 

EFGVLVSF\AYK\VQGSD*/DDE 

EVVVANKLGSKTVMLGDVAVA 

VPPPKDTR\YQHL\KGKNVIHP\F 

LSRSLSPLSSDEFVDMDFXGTGA 

VKDHPPRHDQNDYEVGQRHGL 

E A I S J MDSRG A\P1 KC A S A FPG PA 

AGLRPGKRCWWR*RNRGLFRG 

IEDNPMVVPLCNRSKDVVEPLL 

RPQWYVRCGEMAQAASAAVT 

RGDLRILPEAHQRTWHAWMD 

NIREWCISRQLWWGHRJPAYFV 

TVSDPAVPPGESEDLSVFYPGT 

LLETGHDILFFWVARMVMLGL 

KLTGRLPFREVYLPCPSCENAH 

G RKAMSKSLGN VI DPLD VHL/Y 

GISLQGLHNQLLNSNLDPSEVE 

K A KEGQKADFPAG VPECGTDA 

L RFG LC A YMSQG S * K * T WN VN 

RIMG*RQFCNKLWKCTKFALR 

GLG KG F VPS\DTSN S AGH ESL A 

DR*IRNLLTEAVRLSNQGFQAY 

DFPAVTTAQYSFWLYELCDVY 

LECLKPVLNGVDQV/AQAECAR 

QTLYTLPWTLGLRLLSPFMPFV 

TEELFQRLPRRM PQ APPSLC VT 


20870 


51238 


A 


20989 


2 


4083 


SQ RG EH VG AGCRGG DL RELG S 

PGEPPTVSARSTPPPGPLGGSQP 

RPAPGCEVDSPAQSDHLPPVFP 

LRSDLLITMSTLYVSPHPDAFPS 

LRALIAARYGEAGEGPGWGGA 

HPRICLQPPPTSRTSFPPPRLPAL 

EQGPGGLWVWGATAVAQLLW 

PAGLGGPGGSRAAVLVQQWVS 

YADTELIPAACGATLPALGLRS 

SAQDPQAVLGALGRALSPLEE 

WLRLHTYLAGE APTL A DL A AV 

TALLLPFRYVLDPPAR 
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SEQ I!> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20871 


51239 


A 


20990 


1 


756 


MDMGA1KEGESRRPGDRMTVA 

GTKLLHLQSTHLDF1SLSGAPSG 

ALELSKAQPAHAQDTRVLMKM 

VIIWDLSQVPLQPGHDGHSFR1H 

DYLYFQVLSPGDIRYIFTATPAK 

DFGGIFHTRYEQIHLVPAEPPEA 

CGELSNGFFIQDQIALVERGGCS 

FLSKTRVVQEHGGRGGDHL*Q 

RS*QMTASTW/QM1QDSTQRTA 

DIPALFLLGRDGYMIRRSLEQH 

GLPWAIIS1PVNVHQHSPPLSCC 

NRPFLFW 


20872 


51240 


A 


20991 


2 


393 




20873 


51241 


A 


20992 


1066 


1824 




20874 


51242 


A 


20993 


-> 
-> 


902 




20875 


51243 


A 


20994 


1 


2163 




20876 


51244 


A 


20995 


1 


1890 




20877 


51245 


A 


20996 


1 


2882 


MKQQLPVSYLQVIFNHWASR1S 

GARGAGWGPVRLGRLCADRAL 

DGESRPGGGGQSGVPASEASQ 

KAAHGRRLPVPARLLRCAHSA 

LEPGRGSASSPRNSTTSDNDQPP 

DYSFSKRCDSHSLGFSLVWESR 

NLTLPPTSKLLHFSAFHFFIYKC 

RAEGHKLYKDLKNFLSAVKVM 

HESSKRVSETLQFIYYASEWYGH 

EELKAIVWNNDLLWEDYEEKL 

ADQAVRTMEIYVAQFSEIKERI 

AKRGRKLVDYDSARH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20878 


51246 


A 


20997 


1 


1791 


M PG A RTS S SG A S EN H R A RGQG 

GGPQGVGRMAEGKAGGAAGL 

FAKQVQKKFSRAQEKVLQKLG 

KAVETKDERFEQSANNFYQQQ 

AEGHKLYKDLKNFLSAVKVMH 

ESSKRVSETLQEIYSSEWDGHE 

ELKAIVWNNDLLWEDYEEKU 

ADQA VRTMEI YVAQFSE! KE\RI 

AKRGRKLVDYDSARHHLEAVQ 

NAKKKDEAKTAKAEEEFNKAQ 

TVFEDLNQELLEELPILYNSRIG 

CYVTIFQNISNLRDVFYREMSK 

LNHNLYEVMSKLEKQHSNKVF 

VVKGLSSSSRRSLVISPPVRTAT 

VSSPLTSPTSPSTLSLKSESESVS 

ATEDLAPDAAQGEDNSEIKELL 

EEEEIEKEGSEASSSEEDEPLPA 

CNG P AQAQPSPTTERAK\SQEE 

VLPSSTTPSPGGALSPSGQLSSS 

ATEVVLRTRTASEGSEXRPKFCT 

ASIQRTSAPPRRPPPPRATASPRP 

CSGNIPSSPTASGGGSAVTSPRAS 

LU 1 VJ 1 AorlS. 1 oLc,l\ rlNrt\rrtlV. 

PVRTPEAKENEN1HNQNPEELC 
TSPTLMTSQ V A S E PGE A KXME 
DKEKDNKLISADSSEGQDQLQV 

^MVPPXTKTNJI TAPPpnFPVQTQP 
OlVi V r CiNiNlNl^ 1 ArCr^tt Vol OE 


20879 


51247 


A 


20998 


3 


273 


RRPRQRPTDQTQWFSILPDFSLD 
LQEGPSVESQTVHSDPHIPPVDP 
TTHLTFNHLSIVCVSLTLSLPHL 
GSPCLWSPALVSQEAASHQDRR 


20880 


51248 


A 


20999 


309 


1310 


RHQRAPEQGPDASWKMLDSLL 

ALGG\L VLLARDS V E\ WEGXRSLL 

K\AL VKKS ALCG E\Q VH 1LGCE\ 

VSEKEFREGFDS* * STI RL V YHD 

F\FRDP\LNWSKTEEGL/VPGGPL 

GALRS\MCKR\TDPVPVTIALDS 

LS\WLLLRLHCT\TLCQ\ALHAV 

EPSRTLVLGDSSSVGKVSVLGL 

LHERLPRPAPVVALSSLAQTKV 

TLGGYHGARPSAHIL\CRRPRQ\ 

RPN\ YQTQ WFS I VL PDF SLG SPRG 

ALCRVPALIPIPH1TPGGIPHNSF 

*PFNLHL\SKKER£ARDSLILPFQ 

FSSEKQQA\LLRPRPGQATSH1F 

YEPDAYDDLDQEDPDDDLNILP 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
iii USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


20881 


51249 


A 


21000 


418 


1304 


GLVME1GMHHHEHHHLQAPNK 

ED1LKISEDERMELSKSFRVYCI1 

LVKPKDVSLWAAVKETWTKH 

CDKAEFFSSENVKVFESINMDT 

NDMWLMMRKAYKYAFDKYR 

DQYNWFFLARPTTFAIIENLKY 

FLLKKDPSQPFYLGHTIKSGDLE 

YVGMEGGIVLSVESMKRLNSL 

LNIPEKCPEQGGMIWKISEDKQ 

LA VCLKYAG VFAEN AEDADG K 

DVFNSQICWAFY*R/WQ*LITPN 

QVVEGCCSDMAVTFNGLTPNQ 

MHVMMYGVYRLRAFGPYFSM 

MHWFSYLQMVLTMTEKW 


20882 


51250 


A 


21001 


1 


1092 




20883 


51251 


A 


21002 


130 


397 


EGVHSQVNLFPIKGNQTHVPAS 
HGTDSALPPTLQMDYRALVHE 
PD* AAYGELRAMVLDLRAFYA 
ELYHIISSNLEKIVNPKGEEKPF 


20884 


51252 


A 


21003 


1 1 


805 


SSMAKPC\GVRLSGKGRKQVEV 

FYRNLFQEAEEFLLRVFLPPESHI 

P*NRLLQEDFPFNVA*/LLNLSS 

GAPLDIPPSPDP\PP\KDDEMETD 

KAQEKKEVPKCDFLPNGNEKCPC 

PCLPLVKPRSLDLSKEKC\ILVI\ 

TWGSRHLDPPRFEDGK*FWG* 

AIPGEGAWRG*NA\VKDPKWE 

AFPATPISQVLSSERGDACGPRP 

PQETHVXMDYRALVHERDEAA 

YGELRAM VLDLRAFY A EL YH 1 1 

SSNL\EKIV\TPRGEEKPIYVLEP 


20885 


51253 


A 


21004 


352 


670 


AKRSRIHVGVVIVDSDGAELGR 
DAAALSEKPPSLTIGLHMELVG 
MGGEPALTATPANCPEYPAKPS 
SI/EQQ*QSQVQ**Q*QVRHGSG 
PLHRTPRQLFLCSRQFAL 


20886 


51254 


A 


21005 


3 


222 


SPEESPPACPRQVFPLYHLQRG 
QGKRVQVG*GGSLWITTKTRLL 
PGGVGDNEVAPGSWHLALVFR 
LLSSGRP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


20887 


51255 


A 


21006 


1 


3639 


MSEETLQSKLAAAKKKIQDILN 

VLVSDLNRSNGVVLPTLDKWK 

DAPEAWDLCLALRSICGLAIQL 

LGAAPLTRAANFSVAEVTDVR 

DSARRWETRKAPYLSCRIALRM 

NEAAVFRH L V PG V YFPRCDQG 

CQLTAALGCGAGVQSHVGPVT 

\/TTr. DnC \/T A AHA A /"* 1 PDA/I O 

AVGWGGSECRLTPHPYKFHVE 
PYGGRLVPPRLSVDPGSSRREA 
TSKVAVDLLVLDAAGADGPVS 
QSPVWKEAAGVVSQLRGGRQ 


20888 


51256 


A 


21011 


137 


944 


KPRCCHSATMFEVPLVQGS1LK 

KVLEALKDLINEACWDISSSGV 

NLQSMDS/SHVSLLQFTLPSEGF 

DTYRCDCNLAMGVNLTIMSKIL 

KCAGNEDIVTLRIEDNVNTLVL 

VFEASNQEKVSDYEIKLMDLD 

VEQLGIAEQEYHYVVKMLSGE 

FASIC* DLSHIGDAV VISGVKDG 

llr bAMj]JLON\lvNivL.ol^ lol VD 

IsJccfcA V 1 MLMlNtrVyL I rALK 

"\/T XT I? I Tl^ A TDF OOlV/fl/Hri XTK/fO A 

YLNrL I rvA 1 rLbbMV I LNMbA 
DIHLVVDYKIADVGHLKYYLA 
PKMEDEEGP 


20889 


51257 


B 


21012 


205 


1309 




20890 


51258 


A 


21013 


189 


410 




20891 


51259 


A 


21014 


1767 


2158 


RAQPHLYPEAARTRGRK*LHFC 
APSSAPRAPVSERR/CAGRFLSW 

trv A A W UrAKWAKKA KKKKK 

A A ADDDDDDDU/DDDPI CAD/^D 

AAAKKKKxrKWKKKLLbAKuK 
N.ILoL^IS.ULMLvj I AuKLK 1 L 1 b 

Q 


20892 


51260 


A 


21015 


1 


1710 




20893 


51261 


A 


21016 


132 


522 




20894 


51262 


A 


21017 


1 


1386 




20895 


51263 


A 


21018 


331 


3101 , 


SFSEAN 1 STAKKTFL YNEL Y V Y 

NTRKDTWTKVDIPSPPPRRCAH 

QAVVVPQGGGQLWVFGGEFAS 

PNG EQF YH YKDL WV L H L ATKT 

WEQVKSTGGPSGRSGHRMVA 

WKRQL1LFGGFHESTRDYIYYN 

DVYAFNLDTFTWSKLSPSGTVP 

TPRSGOOMS VTPOfiG 1 V\V YCiH 

YSKQMPPHSGQSRGRKPGSCLL 

LLLLLLLLLLLLLLCVLPLGYSL 

I ELSSSYRLHGNEPVPATFHGLN 

SHMGLVATILDNVNP 
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SEQ II) 

NO; 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20896 


51264 


A 


21019 


2 


291 1 


VRGPRARCRRRSSKTEPRKGPS 

RTSTRKRLELGAGSDS1SVRRAP 

PHEHLFPSGERGPFSFLVSRRGL 

GPGKMGKKGKKEKKGRGAEK 

TAAKMEKKVSKRSRXEEPGVC 

RRIRPDLGVECSAAAAHGFPNR 

GQFYGLPCARHSSLGFTPHEQE 

DLEALIAHFQTLDAKRTQTVEV 

PCPPPSPRKCRGSQFVVTEDSVR 

KGTALRJLNASLSVHPEKDELIL 

FGGEYFNGQKTFLYNELYVYNI 

RKDTWTKVDIPSP 


20897 


51265 


A 


21020 


1 


208 


DGYRHEMLPASLIQAQRDYFG 
AH/TYELWAKPGQFIH/TNWTG 
HGGTVSSSSYNAFALFSVQFFK 
SVVRDS 


20898 


51266 


A 


21021 


3 


316 




20899 


51267 


A 


21022 


2 


578 


LIGLAVMGQNLILNMNDHGFVX 

TVSKVDDFLANEAKGTKVVGA 

QSLKEMVSKLKKPRRIILLVKA 

GQAVDDFIEKLRRCRDLKAKGI 

LFVGSGVSGGEEGARYGPSLMP 

GGNKEAWPHIKTIFQGIAAKVG 

TGEPCCDWVGDEGAGHFVKM 

VHNGIEYGDMQLICEAYHLMK 

DVLGMAQDEMALCPIFCSVF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


20900 


51268 


A 


21023 


3 


1758 


AYANLGTRFWREPLRVFPSLVL 

RASPLFGSALSAAMAQADIALI 

V\LFVMGHNLILNMKDHGFEVC 

AFNRTVSKVDDFLANEAKGTK 

VVGAQSLKEMVSKLNKPPRDQ 

YLLC/VKAGQAVDDFIEKLVPL 

LDTGDII1\DGGNSEY*GTPQDG 

CRDLKAKGILFEGS\GVSAGEE 

GD\RYGP\SLMPGGNK\EAWPHI 

KTIFQGIA\AKVGTGEPCC\DWV 

GDEGAGHFVKMVHNGIEYGD 

MQL1CEAYHLMKDVLGMAQD 

EMAQAFEDWNKTELDSFLIEIT 

ANILKFQDTDGICHLLPKIQGTS 

AGARRGNRGSGT/WPFSGPGKY 

GVPV\TLI\GEAVF\ARCLSSL\KD 

ERI\QASKKLKGPQK\FQFDGD* 

EIISWEDIRKALYASKIISYAQGF 

MLLRHAA\TEFGWTLNYG\G1A 

LMWRGGCIIRSVFLGK1KDAFD 

RNP\ELQNLLLD\DFFKVQLFEN 

CQ\DSWR\RAVSTGVQGWAFP 

MFLr YKLrLbl* 1 G 1 bHtMLPAQ 

PSSRLQRG LLSG AHTL*NSWAK 

PGAVLFHTNWTGXHGGTVSSSS 

YQCLDHAAPVTLHDSTVPGHSI 

GLNGTAHLALCPIFCSVFFKSV 


20901 


51269 


A 


21024 


337 


885 I 


MRWRSKSAWRAEPKSRTNSGT 

ASNVSPSRPLEC*R/FLRLVSGE 

LILALIAF1CIETIMACSPCEGLY 

FFEFVSCSAFVVTGVLLIMFSLN 

LHMKIrC^lNWNLlDLVN TGLSA 

FLFFIAS1VLAALNHRAGAEIAA 

VIFGFLATAAYAVNTFLAVQK 

WRVSVRQQSTN D Yl RARTESRD 

VDSRPEIQRLDT 


20902 


51270 


A 


21025 


4761 


5127 


LGSGDLPWEINPLSSCSLLREKD 

PPTTSG POTVTSPRNI SPISN PHTR 

TSKRLNRSGQAFLQNLLPQELA 

TSARNLTTRPRNACSPGFLLSR 

VPSVRDPTGNWTVQLTWQPLS 

EPLELWPKAL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20903 


5127! 


A 


21026 


174 


2238 


LRSGDLPWE1NPLSSCSLLHEKD 

PPTTSGPQTYTSPRN1SPISNPRQR 

RHILSMDPKLRRRSWTWVGSLP 

LVFNHCRDASLJIHPGFRGVRPR 

RJDVCLG PSPLATITDAEL YVTL 

TVEGKSIPFLIDTEATHSTLPSFK 

G P V AL A SI H VQN VQI KRDKEG H 

YIMVKGSIQQEELTILNMYAPN 

TGAPRFIKQVLNDLQRDLDSHT 

1 1 MG DFNTPLSTLDRSTRQK VN 

KDIQDLNSALHQADLIDIYRTL 

HTKSTECTFFSAPHRTYSK1DHI 

VGSKALLSKCKRTEIIINCLSDH 

SAIKLELR1KKLTQNHSTTWKL 

NNLLLNDYWVHICEMKAEIKM 

FFEFNENKNTTYQNLWDTFKAV 

CRGKFIALNAYKRKQERSKIDT 

LTSQLEELEKQEQTRSKASRRE 

EITK1RAELKEIETQKTLQK1NES 

RSWFFEKINKIDILLARL1KKKR 

EKNQ1DATKNDKGD1ATDPTEIQ 

TTIREYYKHLCPNKLENLEEMD 

KFLDTYTLPRLNQEEDESLNRPI 

TGSEIVAIiNSLPTKKSPGPDGFT 

AKFYQRYKEELVPFLQKYKEEL 

VPFLLKLFQS1E1CEGILPNSFSEA 

SIILIPKPGRDTTKJCENFRPISLM 

N1DAKILNKILANQ1QQHIKKLI 

HHDQVGFIPGMQGWFNIRKS1N 

VIQHINRTKDKNHMI1SIDAEKA 

FDKIQQPSC 


20904 


51272 


A 


21027 


1 


181 


MEEKEERKRRRKRKRRREEGR 
DGERKRM EKQKENQDPKDPPT 
TSGPQTVTSPRN1SPISNP 


20905 


51273 


A 


21028 


167 


408 


LGSRTFPWEINPPSSCSLLREKD 
PPTTSGPQT\TRPRNISPISNLVS 
GLFLLSSPTSLTIPQPLSSFNLDD 
TLQSLPSLNF 


20906 


51274 


A 


21029 


449 


663 


LGSGDLPWE1NTQSSCSLLCEK 
DPPTTSGPQ'HTSPRNISPISNPDP 
TGNRTVQLTWQPVPEPLELWP 
KAL 


20907 


51275 


A 


21030 


79 


381 


LGSGDLPWE1NPLSSCSLLREKE 

PPTTSGPQTYTRPRNISPISNPELA 

TLAGNLATGPRNARSPGFLLSH 

VLSVWDPTENQTVQLTWQPLP 

QPLELWPKAL 


20908 


51276 


A 


21031 


122 


334 


LRSGDLLWEINPLSS*SLLHEKD 
PPTTSSPQTYTSPRN1SPISNPDPT 
ENQTVQLTWQPLPEPLELWPK 
AL 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib1e nucleotide 
deletion, V= possible nucleotide insertion) 


90000 


S 1 977 


A 

r\ 


9 1 019 
Z I U->Z 


1 OQ 


^90 
JZU 


PPTTSGPQTVTSPRNISPISNPDPT 
GN RT VQLTWQPLPQPLEL WPK 
AL 


20910 


51278 


A 


21033 


620 


717 




20911 


51279 


A 


21034 


3 


678 


GGGFSDRDRTIALQPGQQIWM 

WGIGKQVGGCGWLRGKNRVV 

GAAKDQSGTGEKFYFIPKAMG 

AM EG SGQ RRTLPDPG AHRN PS 

GGYSATDCEGSRPAPGEINSHA 

SHTKPVWWFFTQTRMKFGAVT 

KJUULrWbVNrLooLoLLRb/KU 

PPTTSGPQSNQPRKHPPISNPEL 

VHVPEIWPLGQGMPAAR1PPKP 

RPICVGPH*KSTVQLTWQPLPEP 

LELWPRLSD 


20912 


51280 


A 


21035 


339 


1098 


LGSGDLPWEINPLSSCSLLREKD 

PPTTSGPPTATSPRNISPISNPGET 

KETRF1RGPKTPAPVTDWEGSL 

PL VFNHCRD ASLI1 H PRFKGVRP 

RRDACLGPSPLAASPTFLGKGQ 

RLKTDTARLPRKPPRPSRTLSFS 

TAPRILSIVVPGSGHTLAFLDVT 

KHKLYKxbNrVVObbVDYoEW 

T c?r\\//~" V CCU/CCCTP A CCTCX/XII/ 

LoUVuKohWbrb 1 LAob 1 oVINK. 
HDTGRRLLGKRGGGMECSKGL 
CNFITMTKNIRSLAQMTIWQYL 
SPCREPV 


20913 


51281 


C 


21036 


1 


438 




900 1 4 


^ 1 989 
J 1 ZoZ 


A 
J\ 


9 1 on 




A CI 


i Dcrni r>\\/c ixi di ccr'C i t uri/n 
L Kou L> L.r W b I N FL, o o L. L H c, KJJ 

PPTTSGPQTYTSPRNISPISNPRQR 
RH I LSMDPKLRRRS WT WVG SLP 
LVFNHCRDASLIIHPGFRGVRPR 

KUVCLvjrorLA 


90Q1 S 


S 1 981 


A 
f\ 


9 1 018 
Z 1 UJ>5 


con 


894 
5Z*+ 


\TCPP\ITCDICMDnDl CHVCDD CA 

rvl^Vi A t yUKLr Wor 1 LavjNolvr o 
vjCAjA 1 VvULK I 


9001 


^1984 

D 1 ZO*r 


D 
D 


9 101Q 

Z I UJ7 


i 
i 


1 <OA 

1 J70 




9001 7 




D 
D 


91040 


1 

J J J 


990A 

zzuo 




9001 R 


S198£ 
J i zoo 


r> 

D 


91041 


1 


81 1 




900 1 0 


J l ZO / 


D 


9 1049 

Z 1 U*4Z 


7S 


AHA 




90090 


^ 1988 

D I ZOO 


r> 

D 


9 1 041 


18 

JO 


1 OAO 




9009 1 


^1980 




91 044 


11^ 


**o i 




90099 
zuyzz 


^ 1 Z"U 


D 
D 


9 1 04^ 


OO 


OjZ 




9O091 


^ 1 901 

j i zy i 


r> 
o 


9 1 04A 


1 
1 


O / J> 




20924 


51292 


B 


21047 




45 1 




20925 


51293 


B 


21048 


74 


3516 




20926 


51294 


B 


21049 


783 


3463 




20927 


51295 


B 


21050 


1 


807 




20928 


51296 


B | 


21051 


41 


1700 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/>4U,ZI7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \ = possihlc nucleotide insertion) 


20929 


51297 


c 


21052 


18 


381 




20930 


51298 


B 


21053 


1 


3147 




2093! 


51299 


B 


21054 


1 


2586 




20932 


51300 


C 


21055 


756 


1403 




20933 


51301 


B 


21056 


42 


205 




20934 


51302 


B 


21057 


40 


420 




20935 


51303 


B 


21058 


303 


1170 




20936 


5 1 304 


B 


21059 


1 


2631 




20937 


51305 


B 


21060 


19 


3093 




20938 


51306 


B 


21061 


23 


241 




20939 


51307 


B 


21062 l 


84 


1775 




20940 


51308 I 


B 


21063 


68 


1542 




20941 


51309 


B 


21064 


74 


2566 




20942 


51310 


C 


21065 


730 


1023 




20943 


51311 


B 


21066 


67 


1159 




20944 


51312 


B 


21067 


294 


929 




20945 


51313 


B 


21070 


68 


336 




20946 


51314 


B 


21071 


1 


1992 




20947 


51315 


B 


21072 


1 


4188 




20948 


51316 


C 


21073 


44 


535 




20949 


51317 


B 


21074 


983 


2636 




20950 


51318 


B 


21076 


289 


1693 




20951 


51319 


B 


21077 


364 


2393 




20952 


51320 


B 


21078 


471 


590 




20953 


51321 


B 


21079 


1 


1026 




20954 


51322 


B 


21080 


343 


4253 




20955 


51323 


B 


21081 


1 


819 




20956 


51324 


B 


21082 


648 


894 




20957 


51325 


B 


21083 


1 


1236 




20958 


51326 


B 


21084 


1 


822 




20959 


51327 


B 


21085 


21 1 


363 




20960 


51328 


B 


21086 


193 


264 




20961 


51329 


B 


21087 


1 


1260 




20962 


51330 


B 


21088 


143 


3158 




20963 


51331 


B 


21089 


85 


353 




20964 


51332 


B 


21090 


221 


598 




20965 


51333 


B 


21091 


1 


4878 




20966 


51334 


B 


21092 


171 


362 




20967 


51335 


C 


21093 


320 


408 




20968 


51336 


B 


21094 


1 


1218 




20969 


51337 


B 


21095 


1 


1761 




20970 


51338 


B 


21096 


315 


1224 




20971 


51339 


B 


21097 


526 


3482 




20972 


51340 


B 


21098 


41 


4858 




20973 


51341 


C 


21099 


38 


250 




20974 


51342 


C 


21 100 


157 


225 




20975 


51343 


C 


21 101 


191 


415 




20976 


51344 


B 


21 102 


42 


507 




20977 


51345 


C 


21103 


71 


367 




20978 


51346 


C 


21 104 


231 


439 




20979 


51347 


C 


21 105 


207 


459 
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SEQ ID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20980 


51348 


A 


21 106 


1 


429 




20981 


51349 


A 


21 107 


184 


544 


VRLLKILQLQRFKMYVQQLDL 

1 I I Ll\ IX J Pv\^ I L<C<1NVJI V 1 V| O IN | i. r\ 

ESGVQLKPGRWGASALYSSHHI 
IH*A*LLVPR*VSNVVCSRNDT* 
TKNKX>TKNRRC*PKSSTrlRGK* 
KRERKEKEVT 


20982 


51350 


A 


21108 


3 


1200 


LSQKEEEEDTFIEEQQLEEEKLL 

ERERQRLHEEWLLREQKAQEE 

FRJKKEKEEAAKKRQEEQERKL 

KEQWEEQQRKEREEEEQKRQE 

KKEKEKTFMWKPSVDLFSHLA 

SLRTPIICQDKGNAYQEHFPEK 

KKKRSSQLA1PEGAFGYPHHLL 

A I LGLRCSRKHNFPTSSPTLLIKS 

MFTTFGMEQCRRDDYDPDASL 

EYSEEETYQQFLDFYEDVLPEF 

KNVGKVIQF/KGLFEIQQCPRGK 

HCNFLH VFRN PNNEF WE ANRDI 

YLSPDRTGSSFGKNSERRERMG 

HHDDYY^Rl RfiRRMP<iPnH < sY 

r^rsjN vjiloil injSwOo rvri rvvj rvis.ijrl rvrs. 1 
SKSRERHNSRSRGRNRDRSRDR 
SRGRGSRSRSRSRSRRSRRSRSQ 
SSSRSRSRGRRRSGNRDRTVQS 


20983 


51351 


A 


21109 


789 


907 




20984 


51352 


A 


21110 


236 


1823 


CP1QRQSPGPAQTGRWEPLPCT 

VPITLRMSEGSGGAGKMAALE 

KMTFPKKMTFPEKPSHKXYRA 

ALKKEKRKIRRQELARLRDSGL 

SQKEEEEDTF1EEQQLEEEKLLE 

RERERLHEEWLLREQKAQEEFR 

IKKEKEEAAKKRQEEQERKLKE 

QWEEQQRKEREEEEQKRQEKK 

EKEEALQKMLDQAENELENGT 

TWQNPEPPL\DFRVMEKDGVM 

CPFYSKTGACRFGDRCSRKHYF 

PTS\SPTLLIKSMFTTLGMEQC\R 

RDDYDPDASLEYSEEETYQQFL 

DFYEDVLPEFKNVGKVIQFKVS 

CNLEPHLRG\NIYVQYQSEEEC 

QAALSLFNGRWYVXAGRQLQC 

EF*TGDRWKMAICGLFEIQQCP 

RGKHCNFLHVFRNPNNEFWEA 

NRDIYLSPDRTGSSFGKNSERRE 

ivivi vj n n l/ l/ i i ois^rvvjiviviN r or U 
HSYKRNGESERKSSRHRGKKSH 
KRTSKSRERHNSRSRGRNRDRS 
RDRSRGRGSRSRSRSRSRRSRRS 
RSQSSSRSRSRGRRRSGNRDRT 


20985 


51353 


A 


21111 


289 


366 
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seq id 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib1e nucleotide insertion) 


20986 


51354 


A 


21112 


1 


1289 




20987 


51355 


A 


21 113 


60 


367 


EELGYAGRGMGARQPPPARKA 
VSPLQERAEPVGSPG*GWRSRP 
STHGIASHGGPACSLCSLHFTFF 
VDFPSLFSP1CLPEGWDWQQEQ 
PCLLYLSSPRCTQA 


20988 


51356 


A 


21 1 14 


1 


653 


RRRGSAAGGRAAERKAEVGA 

MNMAGGKAGKDSGKAKAKA 

V\SRSQR\AGLQFPVGRJHRHLK 

TRT\TSHGR\VGATAAVY\SAA1 

L\EYLT\AEVLELAAG Y ASMCDLQ 

SKSVSLPRHLQLAIPWVIEELDS 

LIQGLP*AGGGVIPSHPHKS\L1G 

K EG DS KKT A LEG M L LTQPL S L P 

RHLYCNWDKKNNGDMWNFLP 

PVKWKSIDNYCRHDKRNICMF 

LDSEV 


20989 


51357 


A 


21115 


1 


1019 


SVCWAGGAPRAHSTRTHAWLG 

RPAMEPGSVENLSIVYRSRDFL 

VVNKHWDVRIDSKA WRETGRP 

EP\QV AS VEESGSDSG LC/H HSR 

FCHQLDFSTSGALCVALLVLGG 

LPGSTGLPRELRAILPLLQLRGH 

1QESRVSIVRWGGPGPRVSPTNL 

TPAFCAPGCENPKPSLTGSWSG 

R*VWIGPAPSLIRHRPHPAGRTH 

QLRVXHCSALGHPVVGDLTYGE 

VSGREDRPFRMMLHAFYLRJPT 

DTECVEVCTPDPFLPSL\DACWS 

PHTLLQSL\DQL\VAGLKGQPPD 

P*TRG*GGPRPGSPSALLPGHGR 

PPPPTTKPPETEAQRGPCLQWL 

SEWTLEPDS 


20990 


51358 


A 


21116 


698 


1472 


RWAPRRGLSVDLDGGSSAPLCP 

PATTARLDAEPHGSLPNSCLWE 

CSCLLQGI WAAGPSGLSLHYPP 

LSSPLGSSPPSRPQRLVLIRAGR 

GGWVGSVGETMTSSYGHVLER 

QPALGGRLDSPGNLDTLQAKK 

NFSVSHLLDLEEAGDMVAAQA 

DENVGE\SSRTRGGGAGLGKGL 

SGVQTQRASAVWESSRLKMLS 

RVG RA SLGQRMTA * G RLQ L Y P 

HAPKSVTDRSPCSSQVTKSWNR 

GALQHSM1FTKRCLFQTLKE 



BNSDOCID: <WO 0175067A3_JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


20991 


51359 


A 


211 17 


50 


1226 


KMAEEVVVVAKFDYVAQQEQ 

ELDIKKNERLWLLDDSKSWWR 

V RNSMNKTG FWPSTYVG R\EN 

SARKASIVKNLKDTLGIGKVKR 

KPSVPDSASPADDSFVXDPGERL 

YADLN M PA\ Y VKFNVYM AERED 

EL S\L1 KG\TK V 1 V M EKCS\DG W 

WRGTYNGQVGWFPSNYVTEEN 

GESPLGDHVGSLSEKLAAVVN 

NLNTGQVLHVVQALYPFSSSN 

DEELNFEKAGDVMDVIEKPEND 

PEWWKCRKINGMVGLVPQKL 

W*PLLQS1QLTSGLGTLTFQCGF 

IRPYIPGKFVGNPWYYGKVTRH 

QAEMALNERGHEGDFLIRDSES 

SPNDFSVSLKAQGKNKHFKVQ 

LK\ETVYCIWQRKSCTME*LVE 

HYKNKAPNFYNVNKGEKLYLV 


20992 


51360 


A 


21118 


132 


428 




20993 


51361 


A 


21119 


3 


337 


A K L AG A A VPVC ARGRA A PL A A 

AALPAARLXPSGAGPAGLVSDV 

RRRPFARE/PEPRVP/SQPPALSA 

LGALALKLFSSPPSCWSFSVKT 

GVLVPWIMC1SWPYFLSGNLLT 

MMW 


20994 


51362 


A 


21120 


438 


1066 


LNQKGKGGRGEALKNDLVVAP 

PPSPRRG VR* E A LH VPDTG PFK 

KPRKRK*NQRQREAERK*TFPR 

EEEARRETHGPLPAPRPPPPLCP/ 

PAASSAPRPGPKGAR*LSLSAE 

GRARRRSAGASGGAGAAATAA 

AAAAPEHPRGSEPRQPASPAPQ 

RERPRRPAPRLPPOCPRPSKGRA 

WTLOTTTGOKVCTGAGTRRA 

WRRAGAVRRAFWA 


20995 


51363 


A 


21121 


1 


924 




20996 


51364 


A 


21122 


1 


435 




20997 


51365 


A 


21123 


1 


524 




20998 


51366 


A 


21124 


1 


602 


MGKGSPAHAQGPGSFLHGGAG 

DQGRGRPITLYEDRGFQGVRHY 

ECSSDHPNLQAYLSRCNSVRVD 

SGC WVLYEQPN YSGLQ* FLRR 

GDYADHQQWMGLSDSVRSCR 

LIPVHASSHRLRIYEREDYRGOM 

VE1TEDCSSLHDRFHLSEIHSFN 

VLEGSWVLYELPNYOGROYI I 

RPGDCRWCQDWGATDARVGS 

LRRAVELY 


20999 


51367 


A 


21125 




1239 




21000 


51368 | 


A 


21126 


298 


408 




21001 


51369 


C 


21127 


92 


241 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiio\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


21002 


51370 


A 


21 128 


33 


191 


RDDPRVRPPPNSHT* PQQEPGL* 

LIKCTSPPQAPAPRTVHGPYFY 

MRLIKMF 


21003 


51371 


A 


21 129 


_> 


1285 




21004 


51372 


A 


21130 


3 


3468 


QPGHTIYLLPTVVICNLLPCELD 

FYVKGMPFNGTLKPGKEAALH 

TADTSQNIELGVSLENFPLCKEL 

LIPPGTQNYMVRMRLYDVNRR 

QLNLTIRIVCRAEGSLKIF1SAPY 

WLIN KTGLPLI F RQDN AKTD A A 

GQFEEHELARSLSPLLFCYADK 

EQPNLCTMRIGRGIHPEGMPGW 

CQGFSLDGGSGVRALKVIQQG 

NRPGLIYN1GIDVKKGRGRYIDT 

CMVIFAPRYLLDNKSSHKLAFA 

QREFARGQGTA 


21005 


51373 


A 


21131 


3 


451 




21006 


51374 


A 


21132 


2 


107 


LEGLEES/VRDRCKKEFTDLM1E 
MDSRLLGPTSKVK 


21007 


51375 


A 


21133 


2 


158 


PG I PVL/D YRT YTDGFFSLPSKD 
GDKDVMITGKLDILKPQNQHR 
VFTVESRVI 


21008 


51376 


A 


21134 


2 


5632 


FVRRTCRESRCWPGAETELDH 

WSLGEGVRGAMALQLWALTL 

LGLLGAGASLRPRKLDFFRSEK 

ELNHLAVDEASGVVYLGAVNA 

LYQLDAKLQLEQQVATGPALD 

NKKCTPPIEASXQCHEAEMTDN 

VNPLLLVDPPRKRLVECGQLLK 

GIXCALRALSNISLRLFYEDGSG 

EKSFVASNDEGVATVGLVSSTG 

PGGDRVLFVGKGNGPHDNGIIV 

STRLLDRTDSREAFEAYTDHAT 

YKAGYLSTNTQQFVAAF 


21009 


51377 


A 


21135 


168 


5568 


AREKCGGAMGAGSSTEQRSPE 

QPPEGSSTPAEPEPSGGGPSAEA 

APDTT A DP A 1 A A S DPATKLLQK 

NGQLSTING V A EQDELSLQEGD 

LNGQKGALMGQGALNSQEEEE 

VIVRQVDHIDSEDVSDRDSDTE 

MTTKSAVVHDITDDGQEETPDI 

IEQIPSSESNLEELTQPTESQAND 

IGFKKVFKFVGFKFTVKKDKTE 

KPDTVQLLTVKKDEGEGAAGA 

GDHQDPSLGAGEAASKESEPK 

QSTEKPEETLKREQ 



BNSDOCID: <WO 0175067A3_IA> 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


21010 


51378 


A 


21136 


807 


1162 


1SYHGGRRRRPQ/PVGPLGSCRS 

*SSRRWSTTGRTTFRAGWKSCS 

TPPSTSSLPTSTGTW*GPGTSAL 

LPPTPLPPPRAAATPCACACASE 

SRMPAARALGLRVRRRLLEGRS 

GKDTQG 


21011 


51379 


A 


21137 


1 


562 




21012 


51380 


A 


21138 


1 


423 




21013 


51381 


A 


21 139 


1 


1871 


MTTFKEAMTFKDVAVVFTEEE 
LGLLDLAQRKLYRDVMLENFR 
NLLSVGHQAFHRDTFHFLREEK 
IWMMKTAIQREGNSGDKIQTE 
METVSEAGTHQE WSFQQI WEKI 
ASDLTRSQDLVINSSQFSKEGDF 
PCQTE/A RTI CN SHKTE 1 /F P R A/ 1 
GYKPSFSDVSHFDFHOOf HSGF 

VJ 1 1^.1 Ol ▼ Jill L»l 1 IWV/Lfl IOVJL> 

KSHTCDECGKNFCYISALR1HQ 
RVH MG EKC YKCDVCGKEFSQS 
SHLQTHQRVHTGEKPFKCVEC 
GKGFSRRSALNVHH 


21014 


51382 


A 


21140 


1056 


2988 


FCILIGDKIQTEMETVSEAGTHQ 

EWSFQQIWEKIASDLTRSQDLV 

INSSQFSKEGDFPCQTEART1CN 

SHKTEIFPRAIGYKPSFSDVSLF 

DFHQQLHSGEKSHTCDECGKN 

FCYISALHIXHQRVHMGEKCYK 

CDVCGKJEFSQSSHLQTHQRVH 

TVEKPFKCVECGKGFSRRSALN 

VHHKLHTGEKPYNCEECGKAFI 

HDSQLQEHQRJHTGEKPFKCDI 

CGKSFCGRSRLNRHSMVHTAE 

KPFRCDTCDKSFRQRSALNSHR 

MIHTGEKPYKCEECGKGFICRR 

DLYTHHMVHTGEKPYNCKECG 

KSFRWASCLLKTSSESHSG\EKP 

FKC\EECGKGFYTISQCYS\HQR 

SHSGEKPYKCVECGKGYKRRL 

DLDFHQRVHTGEKLYNCKECG 

KSFSRAPCLLKHERLHSGEKPF 

QCEECGKRFTQNSHLHSHQRW 

HTGEKPYKCEKCGKGYNSKFIL 

YMHQXRVHTGERPYNCKECGK 

SFGWASCLLKHQRLHSGENPFK 

CEECGKRFTQNSQLHSHQRVH 

TGEKPYKCDECGKGFSWSSTVR 

LTHQR\RH\SRETPLKCEQHG\K 

NIV\QNSFS/EKLPEKVHQC*KK 

PYKCEDL/CGKG YNRRL * I L\DM 

HQRWHMGEKTWKCRECDMCF 

\SQAS\SLRLHQNVHVGEKP 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21015 


51383 


A 


21141 


154 


1470 


KDGDHMGYTYKVIERILEIGAF 

RPHMSLGQLQSARGVACLGCK 

GTCSGFEPHSWRKICKSCYNAA 

KRTTA * H LT* KNDRKLG R WLR 

DSKYSTLHLLG*KAGTASGFYK 

RNP\M1\LTNPI ATG KDPTFDTIT 

YEWGSPWEFTQETGDCSYMGA 

HSPREEGSQLTGHQRGAFYRA 

ARPAHAPGLPIYDVQDPLALPVD 

FWRNELKTEWK£FVK\KYKSE 

GPSALGEVALPGQGWLAPRKE 

GE/GSRKKPEGGRRP/PAATTNG 

SLSDPSKEVEYVCELCKGAAPP 

DSPVVYNSDRAGYMKQWHPTCF 

VCAKCSEPLVXDLIYFWKDGAP 

WCGRHYCESLRPR/CAPACDEIV 

IFAEDYQRVEDLAWHRKHFVC 

EGCEQLLSGLGVHRHPGVQLL 

VPQLAASPKRSLKGCPTPQPESP 

GIPTEKDKPGCARDPSLRVPDV 

TSKPSEINQ 


21016 


51384 


A 


21142 


1 


1332 




21017 


51385 


c 


21143 


147 


272 




21018 


51386 


A 


21144 


160 


374 


ETPVSSRCEKHVSSPHLCPGIHR 
AVSLSSHXSTCGRSWRSELHGPQ 
STNLSGNTELPL H F L FG A WQTG 
VFKM 


21019 


51387 


A 


21145 


3 


4366 


LGAQQRELQEALGARAALEAL 

LGRLQAERRGLDAAHERDVRE 

LRA RA A SLTMHFRARATG PA A 

PPPRLREVHDSYALLVAESWRE 

TVQLYEDEVRELEEALRRGQES 

RLQAEEETRLCAQEAEALRREA 

LGLEQLRARLEDALLRMREEY 

G IQAEERQRA 1 DC L EDEKATLT 

LAMADWLRDYQDLLQVKTGL 

SLEVATYRALLEGESNPEIVIW 

AEHVENMPSEFRNKYYHYTDS 

LLQRENEWNLFSRQKAPLAS 


21020 


51388 


A 


21146 


1 


4617 


RVIDCLEDEKATLTLAMADWL 

RDYQDLLQVKTGLSLEVATYRI 

VEHVAVEGVSKLWKPLWQKS 

QSLVISSGVSFTGGRLNLERLRR 

GPTPLASTESVKQVLVNNRMII 

DDEMVKTLAMSRTCSAPNPLT 

ADVKTWSRSYRSEDAATGPVL 

GVASTVALLEGESNPEIVIWAE 

HVENMPSEFRNKSYHYTDSLL 

QRE\NERNLFS\RQKAPLASFNH 

SSALYSNLSGHRGSQTGTSIGG 

DA RRG FLG SG Y SSS ATT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


21021 


51389 


A 


21 147 


2 


435 




21022 


51390 


A 


21148 


1 


1233 


MCEEETTALVCDNGSGLCKAG 

FAGDDAPRAVFPSIVGRPRHQG 

VMVGMGQKDSYVGDEAQSKR 

GILTLKYPIEHGIITNWDDMEK 

KKEAEELARNMAIQQELEKEK 

QRVAQQKQQQLEQEQFHAFEE 

MIRNQELEKERLKIVQEFGKVD 

PGLGGPLVPD/SGEALLRCVPHL 

NSLIHTAFRLSHNCKAS*ATCG 

GQVLETWSTEQLRKYSHNRWI 

APCGGAWAAVPTVSPVSQCQH 

CPGSGDMWNSLWKTDEE*IYH 

YPCSHPQAKCWV*LLQHRERR 

RTFPHTGSAGPHHTGLDSCKQF 

/\ V rvCrtvj V rv\Vjlrl-t 1 1 iINolJVIKl^. 

DIDI RKDL Y ANN VLSGGTTMYP 
GIADRMQKEITALAPSTMKIKII 
APPERKYSVWIGGSILASLSTFQ 
QMWISKPEYDEAGPSIVHRKCF 


21023 


51391 


A 


21149 


2 


1273 


PRVRPRVRPRVRSLGEEPLIPSV 

LRSPAHSATHTMCEEETTALVC 

DNGSGLCKAGFAGDDAPRAVF 

PSIVGRPRHQGVMVGMGQKDS 

YVGDEAQSKRGILTLKYPIVEHG 

\IITNWDDMEKIWAPLLLTMEL 

RVSTWKRHPTLLTEAPLNPKAN 

REKMTQIMFETFNVPAMYVAI 

QAVLSLYASGRTTGIVLDSGVD 

GVTHNVPIYEGYALPHAIMRLD 

LAG\RDLTDYLMKIL/AKRGGY 

SFVTTAERE1VRDIKEKLCYVAL 

DFEK*\MATAASSSSLE\KSYELP 

DGAGLSPIGKWTLP\CPETLFQP 

YFISNGVPLEFNDDNLTIPSMK\ 

r*rMrifP*dT ipptx/ifi Qnr^TXT4v 

K^UiUlr \jL,l\_,r I lVirLoVjlj i 1 n V 

PWALLDRIOKENPSPGPPGTMK 
IKIMAPPEREVTSVWD/LGGSILA 
SLSTFQAXMWISKPEYDDAGPSI 
VHRKCF 


21024 


51392 


A i 


21150 


95 


674 
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SEQ II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21025 


51393 


A 


21151 


1 


1536 


MGGGEQGTLRTAENQGLQVCP 

GEAGSSLGFSGNTPTNGLPARG 

DQTSYRDFWSGPQFPDTSLRTA 

APGAREQCGTHGGEGSTLEGSR 

PDVPQDLFSPTLGFYGSTYPELE 

QGMLGGH*G/PAENQGLQVCP 

GEAGSSLGFSGNTPTNGLPARG 

DQTSYRDFWSGPQFPDTSLRTA 

APGAREQCGTHGGEGSTLEGSR 

PDVPQDLFSPTLGFYGSTYPELE 

QGMLGGHVEASREYQMLSHV 

GNPDYPHALATEQATSPSTESG 

SAGFKGVALAMLSK1TMCVRJG 

ILVFQQDQGSMCKAFSTTGMG 

LVTYLLTCRAWSRLQCGASYR 

AHDVNVLPGCSGPAALLLGDW 

FSLHSSDAVLPAQGQGMLSQG 

EADAC1TLPHLFPSREVVFLLGL 

EAGGLIPGAEGPPEDMGLVRGP 

PAVAAGPPPRWLSPEFCLLQYS 

EEEGCKEPLWLKVEAEVSTLYR 

FMPTGFTRGPFNIEHREWGNTT 

AT WTRM I SN 1TN K H SQRG RXMT 

ARLPCGGAPHFSDRTDDKWRR 

SSLLTRSGCQTERLLTSQTEPLP 

AGGSPHFSNGETGQRRSSPPQR 

GCDRPQALLTSKTEQQRKSASH 

ISYDERPGKDAPHFLDGMVAG 

KRRSSLSRLGSQA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21026 


51394 


A 


21152 


689 


2176 

.... 


PATSPTSRAMAQPSAPAASMLL 

PCPECPSGPRFMTCCLSVSTFCS 

PSLRRPPGSIKGSSGLGGG\SSRT 

SCRLSGVALGAGSCRLGSAGGL 

GSTLGGYNSYSSCYSFGSGGGY 

GSSFGG\VDGLLA\GGEKA\TMH 

NLIDFALASYLDKVPCPWKEAN 

TELEV\KIRD\WYQRQ\APGPAR 

DYSQYYRTIEELQNK1LTATVD 

NANILLQIDNARLAC/ADDFRT 

K\F\ETEQALRL\SVEAD1NGL\R 

RVL\DELTLARADL\EMQ1ENLK 

E E A WPTL KJERTTEG RRLN A L R 

GQVGW*RSMLEMDAAPGVDL 

SRJ LN EM PSC VDHR VTRCINRP 

GAELKLGSGGWTEELKREVAT 

NSELVQSGKSKISEL\RRTMQAL 

EIELQSQLSMKA\SLEGNLGGD 

RATAYfvni ^\ninr, i vinQfiPn 

i\-T\ l/\IUV V^L>o\V^I V^OLMvj^vJLL' 
V^LxMl^Ltvv^XOlVlCV^v^VINl^LJ Y ISJLL 

DVl^TRT POFIATVRRI I pr.\PH 
U V fv I tvL/C/V^ C-l/-\ 1 I KKLL C.OVtlL' 

AHLT\QCKKEPVTTRQV\RTI VG 
KRSRD\GKVILLPRSRFHQTTR 


21027 


51395 


C 


21153 


58 


252 




21028 


51396 


A 


21154 


2 


190 




21029 


51397 


A 


21155 


2 


432 


KMADGVDHIDIYADVGEEFNQ 
EAEYGGHDQIDLYDDVISPSAN 

IN vj LJ/\ rcUKU i IV1LJ 1 rrrVrU Y \J 

PPPGPPPPQQGPPPPPGPFPPRPP 
GPLGPPLD/TLAPPPHLPG\PP\PG 
\APPPA\PHVEPSFLFLPPINSGH 
GLHSDRPRFH 


21030 


51398 


A 


21156 


1 


1070 


MGGIG ARA AAAGKGRRRR A RA 

PPGLPPPTSDGGGGAAAASSLR 

RLHAAPPPGPSAAGSASRVPPTI 

GSEAAPAREDRRQLHSGRVRAS 

GSPRLTRPRPVKRRGRTRGGGA 

PRQGSAARPRGGKGAHSAVAS 

ARAAAGPGSASRPHGAASAAG 

TWALTYLVELFADIRVNVYVV 

HAVRHLPSACAAAAAAASCRF 

ALVGVGSEASSKKLMDLLPKR 

ELHGQNPVVTPCNKQFLSQFE 

MQSRKTTQSGQMSGEGKAGPP 

GGSSRAAFPQGGRGRGRFPGA 

VPGGDRFPGPAGPGGPPPPFQD 

PS VN SDP VCG TFG/E H * PPG YQT 

PSNLSVRPMAKPKPEGTDLSRS 

REG FFKSRFAPN 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 T 2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21031 


51399 


A 


21 157 


63 


1750 


MKMAGGVNH1DI YADVGE*FN 

QEA\EYGGHDQIDVHDDAISPS 

ANNGDAPEDRDYMDTLPPTVG 

DDVGKGAAPNVVYTYTGKR1A 

LYIGNLTWWTTDEDLTEAVHS 

LGVNDILEUKFFENRANGQSKG 

FALVGVGSEASSKKLMDLLPK 

RELHGQNPVVTPCNKQFLSQFE 

MQSRKTTQSGQMSGEGKAGPP 

GGSSRAAFPQGGRGRGRFPGA 

VPGGDRFPGPAGPGGPPPPFPA 

GQTPPRPPLGSFQGPPGXPPGPPP 

PGQVLPPPLAGPPNRGDRPPPPV 

LFPGQPFGQPPLGPLPPGPPPPV 

PG YG PPPG PPPPQQG PPPPPGPF 

PVPRPTGSN LGH PLTLA PPS A SFP 

G P\PP\G A PPPSPH VN PA FFPPPT 

NSGMPTSDSRGPPPTDPYGRPPP 

YDRGDYGPPGREMDTARTPLS 

EAEFEEIMNRNRAISSSA1SRAV 

SDASA/GVDYGSAIETLVTAISLI 

KT1PKYPADD/RCTKFL1SSLQD 

CLHGIESKSYGSGSRRRERSRER 

DHSRSREKSRRHKSRSRDRHDD 

YYRERSRERER\HRDRDRD\RD 

RERDREREYRHR 


21032 


51400 


A 


21159 


1 


96 


TNFKSGLLGLAAED'HCPIASE 
AP*TITDAEL 


21033 


51401 


A 


21160 


1 


1056 


MWKGPKGLDMYGKSSVSPKTS 

DILGRDTLLLALKVQTVVLQTA 

CGEGHVAGNCGRPLETEGSLQ 

LTATKKLRDSVLQPKSPEFCQQ 

FTRAWNRTQVPDETEAPAGTY 

AAQSGDLPWEINPLSSCSLLHE 

KDPPTASGPQTDQPKEHLTNFK 

SGFRGVRP/LQGRLPWSFTLSGK 

SRFSGEGASTPTPSLCVSTPSPPF 

WGARNTQPLLLHPEWQ/CPLF* 

RSKYPNLVSLCPSPLFPRPDLLS 

L/SAQSLISAPQPL1SLCPNPLFPC 

PDLLSLHPNPLFPRPNPFPAFLE 

GACYKCQKSGHQAKECLQPGI 

PPKLRPICAGPHWKSDCPTHLA 

ATPRAPGTLAQGSLTASQ1FLA 


21034 


51402 


C 


21 161 


283 


408 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion; \=possible nucleotide insertion) 


21035 


51403 


A 


21 162 


-* 
j 


505 


ILNPVSGLFLFSSPLSLNLSSLSL 

NLFLLSILAPHFNLSILLISIPFIFP 

LE1ELSNSPGSHSQSPWNSGPRL 

SDSFPDLLGLAAEE*HCP1ASFA 

FSQTYRAYLSLSLSLSLSPEPPT 

AGDGVT/HSSPVASTTITVLGQT 

/SKPAQCWPLPKVCCHHSLTSD 

YVHPRP 


21036 


51404 


A 


21 163 


164 


420 


I ANFCFFSGAGFPOSHSOSPWN 
SGPRLSDSFPDLLGLAAEDRHC 
P1ASEAPLLQRKSLYKSPCTSSTI 
S*CC1PRSGISESLSVN 


21037 


51405 


A 


21 164 


50 


298 




21038 


51406 


A 


21 165 


49 


433 


SSSGIWPSHSQSPLRSSPAKLLS 
RFRCSI SSI 1 1 PI ATT 1 T VWOP 

LPEPLELWPKA/HLTDSFPDLLG 
I.AAFD/W/HCPIPSF AP*TI THAF 

LRVTLTVEGKSIPFGAGKEVTL 
ESYWVSLTLSFLICYM1I j 


21039 


51407 


A 


21166 


282 


374 


CDLFLPHPN*SMYFVISPTPKKV 
I CNSPHT 

Luiikjr I t i 


21040 


51408 


A 


21167 


71 


333 


LRSGDLPWEFNPLSSCSLFREED 
PPTTSG PQTNQPKEHLTNFKSA 
AED*RCQFASEAP*TITDAKLRV 
SI TAFGI 1 ATI Fl TsTPKPFY 


21041 


51409 


A 


21168 


113 


342 


A FGC FTTG VG R VTDSDG PL YTG 
PWAPGSHSQSPWNSGPRLSDSF 
POT I GI A AFD*HPPI ASFAPFI T 

LIFLLCV1Q 


21042 


51410 


A 


21169 


301 


608 


TFTPLKSYIKAPSSAGPVAEQE 

MTPEGKVGAGPE*LTWKNQFL 

FY 


21043 


51411 


A 


21170 


2 


724 


FLVSLMLPPAVVMLNHCYSLIF 

TNALVKRLFAWNMLSELATCA 

GNLATGPRNARSPGFLLSCVPS 

VRDPTGNQTVQLTWQPLPEPLE 

LWPKA/HLTDSFPDLLGLATED 

*HSPIASEAPWAIMDAELRVTL 

TVEDRDSSSSSSSSSSSSSSSSSSS 

SSSSSSSSSSSSSSQSSSSSSSPCD 

LFLPHPN*SMYFVISPTLKKVLY 

N VTH P* EVSL*FSPPLRM YFVRS 

IPCPQNIALNSTAYP 


21044 


51412 


A 


21171 


442 


501 
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SKQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


21045 


51413 


A 


21172 


266 


1003 


SCMCLALDPCNHGEGHQPDFS 

GVKFRRHGADNHEASAATATT 

AAATTVAAAAAAAAAAAAAR 

VTLTGSHFQSPWNSGPRLSDSF 

PDLLSLATED* RCP1 ASEVP WTI 

TEAELRVTLTV EGKSIPCLI DTG 

ATHSTLPSFQGPVSLAP1TVVGM 

DGQASKPL\KTPPLW\CQLGQH 

SFMHSFL VIPHL/C PI FLIRGRN I L 

TKLSVASLTIPGSTANISLVAFFP 

NPKPPLCPLTSPQYHPLPQDLPS 

A 


21046 


51414 


A 


21173 


2 


245 


LTALLRKSLDPRL ISTGENTQTA 
ETMGPLSAPPCTQHITWXKGLLL 
TAETPKPSISSSNLN PRGGHG PJ^ 
CALILLILEDSG 


21047 


51415 


A 


21 174 


~> 


324 




21048 


51416 


A 


21175 


3 


552 




21049 


51417 


A 


21176 


3 


435 




21050 


51418 


A 


21177 




1459 


GAVRTWGRGFQTEKCQASLLN 

FWNPPTTAQVTIEAEPTKVSKG 

KDVLLLVHNLPQNLAGY1WYK 

GQMKDLYHY1TSYVVDGQIIIY 

GPAYSGRETVYSNASLLIQNVT 

REDAGSYTLH1VKRGDGTRGET 

G HFTFTL Y\LIP WTL L Y L * RS LA 

Q V SHY ETPG KT A PPCG ST A * * L 

N * PPDLTLFSP VLFLLK YP V PGQ 

AFQYPKGLKTIGSSITHL* DVLG 

KGSCRENIPRAAK*D*N*EDSST 

ACSK*GPQVETPKPS1SSSNLYP 

RJEDMEAVSLTCDPETPDASYL 

WWMNGQSLPMTHSLQLSKNK 

RTLFLFGVTKYTAGPYECEIRN 

PVSASRSDPVTLNLLPKLPKPYI 

TINNLNPRENKDVLAFTCEPKS 

EN YTY I W WLNGQSLPVSPRVK 

RP 1 EN RI L I LTQC S REMKQG PYX 

QCE1Q\DRYGG\IRSYPVTLECP/ 

HITTKHSGLYACSVRNSATGME 

SSKSMTVKVSAPSGTGHLPGLN 
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SKQ H> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tirst 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21051 


51419 


A 


21 178 


3 


1445 


IRADPAHELE1MCSCPGKRLSTE 

RGRTAQLTAVLREFLDPRLISTE 

ENTQAAETMGTLSAPPCTQRJK 

WKGLLLTASLLNFWNLPTTAQ 

VTJEAQPPKVSEGKDVLLLVHN 

LPQNLTGYIWYKGQMRDLYHY 

ITSYVVDGEIIIYGPAYSGRETA 

YSNASLLIQNVTRJEDAGSYTLH 

I IKGDDGTRG VTGRFTFTLHLET 

PKPSISSSNLNPRETMEAVSLTC 

DPETPDASYLWWMNGQSLPMT 

HSLKLSETNRTLFLLGVTKYTA 

GPYECE1RNPVSASRSDPVTLNL 

LPKLPRPYITINNLNPRENKDVL 

NFTCEPKSENYTY1 WWLNGQSL 

PVSPRVKRP1ENR1LILPSVTRNE 

TGPYQCEIRDRYGGVRSDPVTL 

jsJVf YfiPni PR IVP^FTVVR cr.P 
IN V L, I yjrLJl^riKl I ror III rVovJ C 

VLYLSCSADSNPPAQYSWXT1NE 
KFQL\QGQKLFIP\HITTKHSGLY 
VVCSVRNSATGKESSKSMTVEV 
SGKWIPASLA1GF 


21052 


51420 


A 


21179 


3 


1380 


TAQLTAVLREFLDPRLISTEENT 

QAAETMGTLSAPPCTQRIKWK 

GLLLTASLLNFWNLPTTAQVT1 

EAEPTKVSEGKDVLLLVHNLPQ 

NLTGYIWYKGQMRDLYHYITS 

YVVDGEIIIYGPAYSGRETAYSN 

ASLLIQN VTREDAGSYTLHI I KG 

DDGTRGVTGRFTFTLHLETPKP 

S1SSSNLNPRETMEAVSLTCDPE 

TPD A S Y L W WMNG QSLPMTH SL 

KLSETNRTLFLLGVTKYTAGPY 

ECEIRNPVSASRSDPVTLNLLPK 

LPKPYITINNLN PREN K DVLN FT 

CEPKSENYTYIWWLNGQSLPVS 

PRVKRPIENRILILPSVTRNETGP 

YQC E I RDR YG G 1 RS DP VTLN V L 

YGPDLPRIYPSFTYYRSG\EVLL 

LVLFCGTLNPP\AQYSWTrNEKF 

QLPGQKLFIRHITTKHSGXLYVC 

SVRNSATGKESSKSMTVEVSAY 

SSSIN YTSGN RN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mot 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21053 


51421 


A 


21180 


2 


1341 


TEGGRTAQLTAMLRQLLDPRLI 

STEENTQAAETMGPLPAPSCTQ 

RITWKGLLLTASLLNFWNPPTT 

AEVT1EAQPPKVSEGKDVLLLV 

HNLPQNLPGYFWYKGEMTDLY 

HY11SY1VDGKIIIYGPAYSGRJET 

VYSNASLLIQNVTRKD\AGT\YT 

LH 1 1 KARG DETREEIRHFTFTL YL 

ETPKPYISSSNLNPREAMEAVR 

LICDPETLDASYLWWMNGQSL 

PVTHRLQLSKTNRTLYLFGVTK 

YIAGPYECEIRNPVSASRSDPVT 

LNLLPKLPIPYITINNLNPRENK 

DVLAFTCEPKSENYTYIWWLN 

GQSLPVSPGVKRPIENRJLILPSV 

TRNETGP\YQCE1RDRYGG1RSY 

PVTLNVLYGPDLPR1YPSFTYYR 

SGENLDLSCFTESNPPAEYFWPI 

\*GKFQQSGQKLFIPQITRNHSG 

LYACSVHNSAAGKEISVSLFRH 


21054 


51422 


A 


21181 


1 


1532 


MTQFPMDKRQGRSRSVAITNT 

AVTSLEWVPFHAFAIPRSTLVS 

QQRLSTERGRTAQLTAVLREFL 

DPRL1STEENTQAAETMGTLSA 

PPCTQRJKWKGLLLTASLLNFW 

N L PTTAQ VTIE AEPTKV SEG KD 

VLLLVHNLPQNLTGY1WWKGA 

MRXDLYHYVTSYVVDGQIIKYG 

\PAYSGRETAYSNASLL1QNV\T 

REDVAGSYTLHIIKGDDGTRGVT 

GRFTFTLHLETPKPS1SSSNLNPR 

ETMEAVSLTCDPETPDASYLW 

WMNGQSLPMTHSLKLSETNRT 

LFLLGVTKYTAGPYECEIRNPV 

SASRSDPVTLNLLPKLPKPYIT1 

NNLNPRENKDVLNFTCEPKSEN 

YTYIWWLNGQKPP/VSSPRVKR 

PH*KTGSLIPTPVFTRNETGP\YQ 

CEIRAR\YGG\IRSDPVTLNVLY 

GPDLP\R1YPSFTYYRSGGKSSY 

LSCFCGTSNPP\AQYSW\TIM * K 

VFSLPGTKALYSRHITTKHSGL 

YVCSVRNSATGKESSKSMTVE 

VSDWTVP 


21055 


51423 


B 


21182 


28 


29751 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


21056 


51424 


A 


21 183 


158 


1660 


EASLLEDDDGMVYLRPLTSHQ 

YRTAQLR AM LRKFLDPRLSSTE 

ENTQAAETMGPLSAPPCTQRIT 

WKGLLLTASLLNFWNPPTTAQ 

VTIEAEPTKVSKGKDVLLLVHN 

LPQNLAGYIWYKGQMKDLYH 

Y1TSYVVDGQIIIYGPAYSGRET 

VYSNASLLIQNVTREDAGSYTL 

HIVKRGDGTRGETGHFTFTLYL 

ETPKPSISSSNLYPREDMEAVSL 

TCDPETPDASYLWWMNGQSLP 

MTHSLQLSKNKRTLFLFGVHK 

VHCRDPMECEIREPS*VASRS*P 

SSPWNLLPKL\PKPYITI\NN\LNP 

REKKDVLAFTACDPVKSRNYTYI 

WWLNGQSLPVSPRVKRPMENR 

DPSFLP\SVTRNETGP\YQCEIRD 

\RYGG\1 RS YP VTLNVLYGNPDLP 

RIYPFI^PI YHFR FF1MI RTT ^rPC 

GTFNPPGRVFLGT11MGGSFQVIQ 
GQKALYSPR1TTKHSGA/LYAW 
LCSVTSRPLAWESSQIPWTVVKV 
SGSFQGTGTSSWGLNPL 


21057 


51425 


A 


21184 


927 


1378 


QPPTLRSWDCWFAWGKRQLM 
SSP/STEPQVCFTIEGHEIDFLLG 

i uivmro v Liov/rvj LiOOivij V 1 lrv 

GILG*PVTRYFSHLLSCNWETLL 
FSHTN A KTQGGGTLTLPKPSKSH 
RPWAVRGLAPGPAAAVLNFSP 
GLSCLPTGQGLGPAAHHA 


21058 


51426 


A 


21185 


1 


221 


ILLAQLESQDGDILRQRDEFDLL 
VAGEICRFSALIEELEXEKNERPA 
RELLT VRPEPEPC PTC A V LRLLH 
LCLA 
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SEQ II) 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknovvn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


21059 


51427 


A 


21 186 


335 


1963 


VCDPALPPWAKQREWALEGSH 

SSRTSMGLLVASVTSLGRWKF 

NCPI/CVQGTLKEAGSLSNCG/H 

KNFCRACLTARYCEIP\GPD\LEE 

SP\TCP\LC K E PF RP\G SFRPN WQ 

LANVVEMIERLQLVSTLGLGEE 

D VCQEHG EK I Y FFCEDD EMQL 

CVVCREAGEHATHTMRFLEDA 

AVAPYREQIH KCLKCLRKEREEI 

QEIQSRENKRMQVLLTQVSTKR 

QQVISEFAHLRKFLEEQQSILLA 

QLESQDGDILRQRDEFDLLVAG 

EICRFSAL1EELEEKNERPAREL 

LTDIRSTLIRCETRKCRKPVAVS 

PELGQRIRDFPQQALPLQREMK 

MFLEKLCFELDYEPAHISLDPQ 

T\SHPKJLPLVPRT1QR\AQFS*QM 

GRTSPDNPQ\RF\DRATCVSRPT 

LGITGGRHTWVVSIDLAHGGSC 

TVGVVSEDVQRKGELRLRPEE 

GVWAVRLAWGFVSALGSFPVTR 

LTLKEQPRQVRVSLDYEVGWV 

TFTNAVTREPIYTFTASFTRKVI 

PFFGLWG\RGS\SFSLSSLRRSSY 

LLSSKYRTHINPSTMWT 


21060 


51428 


A 


21 187 


217 


397 




21061 


51429 


A 


21188 


529 


1526 


YCGRVGELAAGELVFLWSRVG 

PQNPRSSRLPPPTL AM FLTRSEY 

DRGVNTFS\PEGRLFQVEYDIEA 

1KLGSHSQLAPRHREG V\A LA V\ 

EKRIYLPHLMGAQAGI*GKLLG 

DLMLHIGLLP1EWGLICLMLKT 

FNSIKSRVGRHR/YPWGSPYNG 

GH*QWESFEPKLCPNLGFSSFG 

EEDAESRVPMSVRPLGSSHLFIW 

EELYEKGTPSLFP*GTPFWGPFV 

PVWMARSQFGSGFQRGAPRAP 

LPRKFPPTSPMTFERSPSSPSPHP 

SLKQVMGGR1CLNANQTIEPRPT 

VPALAENFPHCSQRKKLEEVIQ 

GHFKESWILRTSLGTISVLNNVP 


21062 


51430 


A 


21 189 


21 1 


382 


TSVSPSVPPLPC*RHPGEPQTGN 
NASNGTSSSRDESRPPVRVVPPP 
QTAVAITLSTA 


21063 


51431 


A 


21 190 


3 


96 


FFFPPQKYD*DR*EHPRFHKTLR 
NWRVGAQ 


21064 


51432 


A 


21 191 


1 


1320 




21065 


51433 


A 


21192 


1 


339 





2674 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/(175067 



PCT/US01/08631 



SKQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


21066 


51434 


A 


21 193 


289 


3694 


MAFVPV1PESYSHVLAEFESLDP 

LLSALRLDSSRLKCTSIAVSRK 

WLALGSSGGGLHLIQKJEGWKH 

RLFLSHREGAISQVACCLHDDD 

YVAVATSQGLVVVWELNQERR 

G KPEQM Y VSSEH KGRR VTA LC 

WDTAILRVFVGDHAGKVSA1K 

I MTQk'n A k'AA A A F\/\/II?r>\/rYTlT 

tvd'nPwot nvi nr.RT t iqct t 

I V LJ&\~, V V yLU I LL-JVjrvL,L,looL/ 1 

RSFLCDTEREKFWKIGNKERDG 
EYGACFFPGRCSGGQQPL1YCA 
RPGSRMWEVNFDGEV1 


21067 


51435 


A 


21 194 


2 


128 




21068 


51436 


A 


21 195 


1041 


2238 


LLHPAQRSLSKDGTKESLEDAA 

LMGEEGKPEINQQLSLESMELD 

ELALEKYPIAAPLVPYPEKSSED 

GVGNPEAKILSGTPTYKRRVISL 

LVTIENHTPLVELSEYLGTNTLS 

EILDSPWEGAKNVYKCPECDQ 

NFSDHSYLVLHQKIHSGEKKHK 

CGDCGKIFNHRANLRTHRRJHT 

GEKPYKCAKCSASFRQHSHLSR 

HMNSHVKEKPYTCS1CGRGFM 

WLPGLAQHQKSHSAENTYEST 

NCDKHFNEKPNLALPEETFVSG 

PQ YQHTKCMKSFRQSL YP A LSE 

K^rlL^clJotKUovjX^ijL/Nr r or 

FKPLQCPDCDMTFPCFSELISHQ 
NIHTEERPH*\CKTCEESFALDSE 
LACHQKSHMLAEPFXKCTVCGK 
TFKSNLHLITHKRTHIKKHHVK 


21069 


51437 


C 


21196 


156 


389 





2675 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEOID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=lJn known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


21070 


51438 


A 


21197 


1 


2466 


MLSRLFRMHGLFVASHPWEVI 

VGTVTLTICMMSMNMFTGIAG 

LFTIFSSFVFSTVVIHFLDKELTG 

LNEALPFFLLLIDLSRASTLAKF 

ALSSNSQDEVRENIARGMAILG 

PTFTLDALVECLVIGVGTMSGV 

RQLEIMCCFGCMSVLANYFVF 

MTFFPACVSLVLELSRESREGR 

P1WQLSHFARVLEEEENKPNPV 

TQRVKLMIMSLGLVLVHAHSRW 

IADPSPQNSTADTSKVSLGLDE 

NVSKRIEPSVSLWQFYLSKMIS 

MDIEQVITLSLALLLAVKYIFFE 

QTETESTLSLKNPITSPVVTQKK 

VPDNCCRREPMLVRNNQKCDS 

VEEETG1NRERKVEVIKPLVAET 

DTPNRATFVVGNSSLLDTSSVL 

VTQEPEIELPREPRPNEECLQ1L 

GNAEKGAKFLSDAEI1QLVNAK 

H1PAYKLETLMETHERGVSIRR 

QLLSKKLSEPSS\LQYLPYRGY\ 

NYSLW*WGACCENVIGYMPIP 

VGVAGPLCLDEKEFQVPMATT 

EGCLVASTNRGCRAIGLGGGAS 

SRVLADGMTRGPVVRLPRACD 

SAEVKAWLETSEGFAVIKLEAFD 

STSRFARJLQICLHTSIAGRNLYIR 

FQSRSGDAMGMNM1SKGTEKA 

LSKLHEYFP*NCRF*AV\SGNYC 

TDKKPAAFNW1EGRGKSVVCET 

VIPAKVVREVLKTTTEAMIEVN 

INKNLVGSAMAGSIGGYNAHA 


21071 


51439 


A 


21198 


236 


3022 


GEGSFRSATALTGARLSVGAGV 

RWPLVRSGGSKDSVATMLSRL 

F\RMHGLFVASHPWEVILGTVT 

LTIC MM SMNMFTGNN K ICG WN 

YECPKFEEDVLSSDIIILTITRC1A 

ILYIYFQFQNLRQLGSKYILGIA 

GLFTIFSSFVFSTVVIHFLDKELT 

GLNEALPFFLLLIDLS\RASTLA 

K FA LSSNSQDE V REN I A RG M A I 

LGPTFTLDALVECLVIGVGTMS 

GVRQLEIMCCFGCMSVLANYF 

VFMTFFPAC 


21072 


51440 


A 


21199 


1 


450 


CKSRGSNLRVHFKNTRETAQAI 
KG M H I RTATK Y LKD VTLQKQC 
VPFRRYNGGVGRCAQAKQWG 
WTQGRWPKKSAEF\LVIEHIQV 
N KA PKM RRRT Y RA HG RJN P Y M 
SSPCHIEM1LTEKEQIVPJCPEEEV 
AQKKKISQKKLKKQKLMARE ; 



2676 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiiknown, 
*— Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21073 


51441 


A 


21200 


1 


876 




21074 


51442 


A 


21201 


1 


1725 




21075 


51443 


A 


21202 


278 


889 


SVKMVRYSLDPGGTPRKSCK/S 

QRGSNLRVPFKDHS*KLPQAHQ 

RVCHIRKSPTKYVLKDVHLTRN 

QCVPIPDRYNG*QLGQVCRRHK 

QMGPGTTKGR\WPQKGVLKFL 

PAHA! KTAFX^lSlAFf XkTf^T rWFlQ 

I r\ I 1 A\ L, Pw 1 /AIL \lJ]N/A.IL L> IXVULL/ V LJyD 

1 VlFHI\OVTMK A P\kTM\R RRTVR 
a\ 1 1 vj i vj i n i i moor v^n ujllivi \i l, i CIS. 
FOIVPK" PFFFVAOkTkTkT l<sPFFTF 
R>JKN] T ARF 


21076 


51444 


A 


21203 


1 


1923 




21077 


51445 


A 


21204 




280 




21078 


51446 


A 


21205 




109 




21079 


51447 


A 


21206 




638 




21080 


51448 


A 


21207 




396 




21081 


51449 


A 


21208 


26 


969 


HGVGCRDGLPMECRFLCQIFM 

AFMQMNSYCARHKKATRRTV* 

/CRNQDMTESSQKWTGKGSAV 

EHLVESGEWTMHPARPVSACR 

CPSDCHVPLSPGACWPKLECLS 

EGSSYISDGKEYLFYLNVCGET 

E1QFCNKKQAAVCQVKKSDTS 

QVKAAGRYHNQTLRPSESSWS 

LLFVVLVFFPGVHSPFSLDEALT 

LCPQNCLPPGTVSAPLNCVYPL 

AT 9AAVAI AAn<sFT IWIFPWRI V 

r'RT ^THT WkT Y^FFQriRRT VPQP 
YOPSFI NPAI 1MI <1FI VP.TRT OF 
GAAT T FIO^riFTIV 


21082 


51450 


A 


21209 


1 


465 




21083 


51451 


A 


21210 


217 


453 




21084 


51452 


A 


21211 


1 


840 




21085 


51453 


A 


21212 


1 | 


663 




21086 


51454 


A 


21213 


176 


957 


DEPIG VPLLS A PPAGTTKIKADQ 

LHLQGAAPKICPCLQDGSLGQH 

YCPFVSFSRYYFNLCQKIYKGPL 

GCSERASICRRTTTGDVQVLGXL 

VHTQKNLGVIGPRVVVTTSKRY 

PCGGNKTASSVIELTCTKPVGR 

PAFKRFE1DSCTYYFSWDSGAA 

CAVKPQEVQMVNGTITNPINGK 

SFSLGDIYFKLFRASGDMRTNG 

DNYLYEIQLSSITSSRNPACSGA 

NICQVKPNDQHFSRKVGTSDKT 

KYYLQGNPWLPTKFHI 



2677 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*-Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


21087 


51455 


A 


21214 


3 


7616 


SPVEPRSPRAPAPSPPPPLPWRR 

DPVPGAAPSSRAPLASRPPRSSG 

PGAMGAAAGRSPHLGPAPARR 

PQRSLLLLQLLLLVAAPGSTQA 

QAAPFPELCSYTWEAVDTKNN 

VLYKIN1CGSVDIVQCGPSSAVC 

MHDLKTRTYHSVGDSVLRSAT 

RSLLEFNTTVSCDQQGTNHRVQ 

SS I A F LCG KTLGTPEF VTATEC V 

HYFEWRTTAACKKD1FKANKE 

VPCYVFDEELRKHDLNPLIKLS 

GAYLVDDSDPDTS 


21088 


51456 


A 


21215 


2 


184 


VNCQPLGMISLMKR\PPGFSPFR 
SSRIGEIKEETTSHLRSCEYKGR 
PPKAGAEPASEREVS 


21089 


51457 


A 


21216 


1 


203 




21090 


51458 


A 


21217 


1 


1107 




21091 


51459 


A 


21218 


1 


915 




21092 


51460 


A 


21219 


1 


1932 




21093 


51461 


A 


21220 


2 


746 





2678 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


21094 


51462 


A 

- 


21221 


1 


2157 


MGFPLRPSPAHLSSGRQQFPAK 

EERLLLSLTQESQSEEIDCNDKD 

LFKAVDAALKKYTsISQNQSNNQ 

FVLYRITEATKTVGSDTFYSFK 

YEIKEGDCP VQSG KTWQDCEY 

KDAAKAATGECTATVGKRSST 

KFSVATQTCQITPGGWFILWHC 

PGGKLTISDYPNSSRVLHCTQC 

VQG LNRRTRRHKTCPPLQA A S 

QIEERIGFEGRPGLESFRAPCLL 

ASPFPCLEKGAEGPVVTAQYDC 

LGCVHPISTQSPDLEPILRHGIQ 

YFNNNTQHSSLFMLNEVKRAQ 

RQAAP/GREFSSMDTFEGYEGA 

EDMEKLAGPFPVG*QSRNLFLQ 

1 RFPGEERKHPG RKRRTR* G SN 

GDRQHQEGACWGVHAG*LLR 

GRRLVSRRGRGARGPPPRRAAL 

PAVAPAPRLQSARIPERGDGDD 

GVRRWGHREAIGS*GQS/LS/CN 

GII1LIKEERLPCPFHCISLMKRPP 

GFSPFRSSRIGEIKEETTVSPPHT 

SMAPAQDEERDSGKEQGHTRR 

HDWGHEKQRKHNLGHGHKHE 

RDQGHGHQRGHGLGHGHEQQ 

HGLGHGHKFKLDDDLEHQGGH 

VLDHGHKHKHGHGHGKHKNK 

GKKNGKHNGWKTEHLASSSED 

STTPSAQTQEKTEGPTPIPSLAK 

PGVTVTFSDFQDSDLIATMMPPI 

SPAPIQSDDDWIPDIQIDPNGLSF 

NPISDFPDTTSPKCPGRPWKSVS 


21095 


51463 


A 


21222 


207 


424 


HHINCVLLYLQSHLRS\CEYQG\ 
RPPKAGAEPASE\REVSLTNWA 
ESSTPRHIAPTTSASNLEMEGQE 
ERWDRI 



2679 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21096 


51464 


A 


21223 


170 


1487 


IMKLITILFLCSRLLLSLTQESQS 

EElDCNDKDLFfCAVDAALKKY 

NSQNQSNNQFVLYRITEATKTV 

GSDTFYSFKYEIKEGDCPVQSG 

KTWQDCEYKDAAKAATGECT 

ATVGKRSST\KFSVATQT\CQITP 

AEGPVVYTAQLRTCLG/CVWHPI 

1QRQSPDLEPILRHGIQYFNNNT 

QHSSLFTLNEVKRAQRQVVAG 

LNFRITYS1VQTNCSKENFLFLT 

PDCKSLWNGDTGECTDNAYIDI 

QLR1ASFSQNWDMYPGKDVVQ 

PPTKICVGCPRD1PTNSPELEETL 

THT1T1CLNAENNAISYFK1DNVK 

KARVRVVAGKKYFIDFVARXET 

TCSK\ESNEELTESCETKKLG\Q 

RLG\CNAE\VYVVPW\EKKIYPT/ 

VFNCSTTGEWIFT*WKRPPRVF 

SPFRSXSRIGEIKEETYTSHLRSCE 

YKGRPPKAAGAEPASEREVS 


21097 


51465 


C 


21224 


21 


281 




21098 


51466 


A 


21225 


204 


441 


QISQVLI1CNQK*VILTGNFLDT 
YF*TTF1NKK1DELRLCA/CAVA 
HSYNTTLCKKPRWKDCLRPAV 
QDQPVQHSETLSL 


21099 


51467 


A 


21226 


333 


604 


SSDRITKPPSAEFLPLQRTFLHSL 
QDTVIELLH* DLETPPLTVLQNH 
PSLPRPIPAPPTLCPQTRWPHLR 
GHQG1LAASHILETALAAIF 



2680 

BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ 1I> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21 100 


51468 


A 


21227 


846 


3269 


GFMEVLRDP1KKNSSESKPAQS 

GFSRGNSPLSCPESVEASPAVNE 

KSVYSTHNYGTTQRHGCRGLP 

YADHNYGAPPPPTPPASPPVQTI 

IPRSDLNGLPSPVEERCGDSPNS 

EGETVPTWCPCGLSQDGFLLNC 

DKCRGMSRGKVIRLHRRKQDN 

ISGGDSSA TESWDEELSPSTVLY 

TATQHTPTSITLTVRRTKPKKR 

KKSPEKGRAAPKTKKIKAFREG 

SRKSLRMKNSPSEAQNLDENTT 

EG WEN Rl RL WTDQ YEE AFTNQ 

YSADVQNALEQHLHSSKEFVG 

KPTILDTINKTELACNNTV1GSQ 

MQLQLGRVTRVQKHRK1LRAA 

RDLALDTLIIEYRGKVMLRQQF 

EVNGHFFKK\PYP\FVLFLLQNL 

NGVEMCVDARTFGNDARFIRR 

SCTPNAEVRHMIADGMIHLCIY 

A VS A ITKDAE VTI AFD YE YSNC 

NYKVDCACHKGNRNCPIQKRN 

S*CYRTATPTTSSKPTHHWSRD 

*T*KS\RRKELEMEQQNEASEEN 

N DQQSQE VPE K VT V S S D H E E V 

DNPEEKPEEEKEEVIDDQENLA 

HSRRTREDRKVEAIMHAFENLE 

KRKKRRDQPLEQSNSDVEITTT 

TSFTPVCIFFTKTFAPF^FV^MvV 

SN VTI PSTPQS VG VNTRRSSQ A 
GDIAAEKLVPKPPPAKPSRPRPK 
SRISRYRTSSAORl KROKOATvIA 

QQAELSQAALEEGGSNSLVTPT 


21101 


51469 


A 


21228 


2 


197 


CRPPSPRPVRAARPARPQASFSR 

EPPPRRMAP*SKRRRQSARGPV 

RPSRVWARJKAKPYSCCCQL 


21102 


51470 


A 


21229 


4 


488 


GSYD1NRQDTFQFCDRQRVGPSG 
ASQKTEGFLLRLLYSGLIIAHCS 
LEILGRNDPPASASKVAETTDS 

UoLoLAlN 1 rr 1 rlv V 1 I /VINA 

TSOAAPALPLGSVPGRRAADPR 
PLLAWAPAPPGPGTSRNTHPAP 
DGLDMLVP1GDGVLGGNCFRN 
QCKSVSTS 


21 103 


51471 


A 


21230 


124 


293 





2681 

BNSDOCID: <WO 0175087A3_IA> 



1 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \— Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possiblc nucleotide insertion) 


21 104 


51472 


A 


21231 


239 


1393 


IYPQISFQKKFVMFFFSEALCTA 

RAEECDP1GLLNNPRTSRYSRL 

KPNSSLGGSESRKTQMGPLPPP 

PKSPDGARPVPGCIKEAGPARG 

RS RL A PN PG A L RRG/VG LG R* S 

ARI*GLVSKAAAGQGEARRGE 

AT*ARGALGRTTAGSFNAGWL 

TLDGARQQPGRQTPTRIPSCVA 

DNAAGPSRTTTPD/EALRPLRG 

GPACTAPASFDSRAPYSASSAPS 

EG RWPSRG F PPI S/PL Y SQLPETR 

SHEWQAASKIQPRKASTSQ*SA 

RMEAT*QQWAGPPAEP*SLWFP 

RLARRSVVHWRTPY/ISSSITSLP 

PVAAGIPEDSGPGSTQSSSRPGN 

TSSSSRPPPPPPPPPP/QPLPPPPA 

GLASPRPVRARRPA RPQASFSR 

EPPPRRMAP 


21105 


51473 


A 


21232 


107 


234 




21106 


51474 


A 


21233 


224 


227 


LPQPGPGRRRACLRQASPRQYS 
RLPGRPPPSG*SW 


21107 


51475 


A 


21234 


67 


607 


QRSWAGPGAGPEAGTRPPARG 

R R RQ PGN V D PRRRA PQ L R SQM 

QVAMARATTATGNRLWPGLLI 

MLGSVCHRGSPCGLSTHVE1\LL 

LEHQDAYQAGIVFPDCFYPSIC 

KGGKFHDVSESTHWTPFLNAS 

VHYIRENYPLPWEKDTEKLVAF 

LFGITSHMAADVSWHSLGLEQ 

GFLRTMGAl 


21108 


51476 


A 


21235 


54 


193 




21109 


51477 


A 


21236 


1275 


1764 


STKCQYFSHLLLLFSASESKQLL 

LYSAFFRYVPVKDLLG I YEKLYI 

CFISLLQTGL*RYQE*YHIHFIFS 

FSLP*LYPTYSTKSPFLVEQFQE 

YFLGGLDDR*NSCL*RSR*MAN 

SFDCFLSDSVLQGVVFSVVTSL 

FLFLFNSSKMQKNDFHRNLTTS 


21110 


51478 


A 


21237 


297 


428 


QCQRGPGCSRGHGI*I*EHWTA 
FGLLDLRQWFARGSWASGHGP 



2682 

BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


21111 


51479 


A 


21238 


3247 


5958 


QRSWAGPGAGPEAGTRPPARG 

RRRQPGNVDPRRRAPQLRSQM 

QVAMARATTATGNRLWPGLL 

MIVMASLCHRGSSCGLSTHIEIG 

HRALEFLHLHNGHVNYKELLL 

EHQDAYQAGTVFPDCFYPSLC 

KGGKFHDVSESTHWTPFLNAS 

VHYIRENYPLPWEKDTEKLVAF 

LFG ITSH M V A DVSWHSLG IEQG 

FLRTMGAIDFHGSYSEAHSAGD 

FGG D V LSQFEFNFN Y L A RRWY 

VPVKDLLGIYEKLYGREV1TEN 

VIVDCSH1QFLEMYGEMLAVSK 

LYPSYSTKSPFLVEQFQEYFLG 

GLDDMAFWSTN1YHLTSFMLE 

NGTSDCSLPENPLFIACGGQQN 

HTQGSKMQKNDFHRNLTSSLT 

ENIDRNINYTERGVFFSVNSWT 

PDSMSFIYKALERNVRTMFIGG 

SQLSQKHVSMPLRHHYFLSFPY 

ARLGW\AMTSADL\NQDG\HGD 

LRGWGAPGLTAAPAHIPHSGR 

VYLIYGNDLGLPPVDLDLDKEA 

HRILEGFQPSGRFGSALAVLDF 

N\LDGV\PDLAVGAPSVGSEQLT 

YKGAVYVYFGSKQGGMSSSPN 

ITI SCQDI YCN LG WTL LA A D VN 

GDSEPDLVIGSPFAPGGGKQKG 

I V A AF YSGPSLS DKEKLN VE AA 

NWTVRGEEDFSWFGYSLHGVT 

VDNRTLLLVGSPTWKNASRLG 

HLLHIRDEKKSLGRVYGYFPPN 


21112 


51480 


A 


21239 


2 


403 


VVAEEDTELRDLLVQTLENSGV 

LNRIKAFI RAGVFI Al FFOFKV 

ENKTPLVNESLKKFLNTKDXLQ 

GLEGRENLARDLGIIEAEGTVG 

GPLLLEVIRRCQQKEKGPTTGE 

GALDLSDVHSPPKSPEGKTSAQ 


21 113 


51481 


A 


21240 


3 


1699 





BNSDOCID: <WO 0175067A3_IA> 



2683 



WO 01/075067 
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SKQ in 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, j 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21 I 14 


51482 


A j 


21241 


3 


1812 


APRLKMGLHPNKPIVSQSRVVN 

DGQCKLHAAVDSRDPPDGTKR 

RVSSGGTGLPGPGRGPGLPAGA 

WLS A EG RG AGG SG DCGPSSG S 

AEPTQRPPRPSALPGAIPPLHLG 

LAPFRLASEAVAEQAPPPAPTLS 

FGAQWSGAPQGSVSSVNPEGA 

GPARCASGRGFGCVGRVARAR 

SVPCCGRWPLARLRRLSWRSK 

MAATAAAVWAQEDTELRDLL 

VQTLENSGVLNRMKAELRAAV 

FLALEEQEKVENKTPLVNESLK 

KFLNTKDG RL V ASL V AEFLQFF 

N L DFTL A\ V FQ PETS/TI F* LLF * L 

QG LEGREN L A RD LG 1 1 EAEGTV 

GGPLLNLEVIRRCQQKEKGPTTG 

EGALDLSDVHSPPKSPEGKTSA 

QTTPSK1PRYKGQGKKKTSGQK 

AGDKKANDEANQSDTSVSLSE 

PKSKSSLHLLSHETKJGSFLSNR 

TLDGKDKAGLCPDEDDMEGDS 

FFDDP1PKPEKTYGLRKEPRKQ 

AGSLASLSDAPPLKSGLSSLAG 

APSLKDSESKRGNTVLKDLKLI 

SDK1GSLGLGTGEDDDYVDDFN 

STSHRSEKSE1SIGEE1EEDLSVE1 

DDINTSDKLDDLTQDLTVSQLS 

DVADYLEDVA 


21115 


51483 


A 


21242 


419 


651 


TN I FSRLNPQTKNV FC A RQLS S * 
SVTI*GVLGQAVTRYFSQALSC 
DWGTLLFSRAFL1MPESPTPLLG 
RD1LAKAGA 


21116 


51484 


A 


21243 


555 


888 


RTSSRRTPNPCSRIRKNYFKFH 
MEPKKSP/S* PRQC* AKRTKLEA 
SC YLTSNYTTR LQ * PKQHG WG 
TIRSFSSHEAIFQTITWGKTLDN 
TRLSRTEVPAAFHSALCPWFIET 


21117 


51485 


A 


21244 


728 


1428 




21118 


51486 


A 


21245 


238 


505 


1NVGRHHVILQGLSCPGQLSSRS 
VTl*G\VLGQAVTIYFSQPLSCD 
WKTLLFSHVFLIMPESPTPLLGR 
DILL Y VC IG RFP1 FRADCRT 


21119 


51487 


A 


21246 


940 


1434 


QLAPCTLTEPRVCLTIEGQEVN 

CFLDTRAAFWLLSCPRQLSSRS 

VAIRGVLGQAVT*YFSQPLSCD 

WGTLRFSHAFLIMPKSPTPLLG 

RDILAKAGA11HEKRKAFMRKR 

EIKKQARSSKVHTSAASSCART 

APLGESFAEHL1KIADFTPPSSSS 

PCTTLFFS 



2684 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


II 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21120 


51488 


B 


21247 


747 


1138 




21 121 


51489 


A 


21248 


1685 


2051 


SSSRTEGARGKRQPMPSP/STEP 
RVCLTIEGOEVNC1 1 DTGAAFS 
VLLSCPGQLSSRS VTI *G VLGQP 
VTRYFPQPLSCDWGTLLFSNAF 
LIMPESPTPLLGRGILAKAGAIIH 
HAVLVTAAL 


21 122 


51490 


A 


21249 


2 


1014 


GGAGPVVLRRRAACSPGPAPR 

AARPPAMEPGPDGPAASGPAA1 

REGWFRETCSLWPGQALSLQV 

EQLLH H RRSRYQDIL VFRSKTY 

GNVLVLDGV1QCTERDEFSYQE 

MIANLPLCSHPNPRKVLIIGGGE 

GGWLAREVVKHPSVESVVQCEI 

DEDVIQVSKKFLPG\MAIGYSSF 

EADTYMWGDGF*VSWKQKQ\D 

AFDVI\IIDSSDPMGPA\ESLFKES 

YYQLMKTA/LLREDGVLACCQG 

\ECOWLH\LDLIKE\MROFC\OSI 

FPV/VLAYAYCTIPT/YTPSGQ1G 

FMLCSKNPSTNF\QEPVQAVDN 

SSKVAKMQLKAY\YNSERATAA 

AFVLPE\FARQGLE 


21123 


51491 


A 


21250 


3 


418 


FSYEKLLNWQEFAVDLEHHSY 
RSFLGLTCLKQISTRTEDFIIDTL 
ELRRDM Y1LNESLTDPA I VKP\1 
AEEMLSYARDDTHYI I YIYDK 
MKLQMRERGNRQTVQLHVVW 
Q RS R DIC LKKFIKP I\FTD ES Y L E 
LYRKLKK 


21124 


51492 


A 


21251 


1 


1704 




21125 


51493 


A 


21252 


1 


3104 


MFDTHQAARLLNLGRHSLDHL 

LKLYCNVDSNKQYQLADWR1R 

PLPEEMLSYARDDTHYLLYIYD 

KMRLEMWERGNGQPVQLQVV 

WQRSRDICLKKF1KPIFTDESYL 

ELYRKQKKHLNTQQLTAFQLL 

FAWRDKTARREDESYGYVLPN 

HMMLKIAEELPKEPQGIIACCN 

PVPPLVRQQINEMHLLIQQARE 

MPLLKSEVAAGVKKSGPLPSAE 

\RJENVKSQPVQVHL*QRPVLTA 

GRKLLPACTFYMPACWGL 



BNSDOCID: <WO 0175067A3_IA> 



2685 



WO 01/075067 



PCT/US01/0S631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21 126 


51494 


A 


21253 


2 


2775 


QALARRAVQAEKMAPPSTREP 

RVLSATSATKSDGEMVLPGFPD 

ADSFVKFALGSVVA VTKASGG 

LPQFGDEYDFY\RSFPG\FQAFC 

ETQGDR/LCFQCMSRVMQVPM 

GC\RSN\IKDRSKV\TELEDKF\D 

LLWDANXDVILERVGILLDEAS 

GVNKNQQPVLPAGLQVPKTVV 

\SSWNRXAAEYGKKAKSETFRL 

LHAKNIIRPQLKFREKIDNSNTP 

FLPKIFHSNPMVQVKPLPQALSK 

ERRERPQDRPE 


21127 


51495 


A 


21254 


3 


2668 


QALARRAVQAEKMAPPSTREP 

RVLSATSATKSDGEMVLPGFPD 

ADSFVKFALGSVVA VTKASGG 

LPQFGDEYDFYRSFPGFQAFCE 

TQGDRLLQCMSRVMQYHGCRS 

NIKDRSKVTELEDKFDLLVDAN 

DVILERVGILLDEASGVNKNQQ 

PVLPAGLQVPKTVVSSWNRKA 

AEYGKKAKSETFRJLLHAKNIIR 

PQLKFREKIDNSNTPFLPK1FIKP 

NAQKPLPQALSKERRERPQDRP 

EDLDVPPALADF1HQQRTQQVE 

QDMFAHPYQYELNHFTPADAV 

LQKPQPQLYRPI EETPCHFISSL 

DELVELNEKLLNCQEFAVDLEH 

HSYRSFLGLTCLMQISTRTEDFII 

DTLELRSDM Y 1 LN ESLTDPA I VK 

VFHGADSDIEWLQKDFGLYVV 

NMFDTHQAARLLNLGRHSLDH 

LLKLYCN V DSN KQYQLAD WRI 

RPLPEEMLSYARDDTHYLLYIY 

DKMRL EM WERGNG QPVQLQV 

VWQRSRDICLKKFIKPIFTDESY 

LEL YRKQKKH LN TQQLTA FQL 

LFAWRDKTARREDESYGYVLP 

NHMMLKIAEELPKEPQGIIACC 

NPVPPLVRQQINEMHLLIQQAR 

EMPLLKSEVAAGVKKSGPLPSA 

ERLENVLFGPHDCSHAPPDGYP 

UPTSGSVPVQKQASLFPDEKED 

NLLGTTCLIATAVITLFNEPSAE 

DSKKGPLTVAQKKAQNIMESFE 


21 128 


51496 


A 


21255 


98 


286 


HARPRHGPRLRCEVGLRCAPG 

YAGASARPTCECGDTRYCPQDP 

NQT*SRPVPIIAHRYCLTG 


21 129 


51497 


A 


21256 


1020 


1280 




21130 


51498 


B 


21257 


153 


3804 





2686 



BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21131 


51499 


A 


21258 


159 


579 


PNVRWCPS\CYRNQDDH£LQIT 
HGNKILCGIVWKKIAQVEQMR 

KF^RI FkORTMVI ^PQni HAVP 
rv i oi\LiCi\^i\ i n v l^jV^oL/Lv^a V rv 

RFRGVVSEGSFEMGEKVYKRK 
DMFQLSLLTEQHGDSTLGSGSS 
YTQMPAENGSLVHTLVTAAPPF 
FAEKPHSITAG 


21132 


51500 


A 


21259 


1 


1290 


MGASRSQKPGPSRDYSYTAGC 

DVDQRRRGAQKLSRSDTKRIV 

MSYGKICALKNDKFEIRAFSSSL 

EVRYRNQDDHELQIHTGTRFY 

VELCGFAVTRLRDPPMLRHAA 

MALLPWRPPDYSASLLPDWLP 

VPSSKVVITYPGFTSIWAFSNTE 

T/LCSEYKYYCEECRSKQE/AHK 

RRKV*KLPMILAP/HLKRFKYK 

DQLHRFTKLFTRASLRGPRDER 

LKRVSRQLFSLVVVTSRVFDVL 

LR1LHRLGQYVSSEYYVALMCS 

EGHGPGAEDVTELLQSHEKTE 

WMRSCFFWMTKSGVFDGIYLW 

NAFNQEGEDLYKENCKTLMKE 

CVDHOKTKKCCMITLKSSVVO 
LAFTIKISVSEMCAREDFVVVIS 
FQHSEVPSRQLARCTFKEGYT 


21133 


51501 


A 


21260 


3 


142 




21134 


51502 


A 


21261 


1 j 


1368 





2687 

BNSDOCID: <WO 01 75067 A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucteotidc 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-lfnknown, 
*=Stop codon, /—possible nucleotide 
deletion, \= possible nucleotide insertion) 


21 135 


51503 


A 


21262 


1 


2420 


MEEVAEAPQPIDPKPLATQPQSI 

1 1TTITTI ITITTTTITITTTTITTTIT 

IITTT1TITTTITTTTITIITTT1TITT 

TITITT1 ITI ITTT1TITT11TTTITTT 

V1TIITTTITTIITITTITPSSSSSPSS 

QADECWGEAEPLMSRQAHVW 

LRYRTGCREERPDQELTGSWG 

HGPRSTLVRAKAMAPPPPPLAA 

STPLLHG EFGSYPARGPRFALTL 

TSQALHIQRLRPKPEARPRGGL 

VPLAEVSGCCTLRSRSPSDSAA 

YFCIYTYPRGRRGARRKATRTF 

RADGAATYEENRAEAQRWAT 

ALTCLLRGLPLPGDGEITPDLLP 

RPPRLLLLVNPFGGRGLAWQW 

CKNHVLPMISEAGLSFNL1QTER 

QNHARELVQGLSLSEWDG1VT 

VSGDG LLHEVLNGLLDRPD WE 

EAVKMPVGILPCGSGNALAGA 

VNQHGGFEPALGLDLLLNCSLL 

LCRGGGHPLDLLSVTLASGSRC 

FSFLSVAWGFVSDVDIQSERFR 

A LG S A RFTLGTVLG LATLHTYR 

GRLSYLPATVEPASPTPAHSLPR 

AKSELTLTPDPAPPMAHSPLHR 

SVSDLPLPLPQPALASPGSPEPL 

PILSLNGGGPELAGDWGGAGD 

APLSPDSTAGFTSWLSQGSSTLT 

RLRRGPRNSPILWAPTSHP*CPG 

RGLH\RGPPDHLLPPLGTPLPPD 

WVTLEGDFVLMLAISPSHLSAD 

LV AAPHARFDDG L VHLCC VRS 


21 136 


51504 


A 


21263 


573 


1025 


RKQSHEDE WRSTN KTVG HPS A 

RLYEPPWWAHTWTPPGGSKAP 

SDP/PLSHQLSPPAGQPHFASPEP 

TSKTPDPWPGNVFSSFPLPQSLP 

ELRHTLYLPMGTKKPPGSSMIF 

YT*AQYPGTNSSATICRLLSYKS 

GQVYPNTGQAPPQQRRGR 


21137 


51505 


A 


21264 


48 


327 


EELEALRJl\QRLAELQAKHGDP 
GDAVAQQEAKHREAEMRNSILA 
QVLDQSARARWSEQGLIEILKK 
V SQQTEKTTT V K FN RRKVMD S 
DEDDDY 


21138 


51506 


A 


21265 


1 


400 




21 139 


51507 


A 


21266 


786 


905 


VSEQGL1EILKK*CQLTEKTSTV 
KFNRRKVMDSDEDDDY 



2688 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21 140 


51508 


A 


21267 


907 


1327 


PRLLQRSTPSPWRTEELEALRRX 
QRLADAAGQNTGDPGDAA\QQ 

PAPAPPI QKII QUI WP+k'XTl VP 

V\EN Y PYTRLARYWTT* VMTGI 
RNQGFN*KSLKKVKAQ\QTEKT 
TTVKFNQKKK 


21141 


51509 


B 


21268 


1 


828 




21142 


51510 


A 


21269 


317 


2390 


KWPKMNPQQQRMAAIGTDKE 

LSDLLDFSAMFSPPVNSGKTRP 

TTLGSSQFSGSG1DERG\GTTSW 

GTSGQPSP\SYDSSRGFTDSPHY 

SDH LN DS RLG A H EG L SPTPFMN 

SNLMGKTSERGSFSLYSRDTGL 

PGCQSSLLRQDLGLGSPAQLSS 

SGKPGTAYYSFSATSSRRRPLH 

DSAALDPLQAKKVRKVPPGLPS 

SVYAPSPNSDDFNRESPSYPSPK 

PPTSMFASTFFMQDGTHNSSDL 

WSSSNGMSQPGFGG1LGTSTSH 

MSQXSSSYGNLHSHDRLSYPPHS 

VSPT\DINTSLPPMSSFHRGSTSS 

SPYVAASHTAPPINGSDSILGTK 

GNAAGVSSQTGDALGKALASIY 

SPDHTSSSFPSNPSTPVGSPSPLT 

GTSQWPRPGGQAPSSPSYENSL 

HSLQSRMEDRLDRLDDAIHVLR 

NHAVGPSTSLPAGHSDIHSLLG 

PSHNAPIGSLNSNYGGSSLVASS 

RSASMVGTHR\EDSVSLNG\NH 

SVLSSTVTTSSTDLNHKTQENY 

*RWPCKSQSGT\VVPQEIKT\EN 

KEKDENLH EPPSSDDMKSDDX* 

SSQKDIKVSSRGRTSSTNEDEDL 

RVRD1NEAFKELGRMCQLHLKS 
EKPQTKLLILHQAVAV1L\SLEQ 
O VRERN LN PKAACLKRREEEK 
VSAVSAEPPTTLPGTHPGLSETT 


21 143 


51511 


A 


21270 ! 


2 


153 


QNASSPSKGSQLLTSKGTKLDG 
E*V** 1NRSRLQKVAN1M KLLWR 
KLKGQF 



2689 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


21 144 


51512 


A 


21271 


1 


1230 


MRKTQCKNAESSKNQNASFPP 

KDHNSLTAREQNW1ENEFGELT 

EVGFRRLNQEEVEFLNRPITGSE 

IEAI1NSLATKK\GPEGFIAEFY*R 

KTQCKNAESSKNQNASFPPKD 

HN S LT A REQN WI ENEFGELTEV 

GFRRLNQEEVEFLN RPITGSEIE 

ANNSLATKKRTRGIHSRJLLEVI 

TSFYVERGGNAMSFMGKGVTK 

STILCLLHLSHEMMAQAGSLE 

WMSLWFLPLGSHSEEHIPTQQG 

LA WLIPLWVDRDPEVRFTSLG L 

GSALTTLETGCVALANSCQN1S 

GGLWGTVVN1LLDQSECSMVR 

RESQHHVDVAKVYHLHPPEW 

WPKLYLGPLDHSRELRSSVLEC 

MEQRLEVTLGTTPYFSVP1SKFI 

QAVTTKCLRLGASRFSVCLAGL 

SAAPEQKIHPPPPTQQFQQLPHD 

SVGFLQFSLHPKGNFGSGISSPD 

RSGDASHYSYPSLWQ1RGTSRV 

KJCQTWGSGNLKKWGIHKVQP 

QRLMMQNDTDEES1 


21145 


51513 


A 


21272 


1 


987 




21146 


51514 


A 


21273 


180 


466 


ARGSERAAASFSASMYEGKKT 

KNMFLTRALEK1LADKEVKKA 

HHSQLRKACRWALEGNKAETE 

KQSPPHGEAKAGISTLPPVKSK 

TNFIEADKYF 


21 147 


51515 


A 


21274 


1 


1224 




21 148 


51516 


A 


21275 


251 


5986 


SCRCPPRLQSPTSTPSPFSLLFLP 

LLLLPSSRWEPRVGRAAASFSA 

SMYEGKKTKNMFLTRALEfCIL 

ADKEVKKAHHSQLRKS/CGRV 

ALEEIKAETEKQSPPHGXEAKAG 

SSTLPPVKSK FNFIEADKYFLPF 

ELAACQSKCP\R I VXSTSLDCLQK 

L\IAYGAL*LGNAPDSTTPGKKL 

IDRIIETICGCFQGPQTDEGVQL 

QIIKALLTAVTSQHIE1HEGTVL 

QAVRTCYNIYLASKNLINQTTA 

KATLTQ 


21 149 


51517 


A 


21276 


46 


214 


KLRLTTTSVYAIPNRRRYDGFK 
LVQSCIFI*NFRS*DLRPPQYMPF 
LIEGGMTVSNSCRAAFSFTSLC 
RHFRSEAWLQNTNTGGFGSTF 


21150 


51518 


A 


21277 


306 


616 




21151 


51519 


B 


21278 


47 


927 





2690 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


21 152 


51520 


A 


21279 


660 


890 


GGKITASGSPVPRPSGA*ALPSG 

RCSTPRTSSCPRQLPEPPGLAPSP 

PSAPANTTPDDSHAAP*GTRAH 

THRPPPHT/PTAPSRPPTSPPVAT 

RTAPKAPQ/HHP/PTSCPTQRPT 

DSPSVHEPSQPLATQHSTQPI*P 

VIVTQ 


21153 


51521 


A 


21280 


3 


213 




21154 


51522 


A 


21281 


349 


2616 


TTAMAHRKLESVGSGMLDHRV 

RPGPVPHSQEPESEDMELPLEG 

YVPEGLELAALRPESPAPEEQE 

CH7MHSPDGDSSSDYVNNTSEEE 

DYDEGLPEEEEGITYYIRYCPED 

DSYLEGMDCNGEEYLAHSAHP 

VDTDECQEAVEEWTDSAGPHP 

HGHEAEGSQDYPDRQLPIPEDE 

PSVLEAHDQEEDGHYCASKEG 

YQDYYPEEANGNTGASPYRLR 

RGDGDLEDQEEDI DQ1 V AEIKM 

SLSMTSITSASEASPEHGPEPGP 

EDSVEACPPIKASCSPSRHEARP 

KSLNLLPEAKHPGDPQRGFKPK 

TRTPEERLKWPHEQVCNGLEQP 

RKQQRSDLNGPVDNNN I PKTK 

KVASFPSLVAVPGPCEPKNLID 

GIIFAANYLGSTAQLLSERNPSK 

NIRMMQAQEAVSRVKRMQKA 

AKIKKKANSEGDAQTLTEVDLF 

ISTQRJKVLNADTQETMMDHAL 

RTISYIADIGNIVVLMARRRMPR 

SASQDCIETTPGAQEGKKQYK 

MICHVFESEDAQLIAQSIGQAFS 

VAYQEFLRANGINPEDLSQKEY 

SDIPNTQEMYNDDLIHRSNSEN 

CKELQLEKHKGEILGVVVVESG 

WG SI LPT V I LAN M MN G G P A AR 

SGXKLSIGDQIMSINGTSLVGLPL 

ATCQGIIKGLK*PDHR*SFNIV\S 

C pp v/TPRFL YSKRPDLK YQLG F 

SVQNGIICSLMRGGIAERGGVR 



BNSDOCID: <WO 0175067A3_IA> 



2691 



WO 01/075067 



PCT/USO 1/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21 155 


51523 


A 


21282 


20 


771 


TTPNKQHMMQTRAGSAWYLR 

SRGCSQGAPQKASSGSGGSSW 

NRSVATVPGIVLGWRRPELLSE 

RGCAEARGAGVAGRQRLQLTG 

VQGKSVVRGRGLLGRREWCRR 

GGGAAPRPTPAGTPVPRRPGTR 

AGPEEGEGAGAGARAAPEPRP 

HALSPPAAFGADGQLRPLLLTS 

LRAHHPGRGGLLLTSPGTHQPR 

RGRQGTPPPASPSPA/PEEGALP 

GVLPL*PPPSPPSP/SSESPRPHPG 

GGALAVTRRTAAA 


21156 


51524 


A 


21283 


1615 


1985 


LGSTRQAAPGQLRGHQAPAPN 

SDATAGQGRCRRSAD*GWGSR 

EQPALPLPSGPAPLLPPLLPPLL 

PVPPSPPPPSPPSPPSPLPPP\GPP* 

PPLTFSVVTPGGLWCPPHRKSL 

NPTSKG VNEY 


21157 


51525 


A 


21284 


3 


501 




21158 


51526 


A 


21285 


1 


2646 




21159 


51527 


A 


21286 


31 


319 


V1QDLHVPPREESAEQVDDPPE 
PVY\RT*RGSPGPLHRAPLQPPF 
PA RCG RRTRTRAPG AP 1 TITQT 
RJELPPGSRPLRLPRVPPAQPPPL 
PRWTAT 


21160 


51528 


A 


21287 


3 


147 




21161 


51529 


A 


21288 


20 


600 


PVTPRRTILPWALSVSPALPLP* 

PHPPAGLVMSARTSRCSTPTTS 

LRSSG*GWRTPTGSHTST1QRTP 

LFDGSCPRSLSLPLEASINPARM 

VTPQPRPALQRRRSQQSWMRL 

GAGRKSLLPQLL*GPRPWTRQG 

CS1APRRQTRESGSGRSTGVPPG 

LCWRVAS*HSSRTQRPRLQAA* 

GSLPSFPPLSTQWS 



2692 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
A: =Stop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


21 162 


51530 


A 


21289 


383 


1800 


TCSTQTSLRNPPRRPRAASLPQT 

CSRSPRPSRAHSLTGRPPRFQSQ 

MPSRSPCC*IC*NIRIDLCGS\TH 

SDGRFELVFSGKKLALRASSQD 

E A ED WLDR V RE A LQK VRPQQE 

DEWVNVQYPDQPEEPPEAPQG 

CLSPSDLLSEPAALQGTQFDWS 

SAQVPEPDAIKESLLYLYMDRT 

WMPYIFSLSLEALKCFRIKNNE 

KMLSDSHGVETIRDILPDTSLG 

GPSFFKIITAKAVLKLQAGNAE 

EAALWRDLVRKVLASYLETAE 

EAVTLGGSLDENCQEEKNNTK 

HTTARNAFEENDFMENTNMPE 

GTISENTNYNHPPEADSAGTAF 

NLRPTVKQTETKWEYNNVGTD 

LSPEPKSFNYPLLSSPGDQFEIQ 

LTQQLQSLIPNNNVRKLIAHV1R 

TLKMDCSGTHVQVTCAKLISRT 

GHLMKLLSGQQEVKASKIEWD 

TDQWKIENYINESTEAQSEQKE 

KSLEAASGTQDGVHVQEPRPQ 

APSPLDLQQPVESTSSQQPSSTV 

SETAREVGQGNGLQKAQAHDG 

AGLKLVVSSPTSPQQVCKLWW 

SAGLHTPPPVTSLGTVGLQGPQ 

QRFPKFPDFFHPLEISCGKVA 


21163 


51531 


A 


21290 


2 


667 




21 164 


51532 


A 


21291 


84 


377 


RMGKHCFENLLFRDGKAQRAC 
MGYTVCHSHIVGSGQKCWPA 
WPQVNLQPSRHQQVCCSLPRC 
A KCKTV FHQSCQA V\ VKKGCPR 
CAR*RKYQQQNVFA 


21165 


51533 


A 


21292 


2 


1168 


FVLPVVSGRETASSARRLRGCR 

SREPPSPRSSLRLVSCDSLREQL 

REWRCFQWWRMDWTPRLPSR 

HIISELEHLTFVNMDVGRCRAW 

LRL A LNNGLMEC YLKLLLQVEQ 

ARLREYYQPTALLRDAEEGEFL 

LSFLQGLMSLSFELSYKSAILNE 

WTLTPLALSGLCPLSELDPLSTS 

GAELQR1CESLDSISHSSGSEDIE 

VHHSGHK1RRNQKPTASSLSLD 

TASSSQLSCSLNSDSCLLQENGS 

KSPDHCEEPMSYDSDLGTANA 

EDSDQSLQEVLLEFSKAQAASG 

TQDGVHVQEPHPQAPSPLDLQ 

QPVESTSGQQPSSTVSETAREV 

GQGNGLQKAQAHDGAGLKLV 

VSSPTSPNISSM1QSTRPVHFCIV 

STKHCTWEKVGMDE 



2693 
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WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

111 U5>i>rN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

m/isirt fgxr lief 'iminn HCill 

couon lor mm <tin*uu ^niu 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
oiop iuuimi, / — puvMuic nucicouuc 
deletion, \=possible nucleotide insertion) 


21 166 


51534 


A 


21293 


263 


813 




21167 


51535 


A 


21294 


130 


1094 


NQPHRTKGCPNSSTECKNGSLT 

CDFMQVPILEMGKLRPEGERRV 

QDRDSNPSLSPSAGLFQARWS* 

PPRPSFLLPAGKRRGCDGGGRG 

GGRVRAGGAPLRVHRQGRAPP 

QSTEHWWHVRRKPGGRPFYLP 

AQYVRELPALGNPAADAPPGPP 

IGTRSP*AARLRLPVRERGCGSG 

PQRPPSGAPRRGQLPVRPCAAR 

RREP/RAAAWRPACPPACTCGP\ 

GARAARAVPGRPDARRRLASR 

RQPRKQRQLQGLQRSGLLGVP 

AAPVAQRLRERLRGHPGGTRP 

AAVGDREAGTTPGAEAGRLAE 

DS ARREPGLEEN HSAQRRA 


21 168 


51536 


A 


21295 


2 


3676 




21169 


51537 


A 


21296 


432 


3453 


DLAGEVLLCGGAADYGTLGFS 

SPA VQEANRGALCSSI ERGHIIS 

ELEHLTFVNTDVGRCRAWLRL 

A LN DG LM EC Y LKLLLQEQ A RL 

HEYYQPTALLRDAEEGEFLLSF 

LQGLTSLSFELSYKSA1LNEWTL 

TPLALSGLCPLSELDPLSTSGAE 

LQRXESLDSISHSSGSEDIEVHH 

SGHK1RRNQKLTASSLSLDTASS 

SQLSCSLNSDSCLLQENGSKSP 

DHCEEPMSCDSDLGTANAEDS 

DRSLQEVLLEFS 


21 170 


51538 


A 


21297 


64 


2996 


LCPPAQPAASQPQVELPAGWPQ 

PHALPLPHDHRAQHLLGCAHP 

GRAKPELQQHHDCACAAQIPH1 

PVRQPYQHPDPPLCQPRRPACP 

ALPIHGRQLLLQEPLQAGTGGG 

PGCPPWPGQPHPPVTQVQQPHC 

GAPQPAFQPGVSAVVLRGRJVK 

LAPEDLANLTALRVLDVGGNC 

RRCDHAPNPCMECPRHFPQLHP 

DTFSHLSRLEGLVLKDSSLSWL 

NASWFRGLGNLRVLDLSENFL 

Y KC I TKTKA FQGLTQL 


21 171 


51539 


A 


21298 


1 


320 


PVRTPP1PAFSPLKTLRJMSLHQF 

LLEPNCGRPQLCRGTMARKPAP 

RKH*KHISRQCRVVLFEYKIGES 

VGFFKAVIFLFVFLRFHSILDQS 

FSLSSLLWK1VTLT 


21 172 


51540 


A 


21299 


1 


443 




21 173 


51541 


A 


21300 


1 1 


1059 





2694 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21 174 


51542 


A 


21301 


116 


1559 


PRTARPSCAHARTVRAVATRRR 

RVHFRDLSAAPSGLSVLRPRPT 

EPVRVDCPESANPPVRARPDSP 

DPRMFELLAASDARJNGPFCAP 

RVLLAPLLGAFVTVSKIVSKIAL 

SPK*SRRSHLLRRNGSQW\VKV 

H\ELKEHNG\HITGID\WAPKSD 

RICH/CLG ADRNCLM V WS\QK\D 

GVWKPNPG*FLRNLIGGGNFL* 

KWVPPRRTKFGCGGSGARLISV 

CYFESENDWWVSKHIKKPIRST 

VLSLD WHPNM VLLA AGSCDFK 

CRVFSAYIKEVDEKPASTPWGS 

KMPFGQ\LMSEFGG\SGTG\GW 

VHG VSFSVASG\DRLG WGSATD 

ST\VSVA*CLQKVVQVSTLKT\E 

FLAAP*VVSFVSREPASGLPAH 

DC\CPMLFNYG*PRAALTFRLP 

KLDIPKNOSIORNMSAHGNAFG 

NM\DK RATTED\RNTA L\ETLH\ 

QNSITQVLYLLRWDKQDXCRKF 

CTVTGIXDGEPWTIWDFQDPRSL 

PSQGLRIM 



BNSDOCID: <WO 0175067A3JA> 



2695 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21 175 


51543 


A 


21302 


1 


2223 


MKHYTRVQSSISPPAERQETHA 

WASPAVTSLESAACHELQEAD 

LSESLSYPRIVSSSSLQQYVAQG 

GSFPCFGMPWNFISGGAESTNA 

V1SFANATTAVPMAVLSRRESS 

LANNPGVVNYSALPENENVGP 

EMPERPANSSKN STETA N Y PTL 

MGNYNGQNTASLSVFIPPYFAE 

Kl I LTEM PGTTETN VENN SQTV 

Y Y P A LSGNTS AP YPASS YLP1 TS 

NFVLERVAEMPETAGTNVKNN 

TQTVNYPPSSGRGRSQGNASLS 

LS1PPKFG1ERHLGCFLVLAIRSK 

AAMN\IIYHIGFV*TQAFISLRY/ 

MPKSAVAGSYGNALQNVLHIE 

MLFKTESGPQMSYGTMSYSTE 

MKNNCDQDDASASACLTPDFA 

LLPLN I L VKVDTNTENS VNTMN 

RSTLLDSDSGQDSSSSSVCIPPK 

YGYLGDPKRNVRVLKIHLLAV 

QNMAKPKQAACYLVRJLFSKEI 

LISSSVDIHLKDSQSLDPNKMA 

ALREYLATTFPTCDLHEHGKD 

WQDCISG1NSMIYCLCSEGKSTP 

KTVRKNKKRTNRVASASADRN 

DQRGRDGGEGCSWMFQPMNN 

SKMREKRNLQPNSNAIPEGMRE 

PSTDNPEEPGEAWSYFGRPWRN 

IRMPCSVLTLAKTKSCASLSAR 

YL1QKLFTKDVLVQSNVYGNL 

KHGLCALDPNK1SALREFLQEN 

YPICDLSENGRDWKSCVTSINS 


21176 


51544 


A 


21303 


1 


297 




21177 


51545 


A 


21304 


1 


162 




21 178 


51546 


A 


21305 


1 1 


212 


KGKNCVAIAADRRFG1QAQMV 
TTDFQKIFP/MGAQRJLKFRLNL 
YELKEGRQ1KPYTLMSMVANL 
LYEK 


21179 


51547 


A 


21306 


37 


554 


SSIKFGRSNPDYWIALPSRNLDP 

AIMSIMSYNGGAVMAMKGKN 

CVAIAADRRFGIQAQMVTRJDF* 

KFFPMG*PACTPGMAGFAIDVQ 

TVAQRLKFRLNLYELKEGRQIK 

PYTLMSMVANLLYEK/RDPDHL 

FETISQAMLNAVDRDAVSGMG 

VIVH1IEKDKITTRTLKARMD 



2696 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possibIe nucleotide insertion) 


21180 


51548 


A 


21307 


51 


741 


YTAIMSIMSYNGGAVMAMXKG 

KNCVAIAADRRFGIQVARLLTTN 

FQKIFPMGDRLYIGLGGASPLD 

VQTS/VAQRLKFRAEPVMS*RE 

GRQ1\KPYTLH*AMGGQPSLL*E 

KVFGPLTYTE\PVHLPGLGPERP 

FKALSICFSKTL1RVGPMGDLN 

DFCGSSGNLAPNKMYG\MCFS1 

WGGPTWDPDHLF* KPFSOGHG 

♦MLWDRDGS/VSGMGSSLFH11E 

KDKMPPRTLKARMD 

I V L~S J V 111 1 A X. X XL- 4 X VT» ft VI ▼ -I 1— f 


21181 


51549 


B 


21308 


150 


404 




21 182 


51550 


A 


21309 


199 


395 




21 183 


51551 


A 


21310 


100 


182 


SFLFWIKR*SFPDALYFSSKSGA 
CSCN 


21 184 


51552 


A 


21311 


203 


289 


KCLALDIALATRRSAi*FPSVKG 
PGRGV 


21 185 


51553 


B 


21312 


166 


411 




21 186 


51554 


A 


21313 


232 


317 


KC P A LDI A V ATRRS A 1 * FP A V KG 
PGRGV 


21 187 


51555 


A 


21314 


129 


278 


FYSSVSGVSSKDDRRFGCSGYS 
AAVISFRQC*SQLPGCSATYQR 
ESTFS 


21188 


51556 


A 


21315 


789 


962 




21189 


51557 


A 


21316 


477 


599 




21190 


51558 


A 


21317 


86 


577 


ATEPLAPSERREVSIPLLVPAPL 
PPPPRPPVPSRTRTRPWRRP*AC 
FPMTLAASCGPTRSPWPSQQPIP 
OPAPVG/PGNIKTLGDAYFFAV 

V^ 1 1 w VJ / 1 VJ I ^1 i rv 1 *— / VJ IS l\. 1 *• ' 1 I\. V 

DVRDFSPEDIIVTTSNNH1EVRA 

is v iviyi ox i-dvii v i l oil i^l I lll_> v iVrv 

EKLAADGTVMNTFAHKCQLPE 
D V DPTA V\TS ALRKDG SLTI RA R 
RDPHTEHV 


21191 


51559 


B 


21318 


312 


466 




21192 


51560 


A 


21319 


886 


1338 


GFWQVIRALRGGEVHREGTSA 
PGRHRRRCGCRSAWNRCCTAC 
SHVWPPRQMWPQG/PDVAMKT 
GNiKTLGDAYEFAVDVRDFSPE 

VhJ 1 ^ X A ^ X 1 — > VJ X-^ * *. X J_J X MX, W w ft V_X*^ X k^J X ft— « 

DI1VTTSNNHIEVRA/REA/ERPD 
GTVMNTFAHKCQLPEDVDPTS 
VTSALREDGSLTIRAWRHPHTE 
HVQ 


21 193 


51561 


A 


21320 


3 


605 


KKLTP V VRSRVERDPRVRRG LR 

PHPVLSSLRPPGQGPAPSVDEPQ 

NLFHLPSGEKI PFLFLLLLLFTPP 

PRPPVLSRPRTRPWRRP*ACFP 

MTLAAICGPTRSPWPSQPAPV/V 

AGNIKTL*DAYEFVVDVRDFSP 

EDI1VTTSNNH1EVRPEKLAADG 

TVMNTFAQQCQLPEDVDPTSV 

TSALREDGSLTIRARGHPHTEH 



2697 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



seo in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


21 194 


51562 


A 


21321 


3 


450 


SSAAEVQEPRGAPGSPS1PSASR 
PGPAPRPASLPPSQMQAAALPE 
EIRWLLEDAEEFLAEGLRNENL 
SAVARDHRDHILRGFQQIKAXG 
GDIGQDSSDDNHSGTLGLSLTY 
DAPFLSDYQDEGMEDIVKGAQ 
ELDNVIKQGYLEKKS*DH 


21195 


51563 


A 


21322 


1 


399 


1GQDSSDDNHSGTLGLSLTSDA 

PFLSDYQD/EG*VHQISDHWEK 

LRTWC*VYCDKGMED)VKGAQ 

ELDNVIKQGYLEKKSKDHSFFG 

SEWQKRWCVVSRGLFYYYANE 

KSKQPKGTFLIKGYSVRMAPHL 

RRDS 


21196 


51564 


A 


21323 


3 ! 


1 189 


RJLPARPPPDQGPRPVPPLSRPAK 

CRLAVLPEEIRWLLEDAEEFLA 

EGLRNENLSAVARDHRDHILRG 

FQQIKARYYWDFQPQGGDIGQ 

DSSDDNHSGTLGLSLTSDAPFL 

SDYHDEGMEDIV*GAQELDNVI 

KQGYLEKKSKDHSFFGSEWQK 

RWCVVSRGLFYYYANEKSKQP 

FCGTFLIKGYGVRMAPHLRRDS 

KKESCFELTSQDRRSYEFTATSP 

AEARDWVDQISFLLKDLSSLTIP 

YEEDEEEEEKEETYDDIDGFDS 

PSCGSQCRPTILPGSVGIKEPTEE 

KEEEDIYEVLPDEEHDLEEDES 

GTRRKGVDYASYYQG\LWDC\ 

YGDQPDDLSLAQRGDLILFLSKE 

YNMYGWWVGELNSLVGMVPK 

EYLHHLPLKWKERWKPREIYFF 


21197 


51565 


A 


21324 


47 


225 


NSHHVRGRPRCADSSSPSGDRG 
QPEAQPAPDSSAPEHAQEPGRA 
AVKRPDL*SHMTRRP 



2698 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


21198 


51566 


A 


21325 


66 


725 


A1L1ILLSSEGLWSSDQHRLVGV 

QDSPPQGSLGCYFSAMATSEQS 

VCQARASVMVYDDTSKKWVP1 

KPG\QQGFSRlNIYFfNTVSNTFR 

VVGVKLQDQQWVINYSIVKGL 

KYNQATPTFHQWRDARQVYGV 

LN FASKEE ATTFSN A M LF ALNI 

1VTNSQEGGPSSQRQVQNGPSPD 

EMD1QRRQVMEQHQQQRQEFL 

ERRTSATGPILPPGHPSSAASAP 

VSCSGPPPPPPPPVPPPPTGAYTP 

PPPPPLAPAGGAQGSSHDESFHV 

QDWPLAISWGPSLRRVPNGPED 

ASGGSSPSGTSKSDANRASSGG 

GGGGLMEEMNKLLAKRRKAA 

SQSDKPAEKKEDESQMEDPSTS 

PSPGTRAASQPPNSSKAAGRKP 

WERSN S RG Y FC VLDS VQN PA L 

WPKSPES*EPPSVSSL/1SRMKPA 

GS\VSDMA\LDAFDLD\RMKOFI 

LEEVVRELHKGERKEIIDVAIRO 

EA*SGISRKKNLGHRAHPPTRTS 

FICSQRPRLM 


21 199 


51567 


A 


21326 


301 


390 




21200 


51568 


A 


21327 


72 


415 




21201 


51569 


A 


21328 


395 


697 


RVMSPVH VNTICSPH PHSDGDV 
JVPIVLSNERYHWPWLGWVGG 
VDCDEFFRVVLGEARLHXLDGV 
AHQH*TKEGTISNLFQ\ATSVSH 
LVEVVPQKLSWVI 


21202 


51570 


A 


21329 


36 


399 


VEILTSKRAGDWFKEELRLLGG 

LDHIVDKVKECVDHLSRDEDEF 

KLVASLWGAORCLRVLOSVTV 

HNPENQSYLIAYKDSQLIVSSA 

K A LQHCEELI *Q YNRA VDTLCL 

ADCKPLPHPTVL 


21203 


51571 


A 


21330 


1 


177 




21204 


51572 


C 


21331 


198 


350 




21205 


51573 


A 


21332 


113 


228 




21206 


51574 


A 


21333 


1 


466 





2699 

BNSDOCID: <WO_0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21207 


51575 


A 


21334 


1 


4133 


ASGCWRKEVGAGSANGVEMV 

QGPVQTPALTIHRRKRRRRRRR 

RPSGGTQQALLPAPAVAASES* 

ARARPAALEAGREVAGPPXSCPP 

NRASYLPKAESLASLGSHLPAL 

LSRARVPRPPAGRKEREVRRKRP 

\VAKAPARL\RGEYETGWKMTS 

RFAKTYSRKGGNGSSKFDEVFS 

NKRTTLSTKWGETTFMAKLGQ 

KRPNFKPDIQEIPKJCPKVEEEST 

GDPFGFDSDDESLPVSSKNLAQ 

VKCSSYSESSEA 


21208 


51576 


A 


21335 


3 


221 




21209 


51577 


A 


21336 


1 


580 




21210 


51578 


A 


21337 


2 


1095 


ARGNRPPPPPRTERGVLESRTRS 

RHRA PRLPP A M P A PRA PRA L A A 

AAVPASGKAKLTHPGKAILAGG 

LRGGMQICMTFPTEYVKTQLQL 

\DERSHPPRYRGIGDFVRQTVRS 

HGVNLGLYRGLSSLLYGSJPKAA 

V\RFGM FE\FLSNHMRDA\QG RL 

DSTRGLLC\SLGAGRGPRP*VV 

VCPMETIKVKFIHDQTSPNPKY 

RGFFHGVREIVREQGUKGTYQ 

G LT A T\ V L KQG SN Q A\ I RF\F V M 

TSLRQW\YPRGTTPNKAHEPF*I 

TWGSFGAMASASQVSFGNTPLD 

V IVKTRMPGP WRPH K\ Y RXNTWD 

\CGL\Q1LKKGGGSRAF\YKGTV 

PPLGPGLAWDVAIWFVMYDEV 

G*SCFNKVWKNGIKA 


21211 


51579 


A 


21338 


3 


375 


TAGDSGAEDGPASRVSQMPTLP 

PPMPWNLPAGVDCTTSGVLAL 

TALFFKMEEANLASRAICAQELI 

QATNQILSHRKPPSSLGMTPAP 

VPTSLGLPPGPSSYLLSGSPPLG 

GC\GSTPPTPPGLAA 


21212 


51580 


A 


21339 


51 


3789 


GRGHPHGGGELLPASPRGSPEG 

DQPGQGDPEEKEGRVVPRGGA 

PDVPSAHALVPEPQTVLGLHQR 

VTAQPGRHGAH*LHGDRLHSG 

RPQRPTHTGWAPCLPYPTLGSG 

*RRHHGNPAGTPRSLLFPF\PEK 

ELEAPPPAPRFDIYDPFHPTDEA 

YSPPPAPEQKYDPFEPTGSNPSS 

SAGTPSPEEEEEEEEEEEEEEED 

EEEEEGLSQSISR1SETLAGIYDD 

NSLSQDFPGDESPRPDAQPTQP 

TPAPGTPPQ 


21213 


51581 


A 


21340 


286 


393 




21214 


51582 


A 


21341 


64 


610 





2700 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


21215 


51583 


A 


21342 


1 


4433 


MWAQLLLGMLALSPAIAEELP 

NYLVTLPARLNFPSVQKVCLDL 

SPGYSDVKFTVTLETKDKTQKL 

LEYSGLKXRHLHCISFLVPPPAG 

GTEEVATIRVSGVGNNISFEEK 

KKVLIQRQGNGTFVQTDKPLYT 

PGQQVYFR1VTMDSNFVPVND 

KYSMVFI ODPNSNRFAOWI FV 

VPEQGIVDLSFQLAPEAMLGTY 

TVAVAEGKTFGTFSVEEYVLSP 

FLLLLSSVLPKFKVEVVEPKELS 

TVQESFLVKGGL*\ 


21216 


51584 


A 


21343 


3 


522 


ELRTW I EG LTG LS VGPDFQKG L 
KDGTILCTLMNKLQPGSVPKIN 
RSMQNWHQLENLSNFIKAMVS 
YGMTslPVDT FFANDI FF^fTNJMT 

QVQVSLLALAGKMGTNKCASQ 
SGMTAYGTRRHLYDPKNHILPP 
MDHST1\SLQMGTNKCASQVG 
MTAPGTRRHIYDTKLGTDVKCD 


21217 


51585 


A 


21344 


1 


1230 


MHQEDLRAWYLDLGLPSHQNE 

TTDVSVVYERFSLTDATYPKQA 

KQWDFPFLRVSTAQPTAWKCQ 

RAPSPYTHQDTALIPSPTARWL 

SPEKEPKQGEVGEKSLLPDPTLP 

LTDPRLTGSTEQKKDLAAGPVG 

SALRRRPPAVSSTQFNKGPSYR 

LLADVQNRLLPKYDSQKEAEL 

RS WIKG FTG LSI R PDFQKG LKD 

GIILCTLVNKLQPGSVPKINXASV 

*N WH * LENLSNFLKA M VS YGM 

/NPVDLFEANDLFESGNMMQVR 

VSLLALAGKAKTKGLRSGVDIR 

DK YSKKQN FDDTTMKA SQC V I 

RLOITNKCASOSGMTAYGTRR 

HLYDPKNRILPPMDNSTISLQM 

GTN K Y ASQ VGMTA PGTQRHI Y 

DTNLG I DKCENSSMSLKMG YT 

QVANHSGQVFGLGRQIYEPKY 


21218 


51586 


A 


21345 


2 


389 





2701 

BNSDOCID: <WO 0175O67A3JA> 



WO 01/075067 



PCT/U S0 1/08631 



SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide \ 
deletion, \=possible nucleotide insertion) 


21219 


51587 


A 


21346 


1 


1 1 13 


MHQEDLRAWYLDLGLPSHQN 

AQPTAWKCQRAPSPYTHQDMA 

LIPSPTARWLSPEKEPKQGEVG 

EKSLLPDPTLPLTDPRLTGSTEQ 

AHAEGLAALMSALRVSHLQGR 

GGVVTLVDSQLGVIAVSSTQFN 

KGPSYRLLADVQNRLLPKYDS 

QKEAELRSWIKGFTGLSIRPDFQ 

KGLKDGJILCTLVNKLQPGSVP 

KIN\ASV*NWH*LENLSNFLKA 

MVSYGM/NPVDLFEANNLFESG 

KNMQVRVSLLALAGKAKTKGL 

RSGVD1RDKYSEKQNFDDTTM 

KASQCVIRLQITNKCASQSGMT 

AYGTRRHLYDPKNRILPPMDNS 

TISLQMGTNKCASQVGMTAPG 

TQRHIYDTKLGIDKCENSSMSL 


21220 


51588 


A 


21347 


353 


1260 


SC WCLKLALA VSST/QFNKG PS 

YRLLADVQNRLLFKYDSQKEA 

ELRSWIKGFTGLSIRPDFQKGLK 

DGIILCTLVNKLQPGSVPKINXAS 

V*NWHQLENLSNILKAMVSYG 

M/NPVDLFEANDLFESGNNMQ 

VRVSLLALAGKAKTKGLQSGV 

D1RDKYSEKQNFNDTTMKARL 

CVIRLQITNKCASQSGMTAYVT 

RRHLYDPKNRJLPPMDNSTISLR 

MGTNKCASQVGMTAPGNQWH 

IYDTKLGIDKCENSSMSLKMGY 

TQVANHSRQVFGLGRQ1YEPKY 

QPGGPVAHGAPSAGNCPGPGE 


21221 


51589 


A 


21348 


3 


530 




21222 


51590 


A 


21349 


1 


853 


MPESWLAAFPPYGDIKKVVGL 

QLKEGLHQNLTMQDSIQIFDFQ 

LPGLLRPSSVLWTLKPYHTAGL 

ASDRDSYKGILACMPCMFGSRR 

SPLRD1 KSHQADLELEVKNSLD 

TIHRLESELKKQSKIQSQMKVE 

KAHLEEEIAELKJCSQAQDKAKL 

LEMQESIKDLSAIRADLANKLA 

EEERAKKTSA*GAFGP/LIAQAN 

SRDEGTATIITQLELERDVHQRE 

LKDLTSSLQSVKTKHEQNIQEL 

MKHFKKEKSEAENHIRTLKVPL 

LNYPDDTEG1FLVAHEVNKA 



BNSDOCiD: <WO 0175067A3_IA> 



2702 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn > 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21223 


51591 


A 


21350 


1 


652 


NTSLINTKKKLETDISQIQGEME 

DIIQEARNAEEKAKKA1TDAAM 

MAEELKKEQDTSAHLERMKKN 

LEQTVKDLQHRLDEAEQLALK 

GGKKQIQKLEARVRELEGEVES 

EQKRNVEAVKGLRKHERKVKE 

LTYQTEEDRKNILRLAQDLAVDK 

LQAKVKSYKRQAEEAEEQSNV 

MLSKFRRJQHELEEADRRAD1A 

ESQVNKLRVKSREVHTKI ISEE 


21224 


51592 


A 


21351 


21 


5868 


PAAMSSDSEMAIFGEAAPFLRK 

SERERIEAQNKPFDAKTSVFVV 

DPKJESFV KATVQSREGGK VTA 

KTEAG ATVTV KDDQVFPMNPP 

KYDKIEDMAMMTHLHEPAVLY 

NLKERYAAWM1YTYSGLFCVT 

VNPYKWLPVYNAEVVTAYRG 

KKRQEAPPHIFSISDNAYQFML 

TDRENQSILITGESGAGKTVNT 

KRVIQYFATIAVTGEKKKEEPA 

SGKMQGTLEDQ11SANPLLEAF 

GNAKTVRNDNSSRFGKFIR 


21225 


51593 


A 


21352 


54 


399 




21226 


51594 


A 


21353 


441 


1585 


VPPMGGGPPFVGPVGFGPGDRS 

HLDSPEAREAMFLRRAAVAPQ 

RAPILRPAFVPHVLQRADSALSS 

AAAGPRPMALRPPHQALVGPP 

LPGPPGPPMMLPPMARAPGPPL 

GSMAALRPPLEEPAAPRELGLG 

LGLGLKEKEEAVVAAAAGLEE 

ASAAVAVGAGGAPAGLAVIGPV 

SLPLALAMPLPEPEPLPLPLEVV 

RGLLPP\LRITELLSLRPRPRPPR\ 

PEPPPGLMALEVPEPLGEDKKK 

GKPGEIEHRCIATA/AQGASWE 

DPPTCWKWDAE*LSRVFCGDL 

G\N E VND* HLG H A AS ARFPIPSL 

KAKVIR*QSAQARPKGYG\FVS 

FKDP\SDYVRP\MREMNGKYVV 

LAPPIKLRKSMWKDRNLDVFR 

KKQKEKKKLGLR 



BNSDOCID: <WO 0175067A3_IA> 



2703 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


21227 j 


51595 


A 

* 


21354 


I 


1 122 


MPGGKIGFLIEKGATEQSSTGN 

DFDELREEGGRRSNYSELQED1 

QTKGKEVENFEKNLEECVTTIS 

NTEKCVKELMELKTKARELRE 

ECRSFRSQCNQLEER VPA MKDE 

MN EM KREGKFREKRI KRN EQS 

LQEIWDYVKRPNLPLIGVPESD 

RENGTKLENTLRDIIQENFPSLT 

RRG QPFRI M ENTEN A PKDN LLE 

KEQLPRHNNC L E LTQEE P A WD 

LQFDLLDLNDISSALKHHEEKN 

L1SLLPQRGADYLSFRSHFQKNF 

VCVENCSLQERTVTGTVKVKN 

VSFEKKVQ1RITFDSWKNYTDV 

DCVYMKNVYGGTDSDTFSFA1 

GLPP V I PTEQKI EFCI S YH ANG\Q 

IF\WDNK*WGRKYKNCVIVQW 


21228 


51596 


A 


21355 


71 


1124 


GPPPLCLMSCTRM1QVLDPRPL 

TSSVMPVDV A M RLCLAHSPPV 

KSFLGPYDEFQRRHFVNKLKPL 

KSCLNIKHKAKSQN D WKCSHN 

Q AKKRVVXFADSKG LSLTA 1H V 

FSDLPEQPAWDLQFDLLDLNDI 

SS\ALKHH\EEKNL1LDFP\QPST 

DYL\SFRSHFQK\NFVCL\ENCSL 

Q\ERTVTGTV\KVKNVEF*GRKF 

QIRYHFSDSWEKLTLDVDCVY 

MENVY/GVGTGSDTFSFAIDLPP 

VIPTEQKIEFCISYHANGQVFW 

DNNDGQ\NYWIVHVQWKPDG 

VQTQMAPQ\DCAFHQTSPKTEL 

ESTIFGSPRLASGLFPEWQSWG 

RMENLRLLCDELSKNVTGLDLS 

YSPMQS 


21229 


51597 


C 


21356 


204 


273 




21230 


51598 


B 


21357 


1 


1062 




21231 


51599 


A 


21358 


I 


397 


QRPI*PTKPIGQRVSKGHQP\TR 

H\DFTQF\LAAHETISRLVGFSA 

GQV\QYLDLIKK\DPSKLFNEER 

LIDKTKVTYLKWLPESESLFLA 

SHASGHLYLYNVSHPCASAPPQ 

YSLLKQGEGFSVYAAKYNDLF 



2704 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possibte nucleotide 
deletion, \=possible nucleotide insertion) 


21232 


51600 


A 


21359 


71 


1736 


FRTSLKDVWHTPLTPFLPPLKSI 

DLNKPIDKR1YKGTQPTCHDFN 

QFTAATET1SLLFGSFSPRRTWA 

WCGPAV*AGPCPTAFLGTLRLI 

DKTKVTYLKWLPESESLFLASH 

ASGHLYLYNVSHPCASAPPQYS 

LLKQ\AWGFSFYAAKSKAPRNP 

LAK WA VGEGPLNEFAFSPDGR 

HLACVSQDGCLRVFHFDSMLL 

RGLMKSYFGGLLCVCWSPDGR 

YVVTGGEDDLVTVWSFTEGRV 

VARGHGHKSWVNAVAFDSLY 

TTRAEEAATAAGADGERSGEE 

EEEEPEAAGTGSAGGAPLSPLP 

KAGS1TYRFGSAGQDTQFCLW 

DLTED V L Y PHPPL A RTRTLPG T 

PGTTPPAASSSRGGEPGPGPLPR 

SLSRSNSLPHPAGGGKAGGPGV 

A AEPGTPFSIG RF ATLTLQERRD 

RGAEKEHKRYHSLGNISRGGSG 

GSGSGGEKPSGPVPRSRLDPAK 

VLGTALCPR1HEVPLLEPLVCK 

K1AQERLTVLLFLEDCIITACQE 

G L 1CT WPRPGKAFTDEETE AQT 

GEGSWPRSPSKSVVEGISSQPG 


21233 


51601 


A 


21360 


2 


467 


LMQ/N W DA AM EDLTRLK ET 1 D 

NNSVSSPLQSLQQRTWLIHWSL 

FVFFNHPKGRDNIIDLFLYQPH 

MLADKLNMTPEEAERWIVNLI 

RNARLDAKIDSKLGHVVMGNN 

AVSPYQQVIEKTKSLSFRSQML 

AMNIEKKLNQNSRSEAPNWAT 

QDSGFY 


21234 


51602 


B 


21361 


1 


909 




21235 


51603 


A I 


21362 


3 


3617 


Y WKERPTQKVIPRATENHG LKS 

YLQKTKLSIDEAAFLLPDTNLK 

SELLELLTH WLQVG VPMTPSLG 

SINLLGWLTELRETHTYICWFIV 

KETTRDTDEEMCRTEPALACSI 

SHYCDDGC1QMLNTPETLQCSA 

KDSKHFIPKECS1PGENRPPSDT 

G KT VKFL S LN 1 FN LQL AESTD A 

EQRANCILRCFLTETTLNYQKIL 

S VRPGTKLATASH VSGLG LQTP 

PFGLAQHLIRPHAFLAPKDPLTS 

FTERNSRSG 



BNSDOCID: <WO 0175067A3_IA> 



2705 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


21236 


51604 


A 


21363 


75 


2141 


G PRLG LTTM WH E A RKLG R RL R 

GLLFDSRKRAERRREYYEKIKK 

DPAQFLQVHGRACKVHXLDSA 

VALAAESPVNMMPWQGDTNN 

MIDRFDVRAHLADHIPDYTPPLA 

HHHFSQNQESDER\KCNYERYR 

GLVQNDFAGISEEQCLYQIYIDE 

LYGGLQRPSEDEKKKLAEKKA 

S1GYTYEDSTVAEVE1CAAEKPE 

EEESAAEEESNSDEDEVIPDIDV 

EVDVDELNQEQVADLNKQATT 

YGMADGDFVRMLRKDKEEAE 

AIKHAKALEEEKAMYSGRRSR 

RQRREFREKRLRGRKISPPSYAR 

RDSPTYDPYKRSPSESSSESRSR 

SRSPTPGREEKITFITSFGGSDEE 

AAAAAAAAAASGVTTGKPPAP 

PQPGGPAPGRNASARRRSSSSSS 

SSSASRTSSSRSSSRSSSRSRRGG 

GYYRSGRHARSRSRSWSRSRSR 

SRRYSRSRSRGRRHSGGGSRDG 

HRYSRSPARRGGYGPRRRSRSR 

SHSGDRYRRGGRGLRHHSSSRS 

RSSWSLSPSRSRSLTRSRSHSPSP 

SQSRSRSRSRSQSPSPSPAREKL 

TRPAASPAVGEKLKKTEPAVAG 

KETGAAKVXPKLTPQEKLKLRM 

QKPL\NRQFKADKKAAQRKR*S 

QAEHERQERKDEAXRAMARKIG 

MKERERXREKEREEWERQYSRQ 

SRSPLP/RDYSREYSSSRRRSRSR 

SRSPHYRH 


21237 


51605 


A 


21364 


1 


609 




21238 


51606 


A 


21365 


1 


1227 




21239 


51607 


A 


21366 


1 


1626 




21240 


51608 


A 


21367 


370 


4388 


GF1WN R1TPTEDGQTRELQN H L 

GLSAPVPRGRKGKKVKTQTSSF 

D1QKAEWLRKYNPEQLLQDEG 

YKKHIICHHCNKVLLRVRMLYY 

LKQEVIGNECQKVFDGVDASDI 

DVWVPEPDHSEVPAEWWDFD 

ADKSLL1GVFKHGYEKYNTIRA 

DPALCFLERVGKPDEKAVAAE 

QRANDYMDGDVEDPEYKPAPA 

IFKDDIEDDVSSPGDLVIADGDG 

QLMEGDKVYWPTQSALTTRLR 

RLITAYQRTNKNRQ1QQIQ 



2706 



BNSDOCID: <WO 01 75067 A3_IA> 



wo 



01/075067 



PCT/USO 1/08631 



SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21241 


51609 


A 


21368 


1 


530 


AEADAHQMVREGQRARRQQQ 

AATSESSQSEASVRREESPMDV 

DQPSPSAQDTQSIASDGTPQG\E 

KEKEERPPELPLLSEQLXALDEL 
w/T^\vi! dT?r*i pt ppQunnuAvr 

W LJWl LOC^LrvJ^LCtorllJl^rl A V L-i 
Ci niv l v LIN v^/lL-rv^o 1 I nLAUur 

FAVLVDYIRVLDFDVKRKYFR 

QELERLDEGLRKEDMAVHVRR 

DHVF 


21242 


51610 


A 


21369 


1 


217 






J1UJ 1 


A 
AY 


^1 J / u 


Old 


SOQ 

J™ 


PVQkTCDV A PI /TiCVM DCIACCC 
"V oKtoKVArLL-UrLLrr lv<f£>fc,£> 

SQSEASVRREESPMDVDQPSPS 
AQDTQSIASDGTPQGEKEKEER 
PPELP/LLSEQLSLDELWDMLGE 
CLKELEESHDQHAVLVLQPA 


21244 


51612 


A 


21371 


2 


731 


TPTPPT A PTPVTSA PAL V A ATA 1 

STIVVAASTTVTTPTTATTTVSI 

SPTTKGSKSPAKVSDGGSSSTD 

FKMVSSGLTENQLQLSVEVLTS 

HSCSEEGLEDAANVLLQLSRGD 

SGTRDTVLKLLLNGARHLGYT 

AQCETLSPDGLPEEQPQTTKLK 
GKMQSRFXSGLGSASSIQAAVR 
QLEAEADAIIQMSESSQSEASVR 
REESPMDVDOPSPSAODTOSTA 

* Mm * U I I'll-' ▼ »— * A * lJ/l\/L/ I WlJI n 


21245 


51613 


A 


21372 


208 | 


423 


LYVKPTAPPK*AL*SEGLE*MSP 
QCLWQGLQQGKAQKKLLEVP 
NKLTQTIN*PANVL1LA*GGSSS 
YRPPHK 



2707 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowu, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21246 


51614 


A 


21373 


1 


2002 


MPQLPGISLPEGVDPSFLAALPD 

DIRREVLQNQLGIRPPTRTAPST 

NSSAPAVVGNPGVTEVSPEFLA 

ALPPAIQEEVLAQQTAEQQRPE 

LAQNASSDTLMDPVTLIQTLPS 

DLRRSVLEDMEDSVLAVMPPDI 

AAEAQALRREQEARQRQLMHE 

RLFGHSSTSALSAILRSPAFTSR 

LSGNRGVQYTRLAVQRGGTFQ 

MGGSSSH\NRPSGS\NVDTLLRL 

RGRLLLDHEALSCLLVLLFVDE 

PKLNTSRLHRVLRNLCYHAQT 

RHWVIRSLLSILQRSSESELCIET 

PKLTTSEEKGKKSSKSCGSSSHE 

NRPLDLLHKMESKSSNQLSW/L 

SSVSMDAALGFR\TNIFQ1QRSG 

G RKHTEKH A SGGST VH 1HPQA 

APVVCRHVLDTL1QLAKVFPSH 

FTQQRTKETNCESDRERGN1CA 

CSPCSSQSSSSGICTDFWDLLVK 

LDNMNVSRKGKNSVKSVPVSA 

GENKVSEAQANSGSGASSTTTA 

TSTTSTTTTTAASTTPTPPTAPTP 

VTSAPALVAATAISTIVVAASTT 

VTTPTTATTTVS1SPTTKGSKSP 

AKVSDGGSSSTDFKMVSSGLTE 

NQLQLSVEVLTSHSCSEEGLED 

AANVLLQLSRRPARMLAMHW 

PSLYNVETEKTLALPNL1ALQTS 

PFASGVIAKSSTDRLINQCAPV 

WRWR 


21247 


51615 


A 


21374 


1 


6384 


MVSPEPKTGHSIRNWLDELKDL 

PILHAYSNLPSSPAVDLAIHSSK 

EGRMDWTEGQVTGPVVRSAAT 

SGAGSTTSGVVSGSLGSRErNYI 

LRVLGPAACRNPDIFTEVANCC 

IRIALPAPRGSGTGNGSSRIPRES 

APEMATAESLVEELSEDAAGG 

ASPGVELPALGCSELPAAEVSP 

TASSKNLETICEYAYCMAMLPE 

TGLDPYPKRGFLDLTQERJWTD 

IPPSPGN1PTTHPLMVRHADHSS 

LTLGSGSSTT 


21248 


51616 


A 


21375 


1 


1356 




21249 


51617 


A 


21376 


80 


608 





2708 

BNSDOC1D: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21250 


51618 


A 


21377 


298 


1374 


GRGDWPDILNLTQATASWTPR 

WCCLRKPVEAPSGGATEERTLS 

LTSLGLSMPADPCEGGARSCLV 

TESARGG LQNGQSVDVEETLPS 

EPENGALLRSERYQGPRRRACS 

ETLAESRTAVLQQRRAAQLPG 

GPAAAGEQRASPSKARLKEFLQ 

QC D REDL V EL ALPQL A Q V VT V 

YEFLLMKVAESLGITEFLRKKEI 

HPDNLGPKHLSRDMDGEQLEG 

ASS\EKREREAAEEGLASVJCRP 

RREALSNDYTTAESLAANSRGRE 

KPRPLHALAAGTIVSQEEDIVT 

VTD/GRGACLRMGPLEGVPLEA 

VESVVTVEPEPSQ*NGVRY*NS 

SDFIQRRSMASNVYFSNVNIAQ 

MNLLFIKNNVFL 


21251 


51619 


C 


21378 


354 


530 




21252 


51620 


A 


21379 


1 


1272 


MVLSEKASGSTLRGCTEERTLS 

LTSLGLSMPADPCEGGARSCLV 

TESARGGLQFLQQCDREDLVEL 

ALPQLAQVVTVYEFLLMKVAE 

SLGITEFLRKKEIHPDNLGPKHL 

SRDMDGEQLEGASSEKREREA 

AEEGLASVKRPRREALSNDTTE 

SLAANSRGREKPRPLHALAAES 

HTTTVSGGNGSVFQAGPQLQA 

LANLEARRGS1GAALSSRDVSG 

LPVYAQSGEPRRLTQAQVAAFP 

GENALEHSSAQDTWDSLRSPGF 

CSPLSSGGGAESLPPGGPGHAE 

AGHLGKVCDFHLNHQQPSPTS 

VLPTEVAAPPLEKILSVDSVAV 

DCAYRTVPKPGPQPGPHGSLLT 

EGCLRSLSGDLNRFPCGMEVHS 

GQRELESVVCLSAETMAF*NFP\ 

MGA\MSYCL\RD\RSRFLFRLPM 

GLSCPLQVQ 


21253 


51621 


A 


21380 


90 


204 




21254 


51622 


B 


21381 


13 


423 





BNSDOCID: <WO 0175067A3JA> 



2709 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide i 
deletion, \=possible nucleotide insertion) 


21255 


51623 


A 


21382 


1513 


2405 


RRAQYRRWWRRWRRRHREPE 

KEKRRHSRSHSRRRRTL1F*TQS 

RSRSRE*LHCQSRSR**FKSPRQ 

RRSHSRERGRSTARHYRST\KER 

QQRRSRSGTRSPKKSRCPKRKL 

SLSPSPGKH KKKKKDKERNRY 

ERERSTSKKKSICDR£KDQERKS 

ESDTDVK VTR V Y DEEEQG YDT 

SQEIEMHADNPAAIQTVVLQRD 

DLQNGLLSTCRELSRATAELER 

AWREYDKLEYDVTVTRNQMQ 

EQLDHLGEVQCWCYRTEKYV 

MERGPEQDPKRAFLDFVQER1Q 

GESAVQSESKFIKTVKK 


21256 


51624 


A 


21384 


1 


180 




21257 


51625 


A 


21385 


3 


115 




21258 


51626 


A 


21386 


3 


312 


LPTALLRSTMALLHSGRVLPGI 

AAAFHPGL/AA/AASARASSWW 

THVEMGPPDP1LGVTEAFKRDT 

NSKKMNLGVGAYRDDNGKPY 

VLPSVRKFVTVQT1SGTGAL 


21259 


51627 


A 


21387 


3 


395 


STMALLHSGRVLPG1AAAFHPCV 

LAAAASARASSWWTHVEMGPP 

DPlLGVTEAFKRJDTNSKKMTslLG 

VGAYRDDNGfCPYVLPSVRKAE 

AQIAAKNLDLLPLLNVVCSLSS 

HTVSPAAQGGTRKEDILGFACC 


21260 


51628 


A 


21388 


1 


303 




21261 


51629 


A 


21389 


2 


425 


RPE*WKEIATVVKKRNLFALFD 

MAYQGFASGDGDKDAWALHH 

F1EQGINVCLCQSYAKNMGLYG 

EHVGAFTVVCKDADEAKRVES 

QLKILISPMYSNSPLNGAQIASTI 

PNTPVGLKVWVMGGLHDHPQ 

VMSDEKETTLRA 



2710 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21262 


51630 


A 


21390 


3 


1508 


HEAGAGSLCVCPARPLLRPAAA 

HCPSYRSTMAHACTSGRVLPGI 

AAA\FHPGLAAAASARASSWW 

THVEMGPPDPILGVTEAFKRDT 

NSKKNfNLGVGAYRDDNGKAL 

PCCPSVRKAEGPRLPQKIWDKE 

YL\PIGG\LAEFCKASAELALGE 

NNRSLERVGRFVTVQTHFWEL 

GALRI\GASFL\QRFFKFSRDVFL 

PKPT WG ETTH PS FRD AG\MQL\ 

QG YRWYDPKTCG FDFTG A VED 

ISKIPEQSVLL\LHACG/HNNPTG 

VDPRPEQWKEIATVVKKRNLF 

AFFDMAYQGFASGDGDKDAW 

AVRHFIEQGINVCLCQSYAKNM 

GLYGERVGAFTMVCfCDAVDES 

KRVESQLKILIRPMYSNPPLNG 

ARJAAAILNTPDLRKQWLQEVK 

GMADRIMGHAGLQLVSNLQGR 

EG\STH\NWATHSPTKLGMFCF 

HRG*KLEQVERLIKEFSIYMTK 

DGRISVAGVTSSNVGYLAHAIH 

Q VTK Y VSL VRGNG DN LS V LSL 


21263 


51631 


A 


21391 


1 


184 




21264 


51632 


A 


21392 


70 


253 




21265 


51633 


A 


21393 


1 


351 


VMEFYCQSCETAMCRECTEGE 
HAEHPTVPLKDVVEQHKASLQ 
VQLDA VN KRWGTLPKPPTGCL 
YLRPGLMASC\QLTNQKASI/VD 
DIHSTFDELQKTLNVRKSVLLM 
ELEVNYGLKHK j 



BNSDOCID: <WO 0175067A3JA> 



2711 



WO 01/075067 



PCT/US01/08631 



SKQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21266 


51634 


A 


21394 


208 


2546 


WLHCMQQQRAGSKTAGPPXCQ 

WSRMAS\EGTNIP\SLVVGQI\DK 

QFLICSICLERYKNPKVLPCLHT 

FCERCLQNYIPVAHSLTLSCPVC 

RQTSILPEKGVAALQNNFFITNL 

MDVLQ\RTPGSNAEESSILETVT 

AVAAGKP\LSCPNHDGNVMEF 

YCQSCETAMCRECTEGEHAEH 

PTVPLKDVVEQHKASLQVQLD 

AVMKRWGTLPKPPTGCLYLRP 

GLMASC\QLTNQKASIVDDIHST 

FDELQKTLNVRKSVLLMELEV 

NYGLKHKVLQSQLDTXLLQGQE 

SIKSCSNFTAQTLNHGTETEVLL 

VKKQMSEKL1MELADQDFPLHP 

RENDQLDF1VETEGLKKSIHNL 

GTILTTNAVASETVATGEGLRQ 

TIIGQPMSVTITTKDKDGELCKT 

GNAYLTAELSTPDGSVADGEIL 

DNKNGTYEFLYTVQKEGDFTL 

SLSLYDQHIRGSPFKLKV1RSAD 

V SPPTEG V KRR V KS PG SG H V KQ 

KAVKRPASMYSTGKRKENPI ED 

DLIFRVGTKGRNKGEFTNLQGV 

AASTNGKILIADSNNQCVQIFSN 

DGQFKSRFGIRGRSPGQLQRPT 

GVAVHPSGD111ADYDNKWVSI 

FSSDGKFKTK1GSGKLMGPKGV 

SVDRNGHIIVVDNKACCVFIFQ 

PNGKIVTRFGSRGNGDRQFAGP 

HFAAVNSNNEIIITDFHNHSVKV 

FNQEGEFMLKFGSNGEGNGQF 


21267 


51635 


A 


21395 


1 


591 




21268 


51636 


A 


21396 


3 


608 


LEGDQRWINTVSQALHLLSTLY 

GPFPNCYGIGRCAKMAYELWR 

NLEEEEDGETKGRRPEIGHIFLL 

DRGKLCPAFLSSFSPRRHGNME 

GVVAKLKS*S*GCESQL*GAWV 

LGPMESIKAALGHAV*KAGSGR 

TFMVRDLCF\DVDFVTALCSQV 

VYEGLVDDTFRIKCGKCYGPLH 

LGKMDGSSALAPATWGRVCGR 

DPHPE 


21269 


51637 


A 


21397 


268 


402 




21270 


51638 


A 


21398 


139 


452 





BNSDOCID: <WO 0175067A3JA> 



2712 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21271 


51639 


A 


21399 


1 


2497 


MGPVAAPLGLSLPATDGAHSV 

RGNSVLVPSGLIPKDYRSLKTQ 

YLQSYGPEHLLTFSNLRRAGLL 

TEQAPGDTLTAVESKVSKLVTD 

KAAGKITDAFSSLAKRSNFRAIS 

KKLNLIPRVDGEYDLKVPRDM 

A Y V FGG A YVPLSCR1 1 EQVLER 

RSWQGLDEVVRLLNCSDFAFT 

DMTKEDKASSESLRJLILVVFLG 

GCTFSE1SALRFLGREKGYRFIF 

LTTAVTNSARLMEAMSELPGK 

KDLF1ETDLMSPLDR1ANVSLLK 

QHEVDKLYKVENKPALSSNEQ 

LCFLVRPRIKNMRY 1 ASLVNAD 

KLAGRTRKYKVIFSPQKFYACE 

MVLEEEGIYGDVSCDEWAFSLL 

PLDVDLLSMELPEFFRDYFLEG 

DQRWIMTVAQALHLLSTLYGPL 

SQTCYG I G RCAKAMAYEFV EGT 

WEEEEDG RNPRARREGFG\H IF 

LL\DR\DVDFVDSTLLPKLVYEG 

LVDDTFRIKCGSVDFGPEVTSS 

DKSLKVLLNAEDKVFNEIRNEH 

FSN VFGFLSQKA RNLQAQYDR 

RRG MDIKQMKN F VSQELKGLK 

QEHY\LLSLHIG\ACESIMKKKT 

KQDFQE\LIKT\EHALLEGFNIRE 

STSY 1 EEHIDRQVSVPI ESLRLMC 

LLSITENGLIPKDYRSLKTQYLQ 

SYGPEH LLTFSNLRRAG\LLTEQ 

APGDNLTAVESKVSKLWTDKA 

AGKITDALS\SLAKRSQFRAISK 


21272 


51640 


A 


21400 


I 


216 




21273 


51641 


A 


21401 


2 


270 




21274 


51642 


A 


21402 


1 


600 


SGRALHASWAAGGVGAYSGRL 
RSDALEGESFA\LSF\SSASDAEF 
DAVVGYLEDIIMDDEFQLLQRN 
FMDKYYL\EFEDTEENKLIYTP\1 
FNEYISLVEKYIEEQXLLQRUPEF 
NMAAFHHNITPSVPVCRHHKD 

1 ^ J » 1 M%.Jt%. 1 1111111 i 1 lJ VI ▼ V^IVl 1 1 I \„* 

EVAW*QYSAMLAPPFTRFSWA 
F* RN VFGTYRGRKKEGRG L\DL 
SSGLV\VTSLCKSSSL\PASQNNL 
RH 


21275 


51643 


A 


21403 


1 


297 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon^ /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


21276 


51644 


A 


21404 


1 


1419 


MGAPLLSPG WGAGAAGRRWW 

MLLAPLLPALLLVRPAGALVEG 

LYCGTRDCYEVLGVSRSAGKA 

E1ARAYRQLARRYHPDRYRPQP 

GDEGPGRTPQSAEEAFLLVATA 

YETLKIVFPELKIVKELTTLLMP 

SRAVWIIWSHKMSGGGAGPEL 

DIGYVPVLLHMPKRJGSGMDTS 

RSTTVIPVE1RNKEL1ALLVKAQ 

DRQEEETNYKLRPFNGLSYEVG 

Y L VI LQDEETRK D Y DYML DH P 

EEYYSHYYHYYSRRLAPKVDV 

RVVILVSVCAISVFQFFSWWNS 

YNKAISYLATVPKYRIQATEIA 

KQQGLLKKAKAKSKNNKVQR 

RNSnEEENIIKNIIKSKIDlKGGY 

QKJPQ1CDLLLFQI1LAPFHLCSYI 

VWHCRWIYNFN1KGKEYGEEE 

RLYIIRXSMKMSKSQFDSLEDH 

QKETFLKRELW1KENYEVYKQ 

EQEEELKKKLANDPRWKRYRR 

WMKNEGPGRLTFVDD 


21277 


51645 


A 


21405 


1 


1266 




21278 


51646 


A 


21406 


1 


739 




21279 


51647 


A 


21407 


1 


428 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21280 


51648 


A 


21408 


99 


2338 


MPEEVHHGEEEVETFAFQAEIA 

QLMSLirNTFYSNKEIFLRELISN 

ASVDALDKIRYESLTDPSKLDSG 

KELKIDIIPNPQEPYPGLWVDTG 

1GVMTKADLINNLGTIAKSGTKA 

FMEALQAGAD1SMIGQFGDGFY 

S\ANLVAK\KVVVITKHP\DDEQ 

YAWESSAGGSFTVRADHGEP1A 

\RGT\QV1LHLKEDQTEYLEERR 

V\QEVVKKH\SQF1GYPITLYLE 

KEREKE1SDDEAEEEKGEKEEE 

DKDDEEKPK1EDVGSDEEDDSG 

KDKKKKTKKIKEKYIDQEELNK 

TKPIWTRNPDDITAQEEYGEFYK 

SLTNDWEDHLAVKHFSVEGQL 

EFRALLFIPRRAPFDLFENKKKK 

NNIKLYVRRVFIMDSCDELVPEX 

YLNFI PG V VDSEDLPLN 1 FRKML 

QQNK/ILWKVIRKNIVKKCLELF 

SELAEDKENYKKFYEAFSKNLK 

LGIHEDSTNXRRRLSELLRYHTS 

QSG\DEMTSLSEYVS\RMKETQ 

MSIYYITGESK\EQVANSAFVER 

VRKRGFEVVYMT\EPI\DEYCVQ 

QLKEFDGKKLV\SVTKEGLELP 

EDEEEKKKMEESKAKFENLCK 

LMKEILDKKVEK\VT1S\NRL\VS 

SPC\CIGHKHLGAGOALIERDHF 

KPRALRDHPPOGGIMMGKKAP 

*ESPPDHPHFVETRAGRKADAR 

QVMIRAVKD/LWWVLLV*NPP 

LLSSGFXSLEDPQT/HTPNRIYRI 


21281 


51649 


A 


21409 


1 


426 




21282 


51650 


A 


21410 


1 


1305 




21283 


51651 


A 


21411 


446 


3180 


VAVRLGSASQFPSGARPQLPRP 

PSWSSSIHSPISTTGLSESTDSDS 

KSGLRGFSAYNPSSRIPKSTTSS 

NSSDGAVTASNQDTGIPWVLV 

TGPTPPVNSPVESLQGSAFSSGF 

STPRGLVKGPTLPPDSNLTSVSD 

YTWIFVRGPPIPNDLSQVSIQAP 

PTPSNTPECQYKGLPHPQCPASP 

GVWYQDHLYPITFPQCRHKHL 

LH PITSPQCQGRRLPPPQCLTLR 

GVQYKNLLHPVILSSCRHKDIL 

NLITLAE 
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SKQ ID 

NO: 


SEO It) NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unkwnvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21284 


51652 


A 


21412 


24 


667 


MLPWLNCITTGVPWTPTSKRW 

LRNSKVCDCCDKTPSNAFSLLS 

VPPTTTSPASLAWWSGCARLLD 

LGSSSLMMSPTMASPACRPWL 

GQRWRL1SGSWAWA1VPVT*VP 

VPEPSWKNRAG*PGCSSYESPH 

MRRPTRPSASCLEWAPRASLA 

MHLMATSFCVLLSSARITSEKA 

PLSGEGIHKVKNWNPSFPPASPP 

FPMGSVTTAGPRTWMTLP 


21285 


51653 


A 


21413 


1 


304 


RAQVLPARCYPGSTVSPLGFRG 

LPLPRGGSEIPRCATAATRPHR 

MPFLFYLFLQQQHRPHHWHGG 

AAVPGFWTSAHPA\CDVTYHGF 

PSLQALAGPPWQC1 


21286 


51654 


A 


21414 


1 


7629 




21287 


51655 


A 


21415 


180 


423 




21288 


51656 


A 


21416 


17 


753 


QAHTRRAGGRAQVLPARCYPG 

STVSPLGFRGLPLPRGGSEIPRC 

ATAATRPHRMPFLFYLFLQQQH 

RPHHWHGGAAVPGFWTSAHPA 

\CDVTYHGFPSLQALAGPEVEA 

HLRKLGLGYRARYVSASARAIL 

EEQGGL/RLAAAATRVLPGGP 

QGPLHPAWSGHQGG*LHLPDG 

PRQAPGCARGCPYVAHCPT*LQ 

LAPYHVPGEGTEPPDQQGTGKJL 

FPEPVGTLCWLGPSALSGHHHF 

YDLSRTP 


21289 


51657 


A 


21417 


17 


1087 


QAHTRRAGGRAQVLPARCYPG 

STVSPLGFRGLPLPRGGSEIPRC 

ATA ATRPH RMPFLF YLFLQQQH 

RPHHWHGGAAVPGFWTSAHPA 

\CD VTYHG FPSLQ AL AG PE V E A 

HLRKLGLGYRARYVSASARAIL 

EEQGGL/RLAAAATRVLI*GGP 

QGPLHPA WSGHQGG* LHLPDG 

PRQAPGCARGCPYVAHCPT*LQ 

LAPYHVPGEGTEPPDQQGTGKL 

FPEPVGTLCWLGPSGWIRCLLK 

NYRLLPLDLEGLLGNAFDGHQ 

LLRPLIFCQDHLREGPP1GRGDS 

QGEELEPQLPSSLSSIPYGFCDH 

CWTKDVDDPPLVTHPSPGSRD 

GHMTQAWPVKVVSPLATV1GH 

VMQASLLAL 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


21290 


51658 


A 


21418 


3 


1584 


TQKNTAVRAHRLWGREKISRK 

EGAGPTPQESRR1GARSGALMT 

RKGRGMQEVEELSETGKVVKQ 

HRVG EA LRVV VL V W AGSLG/D 

RRGLVLGRRGYYGAVPAVEMP 

ARALLPRRMGHRTLASTPALW 

ASIPCPRSELRLDLVLPSGQSFR 

WREQSPAHWSGVLADQVWTL 

TQTEEQLHCTVYRGDKSQASRP 

TPDELEAVRKYFQLDVTLAQL 

YHHWGSVDSHFQEVAQKFQG 

VRLLRQDP1ECLFSFICSSNNMIA 

R1TGMVERLCQAFGPRLIQLDD 

VTYHGFPSLQALAGPEVEAHLR 

KLGLGYRARYVSASARAILEEQ 

GGLAWLQQLRESSYEEAHKAL 

CILPGVGTKVADCICLMALDKP 

QAVPVDVHMWH1AQRDYSWH 

PTTSQAKGPSPQTNKELGNFFR 

SLWGPYAGWAQAGLLGNAFD 

GHQLLRPLIFCQDHLREGPP1GR 

GDSQGEELEPQLPSSLSSIPYGF 

CDHCWTKDVDDPPLVTHPSPG 

SRDGHMTQAWPVKVVSPLATV 

IGHVMQASLLAL 
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SEQ in 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21291 


51659 


A 


21419 


837 


2785 


WTRMLFAVSCNDGECQNSNVI 

LFCDMCNLAVHQECYGVPYIPE 

GQWLCRRCLQSPSRAVDCALC 

PNKGGAFKQTDDGRWAHVVC 

ALWIPEVCFANTVFLEP1DS1EH1 

PPARWKL TCYICKQRGSGACIQ 

CHKANCYTAFHVTCAQQAGLY 

MKMEPVRETGANGTSFSVRKT 

AYCDIHTPPGSARRLPALSHSE 

GEEDEDEEEDEGKGWSSEKVK 

KAKAKSR1KMKKARKILAEKR 

AAAPVVSVPCIPPHrU.SKITNRL 

TIQRKSQFMQRLHSYWTLKRQ 

SRNGVPLLRRLQTHLQSQRNCD 

QVGRDSEDKNWALKEQLKSW 

QRLRHDLERARLLVELIRKRJEK 

LKRETIKVQQIAMEMQLTPFLIL 

LRKTLEQLQEKDTGNIFSEPVPL 

SEVPD YLDHIKKPM DFFTMKQ 

NLEAYRYLNFDDFEEDFNLIVS 

NCLKYNAKDT1FYRAAVRLRE 

QGGAVVRQARRQAEKMG1DFE 

TGMH1PHSLAGDEATHHTEDA 

AEEERLVLLENQKHLPVEEQLK 

LLLERLDEVNASKQSVGRSRRA 

KMIKKEMTALRRKLAHQRETG 

RDGPERHGPSSRGSLTPHPAAC 

DKDGQTDSAAEESSSQETSKGL 

GPNMSSTPAHEVG\GEPQFCSP 

KRTRRQ/HGPPKRPGRPPKNRES 

QMTPSHGGSPVGPP/RAPHHEFP 

ASAQAG*EPQFCSPKRTRRQLD 


21292 


51660 


A 


21420 


• 


2625 


MENKITGYTTVD1SQWHRKEHF 

EAFQSVAQCTYNQTVQLD1TAF 

LKTVKJCNKHKFYPAF1HILARL 

MNAHPEFRMAMKDGELVIWD 

SVHPCYTVFHEQTETFSSLWSE 

YHDDFRQFLHIYSQDVACYGE 

NLAYFPKGFIENMFFVSANPWV 

SFTSFDLNVANMDNFFAPVFTM 

GKYYTQGDKVLMPLAIQRDSE 

DKNWALICEQLKSWQRLRHDL 

ERARLLVELIRKREKLKRETIKV 

QQ1AMEMQLTPFLILLRK 
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SEQID 

NO: 


SEQ 1I> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21293 


51661 


A 


21421 


164 


1401 


PPKGRGMQEVEELSETGKVVK 

QHRVGEALRVVVLVWAGSLG/ 

DRRGLVLGRRGYYGAVPAVE 

MPARALLPRRMGHRTLASTPA 

LWASIPCPRSELRLDLVLPSGQS 

FRWWREQSPAHWSGVLADQV 

WTLTQTEEQLHCTVYRGDKSQ 

ASRPTPDELEAVRKYFQLDVTL 

AQLYHHWGSVDSHFQEVAQKF 

QGVRLLRQDPIECLFSF1CSSNM 

NIARJTGMVERLCQAFGPRL1QL 

DDVTYHGFPSLQALAGPEVEA 

HLRKLGLGYRARYVSASARAIL 

EEQGGLAWLQQLRESSYEEAH 

kai ph priVfiTKVAnnn mai 

DKPQAVPVDVHMWH1AQRDY 
S WH PTTSQ AKG PSPQTN IC E LGN 
FFRSLWEPYAGWAQATPPSLQ 
VLFSADLRQSRHAQEPPAKRRK 


21294 


51662 


A 


21422 


751 


2107 


SSEHPRELHR1PISWAMSELKDC 

PLQFHDXFKSVDHLKVCPRYTA 

VLARSVEDDG IGIEELDTLQLEL 

ETLLSSASRR\LRVLEAETQILT 

D\WQDK\KGDRRFLKLG\RDH\E 

FGAPPKHGKPKK\QKLE\GKAG 

HGPGP\CPGRPKSKNLQPK\IQE 

YEFTDDPIDVPR1PKN DAPNRF 

WASVEPYCADITSEEVRTLEEL 

LKPPEDEAEHYKIPPLGKHYSQ 

RWAQEDLLEEQKDGARAAAV 

ADKKKG L MG PLTELDTK D VD A 

LLKKSEAQHEQPEDGCPFGALT 

QRLLQALVEEN1ISPMEDSPIPD 

MSGKESGADGASTSPRNQNKP 

FSVPHTKSLESRIKEELIA\QALL 

*AGDI 1 AKD^FDFVI API RRTR 

QGVEL\KALS A HN RTKKA\DLLR 

LAKEEVSRQE\LRQR\VRRAERE 

GMDAFRKIHGLPGRRKRNSPPK 

K\EKDQAWKNS*KEREEHP 


21295 


51663 


A 


21423 


107 


331 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


21296 


51664 


A 


21424 


387 


1071 


NNPEWRTLIYVDKENGEPGTR 

VVAKDGLKLG\SGPSIKALDG\R 

SQ V S\T PRFG KTFDA PTQPY LKL 

P RKA LGVTVN R\TTE KSVKDPGD 

PSNKKQPKLFRPKKDGPEEGLL 

KAKKPLFPGLQD*CP1P£1RK1PF 

PFNPS*TLRSF*PCPEEHPDCGTF 

PL*VGV\PLMIPLTREREL*KSW 

FQLGPPFHLWKDGPLPPWG1PIC 

LQFSFQGISVRTWGVXDLPPVCC 

DIDI 


21297 


51665 


A 


21425 


480 


1270 


RSVKKVGAQRPGSGGGWGGN 

EGWVPQATAPGWAYTHVLFLY 

LFVTTPISAALRADGFGDNPFY 

HCLVAE1LPAPGKLLGKSTWPL 

EVHLSSRPQRSPHRLPEALLPFS 

LSQG/HCVVGYGIYYFIYSTWK 

GRT1YLEDIYVMPEY/RGYWAE 

AEAGVGAKHPTDPTVIPCPQSP 

AGVIF*SPSAQTIAIFCLFLSTTG 

QGIGSKIIKKVAEVALDKGCSQ 

FRLAVLDWNQRAMDLYKALG 

AQDLTEAEGWHFFCFQGEATR 

KLAGK 


21298 


51666 


A 


21426 


182 


797 


LPFARPWDFGPRQRGSGWLPC 

GSREAKEGDCGD1L\RLIRVKTA 

GPELAEFEKLFGSGERSVEEAL 

ESRLAFGDNPFYHLFW*AEILP 

APGESYWG/HCVVGYG1YYFIY 

STWKGRTIYLEDIYVIAGNIGV 

QGIGSQK* SKKWAEVALG 1 RGC 

SPNFRLARPLDVWNPEGPWDLY 

KAPRSPKI*RKLEGWHFFCFQG 

EATRKLAGK 


21299 


51667 


A 


21427 


224 


490 


QAGFISARN1TWR*ANRRSTWR 
SYRRKSGRTANCPPISPPACSRC 
SAPIFIPKNGWWRAMVAPLKW 
PSTGAFNRLFVPLLTWWRSPDR 


21300 


51668 


A 


21428 


301 


773 


HG PGTQQRPRS I WRM PQ * A RPG 

GRSLAVGGGPRPRAAGGFP*VA 

SRARRCQRVAHGCHCAFSPLSP 

ALLSQDAGLCQSRPLLLGQRRC 

LSQEVWSGLGNVHFCQPPEDA 

ATTPSCPE ALTAQG QQ AS VCDR 

VSHRFSTWSMVRCSDRTEGQR 

LQTLGD 


21301 


51669 


B 


21429 


I 


1380 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21302 


51670 


A 


21430 


1 


1660 


AGVLASHPNSTDVHIINLSLTFH 

GQELLSDTKLELNSGRRYGLIG 

LNGIGKSMLLSAIGKREVPIPEH 

IDIYHLTREMPPSDKTPLHCVM 

EVDTERAMLEKEAERLAHEDA 

ECEKLMELYERLEELDADKAE 

MRASRILHGLGFTPAMQRKKL 

KDFSGGWRMRVALARALFIRPF 

MLLLDEPTNHLDLDACVWLEE 

ELKTFKRILVLVSHSQDFLNGV 

CTNIIHMHNKJCLKYYTGNYDQ 

YVKTRLELEENQMKRFHWEQD 

QIAHMKNYIARFGHGSAKLAR 

QAQSKEKTLQKMMASGLTERV 

VSDKTLSFYFPPCGKIPPPVIMV 

QNVSFKYTKDGPCIYNNLEFGI 

DLDTRVALVGPNGAGKSTLLK 

LLTG E LLPTDG M I RKH S H V KIG 

RYHQHLQEQLDLDLSPLEYMM 

KCYPEIKEKEEMRK1MGRYGLT 

G\KQQ VSPI RNLSDGQKCRVCL 

AWLAWQNPHMLFLDEPTNHL 

DIETIDALADAINEFEGGMMLV 

SHDFRLIQQVAQEIWVCEKQTI 

TKWPG\DIL\AYKEHLKSKLVD\ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21303 


51671 


A 


21431 


78 


2022 


NNSNLPLWVIIMPSDLAKKKAA 

KKKEAAKARQRPRXGHEENGD 

V VTEPQV A EKNEANGRE/TTRJE 

VDLLTKELEDFEMKJCAAARAV 

TGVLASHPNSTDVHIINLSLTFH 

GQELLSDTKLELNSGRRYXGLIG 

LNGIGIGKSMLLFA1GKREVPIP 

EHIDIYHLTREMPPSDKTPLHCV 

MEVDTERAMLENEAERLAHED 

AECEKLMELYERLEELDAD*AE 

MRASRI\LHGLGFTPAMQRKKL 

KDFSGGWRMRVALARALFIRPF 

MLLLDEPTNHLDLDACVWLEE 

ELKTFKRFLVLVSHSQDFLNGV 

CTN 1 1 HMHNKKLK Y YTGNYDQ 

YVKTRLELEENQM KRFH WEQD 

QIAHMKNYIARFGHGSAKLAR 

QAQSKEKTLQKMMASGLTERV 

VSDKTLSFYFPPCGKIPPPVIMV 

QNVSFKYTKDGPCIYNNLEFGI 

DLDTRVALVGPNGAGKSTLLK 

LLTGELLPTDGMIRKHSH VKIG 

RYHQHLQEQLDLDLSPLEYMM 

KCYPEIKEKEEMRKIIGRYGLT 

GKQQVSPIRNLSDGQKCRVCLA 

WT.AWQNPHMLFLDEPTNHLDI 

ET1DALADAINEFEGGMMLVSH 

DFRLIQQVAQE1WVCEKQTITK 

WPGDILAYKEHLKSKLVDEEPQ 

LTKRTHNVCTLTLASLPRP 


21304 


51672 


A 


21432 


313 


599 




21305 


51673 


A 


21433 


737 


1006 


DNPVVFVFGSVYMLDYVY*FS 
YVEPPLHPWDEAHLIMVDKLF 
DVLLDSVCQYFIEDFCINVNQG 
YWSKILFFCC1SARLWYQDDAG 


21306 


51674 


A 


21434 


1 108 


1260 


G VN F\N LSCFL L W A FS A I HFPLH 

TALNVSQRFWYVVSLFSLVSK 

NIFISAF 


21307 


51675 


A 


21435 


804 


917 




21308 


51676 


A 


21436 


158 


298 




21309 


51677 


A 


21437 


1 


1068 




21310 


51678 


A 


21438 


1 


1188 




21311 


51679 


A 


21439 


122 


352 




21312 


51680 


A 


21440 


647 


662 


ICGVISEGSVLFH*S1SLFWYQY 

HAVLVT/DSLVV*FEVT*HDASS 

FVLLA*DRRPEGSSPKSP 


21313 


51681 


B 


21441 


53 


692 




21314 


51682 


B 


21442 


1 


925 




21315 


51683 


A 


21443 


606 


900 





2722 



BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21316 


51684 


A 


21444 


33 


852 


CWKFWARAN*AGGITLPDFKL 
Y YKAT VTKTA WKFH FTM FG V 
DLKETCTAPSLWKDLALNTVE 
LVCKLCVRQVEGARQIFQLNCT 
VSE 


21317 


51685 


A 


21445 


3 


795 




21318 


51686 


A 


21446 


475 


1023 


CWFSAGDGGLPGPDYGQDFAA 
HPAG AG AL Y KCRDL INDN 1LRT 
VSCQSHDDGDIRGMAFARQ*Q 
RP VQI DHNMARRG * *AATFQPI 
NKTFSG 1H WPHGMRTGGTN PN 
FENIECTNHIHTLGLPFSEVERN 
DCDGFNFQLHIFRQTRDLHTAP 
GRIGRLML1EELLIDFVDGGKII 
Q1GDKHGH 


21319 


51687 


A 


21447 


1637 


2020 


PSSEEFTGGPARGFPERARAQL 
TGRTPGORTOLDNDLLTKSTP 
WRGVMGPTLLPGLLAGPFOPI 
GHTGPFYPOGFRWOKTHWVRI 

VJ » » M VJ It XX V^VJ 1 X V YT 1^. Ill VV V IV 1 y 

AOAHWOF*LGOFRGPKTADGG 
GSKGPGLSASHGAKHHVITYV 


21320 


51688 


A 


21448 


1051 


1185 




21321 


51689 


A 


21449 


1290 


2025 




21322 


51690 


B 


21450 


1 


1410 




21323 


51691 


A 


21451 


3269 


3678 


SLSIRLATAPCWLRYFASSRRFQ 

PTRSAGSVTDSSVTASASSPG*R 

*NASP\CRERSHRSSRGOARR^l 

HLWDRSDR*TLPCDHCiRCCHA 

N DQQ VGF AGN YST AGQT* R WT 

GFTAGHAGRDINKSADKLPAT 

AGKR 


21324 


51692 i 


B 


21452 | 


2655 


2825 




21325 


51693 j 


A 


21453 


1 


896 


MGDFNTPLSTLDRSMRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRTEI ITN YLSDHS 

A 1 K L E L RJ KN LTQN H STT WKLN 

NLLLSDY WVHNEMKAEI KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQK1NESR 

SWTFERINKIDRPLARLIKKKRE 

KNQIDTIKNDKGDITTDPTEXYK 

LPSEMTTNTSTQIN*KI*KKWIN 

SSTHTLSQD 



BNSDOCID: <WO 0175067A3JA> 



2723 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21326 


51694 


A 


21454 


23 


559 


TPGLRQSSLSPSAFASQNAGVS 

GIGGFLVSLTSRMKPWTLAMFR 

CVWSFFLLVGSWSCWLQE*SC 

RPSQ*VSQFL/NSSASGVVCCSC 

LELFVPPGGFVVSLASRVKLQT 

FTVSVTAHKGGVDPKSEQQQD 

LVQKAKEHSFCSVEADLSGLPL 

LAGAACFYSLMEPHPHPADWSI 

LQRAD 


21327 


51695 


A 


21455 


26 


323 




21328 


51696 


A 


21456 


221 


734 




21329 


51697 


A i 


21457 


293 


2103 


PCHSALSSPLPHRDCIALCFLNS 

GTSFVAGFAIFSILG\FMF\QEQG 

VPISEVAESGPGLAFIAYPRAVV 

MLPFSPLWACCFFFMVVLLGL 

DSQFVCVESLVTALVDMYPHV 

FRKKNRREVL1LGVSVISFLVGL 

IMLTEGGMYVFQLFDYYAASG 

MCLLFVA1FESLCVAWVYGAK 

RFYDNIEDMIGYRPWPLIKYCW 

LFLTPAVCTATFLFSLIKYTPLT 

YMKKYTYPWWGDALGWLLAL 

SSMVCIPAWSLYRLGTLKGPFR 

EVIIPVSIRMTKVAGTAGLSGN 

VGPRCDLSR1EELPDGGTRCGM 

DSRVSGTTSNGETKPVYPVME 

KKEEDGTLERGHWNNKMEFVL 

SVAGEIIGLGNVWRFPYLCYKN 

GGVVGFYMSIKNIPILQRVILFV 

RIHNMLNKGQGVLAKCDAAK 

K1EEKEADAGSASVPGDVMRT 

KKLSFEGAWHPCLLVGLKLSD 

ALELRGGFISAR1AGPRAAESDS 

VGLERELRVCIANKLPGEADAA 

GPGTTFWKHCSMPITDGADAV 

EGRMTQEAFFRQLNPEAAFLHF 

MEMVDTNALHVHGIHTRKNHP 

GQKEAAHSQHGTFP1RWTLNLL 

KRTFQKGNRAEPNSPAM 


21330 


51698 


A 


21458 


1 


419 


MKLRTLA VSATALK V A RLEFV 

PFDVRMCSEFLSSGVKLQTFAV 

SVTALNALRLELFVPPGGLMVS 

LASGVKLQIFTVSVTAHKSSVD 

PKTLG/CVDGTGRRGAGGGAH 

RGGLGRTGAHGGGGRLRHGGL 

QVSSPAPRKGS 



2724 

BNSDOCID: <WO 0175067 A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21331 


51699 


A 


21459 


24 


1639 


GGMDSRVSGTTSNGETKPVYP 

VMEKKEEDGTLERGHWNNKM 

EFVLSVAGEUGLGNVWRFPYL 

CYKNGGGAFFIPYLVFLFTCG1P 

VFLLETALGQYTSQGGVTAWR 

K1CPIFEG1GYASQMIVILLNVY 

YI IVLA W A L FY LFSSFTI DLPWG 

G C YH E WNTGN WV D V VE/HGG * 

GEWCGNGSNTPHVCR/VTGWT 

W*SRWLKGMVWEWIQHTPCV 

QGTG WT W * ST WLKG/PGNRVD 

VVEHVAEGNGVGMDPTHPTCA 

GNRVDVVEQVAEGNEHCMEF 

QKTNGSLNGTSENATSPVIEFW 

DSPPGPQFVCVECLVTASIDMF 

PRQLRKSGRRELL1LTIAVMCY 

L1GLFLVTEGGMYIFQLFDYYA 

SSGICLLFLSLFEVVCISWVYGA 

DRFYDNIEDMIGYRPWPLVKIS 

WLFLTPGLCLATFLFSLSKYTPL 

rv i nil v i v I i r w vj T \lj ivj W r L»/\ 

LSSMVCVPLFVVITLLKTRGPFR 
KVGGVGESDLLKEGTERGWT 
WGRTHNWGQGADTNSECGAA 
LQSHRILTRRTLKTSPVAFQKCS 


21332 


51700 


A 


21460 


1358 


4787 


RRCYCGIWSRYLLKRLWKWIS 

GEGWAEKDSARRRGICTFWLE 

FE/VTCLS WNSLF/Y AHINVDISG 

MKVPWLYVGMCFSSFCWHIED 

HWSYSINYLHWGEPKTWYGVP 

SH A AEQLEE VM REL APELFESQ 

PDLLHQLVTIMNPNVLMEHGV 

* v i IX i in k^\^/-\\j cr v v i rri\/\ i no 

GFNQGYTslFAEAVNFCTADWLP 
IGRQCVNHYRRLRRHCVFSHEE 
LIFKMAADPECLDVGLAAMVC 
KELTLMTEEETRLRESVV 


21333 


51701 


A 


21461 


1 


5773 


MEEKPLKVKGKDSSEKKRKRK 

LEKVEQLFGEGKQKSKELKKM 

DKPRKKKLKLGADKSKELNKL 

AKKLAKEEERKKKKEKAAAAK 

VELVKESTEKKREKKVLDIPSK 

YDWSGAEESDDENAVCAAQN 

CQRPCKDKVDWVQCDGGCDE 

WFHQVCVGVSPEMAENEDYIC1 

NCAKKQGPVSPGSHKAVITVV 

VKAVSYLKFEEESTSELMWLL 

AAFSSFWVVGIKALDFVWPLA 

REEKEIGDNKDLERNK1GVNM 



2725 

BNSDOCID: <WO 0175067A3JA* 



WO 01/075067 



PCT/U SO 1/0S631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


21334 


51702 


A 


21462 


85 


1333 


STSRALSGAQRFGRLIDHGARV 

PALLLLLLPL\VHVSATTPEPR\E 

LDDEDFRCVCNFSEPQPDWSEA 

FQCVSA\VEVEIHAG\GLNL\EPF 

LK\RVDADADPRQYA\DTVKGF 

PR/VRRASQVGAAQVPA\QLLV 

GALRWLAWSRFfCELTLEDLKl 

TG\TMPPLPLEATGLALS\SLRLR 

NVSW\ATGRSWLVAEL\QQWLK 

PGNLKVLSIAQAHSPAFSCEQVR 

CFPGPSPA*DLSDNPGTGANAE 

LM A A LC PH KFPAUQN L\A LRNT 

GNGRRPQGVCAALAAAGVQPH 

SLDVSHNSLRANRNPSVAP\RCM 

\WSNA\LNSPQICRFAGAGTGVP 

KG PA P AKL\R V LRS S ACNRLAN R 

A\PQPWTSLPE\VDNLGQLDGNP 

FPGSPGTGPSPTEGSMNXSGVVP 

SLCNVRTCRVGVSGTLVLLQG 

ARGFA 


21335 


51703 


A 


21463 


1640 


5804 


TITGSSPLAGGHHSTCRGRMDM 

VENADSLQAQERKDILMKYDK 

GHRAGLPEDKGPEPVGINSSIDR 

FGILHETELPPVTAREAKKIRRE 

MTRTSKWMEMLGEWETYKHS 

SKLIDRVYKG1PMNIRGPVWSV 

LLN1QEIKLKNPGRYQIMKERG 

KRSSEHIHHIDLDVRTTLRNHV 

FFRDRYGAKQRELFYILLAYSE 

YNPEVGYCRDLSHITALFLLYL 

PEEDAFWALVQLLASERHSLPG 

FHSPNGGTVQGLQD 


21336 


51704 


A 


21464 


1 


960 




21337 


51705 


A 


21465 


1 


1317 




21338 


51706 


A 


21466 


1 


3393 




21339 


51707 


A 


21467 


2745 


6141 


QGSKGTCHPQAQQPWDEGVW 
QE A PSQSEPWGQSQEPPTMPQR 
LPH A RQHTPLPLGS A DYRRVVS 
VRPQGPHRDPKDSRDAAKREQ 
G SLAPRP V PASRGG KTLCKG YR 
QAPPGPPAQFQRP1CSASPPWAS 
RFSTPCPGGAVREDTYPVGTQG 
VPSLALAQGGPQGSWRJFLEWK 
SMPRLPTDLD1GGPWFPHYDFE 
RSCWVRAISQEDQLATCWQA E 
HCGEVHNKDMSWPEEMSFTAN 
SSKJDRQKVPTEKGATGL 


21340 


51708 


A 


21468 


65 


320 




21341 


51709 


A 


21469 


3 


505 





2726 

BNSDOCID: <WO 0175067A3JA> 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 

in LfSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21342 


51710 


A 


21470 


2 


1756 


CRCHSELSGSSL*/CCTRGIGGAI 

GAVGFRSQAASTLAGQPDGNG 

VCVHAGNSRIFVPLPVGLEVKG 

FSHSAFTFGIESHISQSNINGTLV 

PPSALISILQKGLQYVEAE1SINK 

DGTVFDSRP1ESLSLIVAVIPDV 

VQMRQQAFGEKLTQQQASAA 

ATEASAMAKAATMTPAAISQQ 

NPPKNREATVNGEENGAHE1NN 

HSKPME I DGD VEI PPNKATV L R 

GHESEVF1CAWNPVSDLLASGS 

GDSTARJWNLNENSNGGSTQL 

VLRHCIREGGHDVPSNKDVTSL 

DWNSDGTLLAMGSYDGFAR1W 

TENAPALDVDWQNNMTFASCS 

TDMCIHVCRLGCDHPVKTFQG 

HTFCTC1ESICFWGGLRKLTTM 

TEGKRLRPKTFCSDGGALLPPA 

GRRPHLLTGPDIFFKRLSALFQN 

EVNA1KWDPSGMLLASCSDDM 

TLKI WSM KQD A C VHDLQ A H S K 

EIYTIKWSPTGPATSNPNSSIML 

ASASFDSTVRLWDVEQGVCTH 

TLMKHQEPVYSVAFSPDGKYL 

ASGSFDKYVHI WNTQSGSLVHS 

YQGTGGIFEVCWNARGDKVGA 

SASDGSWC1LWQLSGKQ 


21343 


51711 


A 


21471 


1 


1647 




21344 


51712 


B 


21472 


4 


267 




21345 


51713 


A 


21473 


1 


1824 




21346 


51714 


A 


21474 


33 


543 


TFEGANNFVGDPIVLPCNPPKG 

LPPLHIYWMNIELEHIEQDERV 

YMSQKGDLYFANVGRKRDSRN 

D\YCCF AXAFPRI ICG LLYRKMPM 

/RNLTVNSSNS1KAKENPKLLLA 

SPLRSGSESS1TILKGEILLLECF 

AEGLPTPQVDWNKIGGDLPKG 

REAKENYGKTLKIENVY 


21347 


51715 


A 


21475 


197 


516 


TYLAAGRTPTLDPWNQERCTM 
PSG S IWILETTHSS FG WVTV AH 
LSSDPKGCQF*VGSR!GEGSATD 
PAFCASCSATWTIRPSRSNGA*G 
VNG**VCWLEPLAGPHR 



BNSDOCID: <WO 017S067A3_IA> 



2727 



WO 01/075067 



PCT/U SO 1/08631 



SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21348 


51716 


A 


21476 


I 


1766 


MN VALTH IDTH H A EFEM A LQ A 

ALVWNTLRTAGGKKSVHLASA 

LLVHEI1IDGANLTISNVTLEDQ 

GIYCCSAHTALDSAADITQVTV 

LDVPDPPENLHLSERQNRSVRL 

TWEAGADHNSNISEYIVEFEGN 

KEEPGRWEELTRVQGKKTTVIL 

PLAPFVRYQFRVIAVNEVGRSQ 

PSQPSDHHETPPAAPDRNPQNIR 

VQASQPKEMIIKWEPLKSMEQN 

GP\GLEYRVTWKPQGAPVEWE 

EETVTNHTLRVMTPAVYAPYD 

VKVQAPNQLGSGPDPQSVTLYS 

GEDLPEQPTFLKVIKVDKDTAT 

LSWGLPKKLNGNLTGYLLQYQ 

[ INDTYEIGELN DINITTPSKPS W 

HLSNLNATTKYKFYLRACTSQ 

GCGKPITEESSTLGEGSVSLEKC 

ENKLIRNIGTKKQGTA1RIPENV 

EAALELRKQQKLEECGGFRRRE 

NANEQQGVTEEFKQQNEKLRF 

LLLKIVILAVAREMTWNGEGR 

DLSEPSLTVVFADLSSPAYSLHT 

TMAQEPGPGLFLSLST1PWPISSI 

PMIHASVQVSWIPLLRNSLMVH 

IHSSLEQRNLKVHISKEQKKLNS 

VDSDLTDNPPTHTVN 


21349 


51717 


A 


21477 


1 


1440 




21350 


51718 


A 


21478 


266 


3974 


RAMEPLLLGRGL1VYLMFLLLK 

FSKAIEIPSSVQQVPTIIKQSKVQ 

VAFPFDEYFQIECEAKGNPEPTF 

S WTKDGNPF YFTDH Rl I PSNN S 

GTFR1 PN EGH 1 S HFQG K Y RC F A S 

NKLGIAMSEE1EFIVPSVPKFPK 

EKIDPLEVEEGDP1VLPCNPPKG 

LPPLHIYWMN1ELEHIEQDERV 

YM SQKG DL Y F A N V EEKDSRN D 

YCCFAAFPRLRT1VQKMPMKLT 

VNSLKHANDSSSSTEIGSKANSI 

KQRKPKL 



2728 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


21351 


51719 


A 


21479 


1 


2421 


QAGAMASGSVAECLQQETTCP 

VCLQYFAEPMMLDCGHNICCA 

CLARCWGTAETNVSCPQCRETF 

PQRHMRPNRHLANVTQLVKQL 

RTERPSGPGGEMGVCEKHREPL 

KLYCEEDQMPICVVCDRSREHR 

GHSVLPLEEAVEGFKEQIQNQL 

DHLKRVTRLKFTDFLAQGEQA 

RAELLSLTHMEREKIVWEFEQL 

YHSLKEHEYRLLARLEELDLAI 

YNSINGAITQFSCNISHLSSLIAQ 

LEEKHQQPTRELLQD1GDTLSK 

AERI\RI PEPWITPPDLQEKIHIFA 

PKCLFLTESLKQFTEKMQSDME 

KIQELREAQLYSGGSIVGGHEP 

GEPRGIKAGYGTCNCFPEEEKC 

FCEPEDIQDPLCDELCRTV1AAA 

VLFSFVVSVLLSAFCIHCYHKF 

AHKPPISSAEMTFRRPAQAFPVS 

YSSSGARRPSLDSMENQVSVDA 

FKILEDPKWEFPRKNLVLGKTL 

GEGEFGKVVKATAFHLKGRAG 

YTTVAVKMLKENASPSELRDL 

LSEFNVLKQVNHPHV1KLYGAC 

SQDGPLLLIVEYAKYGSLRGFL 

RESRKVGPGYLGSGGSRNSSSL 

DHPDERALTMGDLISFAWQISQ 

GMQYLAEMKLVHRDLAARNIL 

VAEGRKMKISDFGLSRDVYEE 

DPYVKRSQGRIPVKWMAIESLF 

DHIYTTQSDVWSFGVLLWEIVT 

LGGNPYPGIPPERLFNLLKTGH 



2729 

BNSDOCID: <WO O175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ 11) 

NO: 


SEQ IONO: 
of peptide 
sequence 


Mel 
hod 


StQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiio>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21352 


51720 


A 


21480 


79 


2253 


PSATLSCPTSVAASLGEPA VFPL 

SLRGHRRRHRPGHSKPSVRGRV 

WDTGPGGAALRPPGASQEQRT 

GESAGELGSVQSSAPGPMPVRP 

R R PG A M ASG S V A EC LQQETTC 

PVCLQYFAEPMMLDCGHN1CC 

ACLA RCXWGTEETAN VS\CPQCR 

E\TFPQRH MRPN RH L AN VTQL V 

KQLRTERP\SGPGGEMG\VCE\K 

HREPLKLYCEEDQMPICVVCDR 

SREHRGHSVLPLEEAVEGFKEQ 

IQNQLDHLKRVKDLKKRRRAQ 

GEQARAELLSL\TQ\MEREKIVW 

E\FEQLYHSLKEHEYRLLARLEE 

LDLAIYNSINGAITQFSCNISHLS 

SL1AQLEEKQQQPT\RELLQDIG 

DTLSRAERIRIPEPWITPPDLQE 

K I H I FVAQ K\CL F LTES LKQFTEK 

MQSDMEKIQELREAQLYSVDV 

TLDPDTAYPSLILSDNLRQVRY 

SYLQQDLPDNPERFNL\FPCVLG 

SP\CFIAGET1I WEGRGWGDKAK 

WTIGWC* RLSCQEKGG VTSAP 

QNGFW\AVSLWYGK\EYW\ALT 

SPMTALPLRTPFQ\RVGIFL\DYD 

A\G E VSF\YN\ VTERC/HTPFTFSS 

CLPFGGLVRPLLSSLSYSGREK 

VQLPLINLPP*SGIDGGFLAHVG 

\NHGSFPWKTFPFEGRVNSGPK 

GLLAVILRPGTRHLVCLANVLS 

KLG1LNHVPRPCSGRHGCPCSLP 

SFFLPMQIVKCNEMYQDILEIKT 


21353 


51721 


A 


21481 


1 


1068 





2730 

BNSDOCID: <WO 01 75067 A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21354 


51722 


A 


21482 


955 


2548 


MSLCGARANAKMMAAYNGGT 

SAAAAGHHHHHHHHLPHLPPP 

HLHHHHHPQHHLHPGSAAAVH 

PVQQHTSSAAAAAAAAAAAAA 

MLNPGQQQPYFPSPAPGQAPGP 

AAAAPAQVQAAAAATVKAHH 

HQHSHHPQQQLDIEPDRPIGYG 

AFGVVWSVTDPRJDGKRVALKK 

MPN VFQML VSCKRVFRELKM L 

CFFKHDNVLSALDIL*PPHIDYF 

EE1YVVTELMQSDLHKI1VSPQP 

LSSDH VKVFLYQ1 LRGL\KYLHF 

RLG1LHXRDIKPGNLLVNSNCVL 

K1CDFGLARVEELDESRHMTQE 

VVTQYYRAPEILMGSRHYSNAI 

D1WSVGC1FAELLGRRJLFQAQS 

PIQQLDL1TDLLGTPSLEAMRTA 

CEGAKAHILRGPHKQPSLPVLY 

TLSSQAT\H*TGHLLFAECGFDP 

SKRISAKDALSHPYLDEGRLRY 

n i v^iviv^ivv^v^LiOrov 1 VjJV V IN I \oUL 

EPV7ANPKFDDTFEKNLSPVRQV 
KEIIHQF1LEQ\QKGNRV\PLWIN 
PQSAVFKSFISSTVAQPSEMPPXS 
PLVWE 


21355 


51723 


A 


21483 


119 


692 


SYKSRLARKS\TGGKAP\RKQLA 
YKKPASQECGPLTGGVKKPHR 
YR\PGTVAAP*NLDGYQKSTE\L 
MIRK\LRFQR\LVREIAQ\DF\KT 

DI RFO'sAVlRWl PRMA^FAYI 

VWPFLKDTNLVCLSMPKRVTIY 
AKKTFQLSTPASRGERALRIHS 
WMGKHFILKKKKKKFLFFLLL 
VVLNVRYFFFHGVKRYLSI 


21356 


51724 


A 


21484 


2 


363 


RFTKVEMKEKAMLSAAREKGR 

VTHKGKPISLKADLSAETLQAR 

REWGPIFNILKEKNFQPRJSYPA 

KLSFISEQEIKYFTDKQMLRDFV 

ITRPALFCELLKEA LNMERNN W 

YQPLQKLHAKL 



BNSDOCID: <WO 0175067A3_IA> 



2731 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


21357 


51725 


A 


21485 


1 


1468 


MRNLRN1QKAKATINLGISFDE 

GLKGFMWSRIEAAPLPNTRWC 

LPHGYSGPANSGGCYYITTGMS 

CWLSDLYPRHDGVHVGLQGK 

DLEHDIPVDLGSRPTSVDPVSRS 

A PGPQGPK A PV DSG SRTTP ANP 

GAGPSPVDPSSRPAPVASGFRU 

MIDQNTKLIPVPGWPLRLRLKI 

Y LSSRS ASLDSGSRF APVDTN FI 

PVPTDRGHSHAPEDPVDRLTSV 

DPTKEKNWMENEFDKLTEVGF 

RRSVITNFSELICEHVLTHRKEA 

KNLEKRLDEWLSRITCAEKSLN 

DLMELKTTVRELREAYTSFMS 

QFDQAEERISVIEDQINE1KLKSL 

QAQEDARHRNTDQRSSENRRS 

EPWSLEERKREQWNSLKQNAD 

QQDTEAMSDYK/R/YSSET* RRR 

* LFCLLRK VHSKEGP* KKDQRE 

TRNQKGLGFLRDRPQWVSGKM 

KQECLQLGTPWP*IIIGQWQYFP 

RDGMGVRTDFCRIFQRJLARMR 

LCEGCLMNS 



2732 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


21358 


51726 


A 


21486 


1 


2589 


MSPVTLWVRTSSRGEDRCGMC 

TPGRDTGFAPISGMCSKYRSCTI 

NEDTGLGLAFTMPMSLDTKHIP 

NFGKVHGYIMRHHKNEDTIPW 

RRNTKKEEARGTQPLEADDQN 

PGWEDGKPGSLENEGRRSHRG 

NPAPDMPQPPKEDLFILPDEYK 

SCLRHKRSLLRSHRNEELNVET 

LVVVDKXMMQNHGHENITTY 

VLTILNMERILKKTSFTIIHPSA 

MERCPVLNLQIRDSLWNHCFSL 

ATTVHRFHPVGRHALKKMYKL 

PSAYINVSITKYTQRFALTYISC 

VFHRNAAFVAVPGEGRCCAGV 

DVPAPMSLRSPGPHWPQEHGA 

LWISCTVRGMASCLGQLCRVS 

MRVRANIGKVQKPRLRISNGK 

GLHTQSELSGSAYLEKGWRGA 

APGLDSRNEKGTEGARDSGTPG 

RQSQTLQRGPPGPVPGSSKJAPQ 

TLTRQGSMTASRKLVLLLPEFC 

ERTGEQSGQLYPPSPLLVEWV 

MPAGTSSTVDPLLPELCRRWER 

QALSLCRLYRQRTSVSIKALCD 

HTETRSVALSTCQGLECNSSPA 

RKQNWMENEFEELTEVGFRKS 

VITKFSKLKEHILTHRKEAKNLE 

KRLDEWLTRITSVEKSLNDLME 

LKTT VRK\L H E A YTS FN S RF DQ 

VEERILVIEHQINEIKQEDKVRE 

KRVKRNEQSLQEIWDCVKRPN 

LCLIGVPESDGENGTKLENT\LQ 


21359 


51727 


A 


21487 


260 


1292 


RLCAFNKRMTFQFNFTIEDHLE 

NELTPIRDGALTLDSSKJELSVSE 

SQKGEERDRKCSAEQFDLPQD 

HL WEHKSMEN A A PSQDTDSPL 

SAASSSRNLEPHGKQPSLRAAK 

EHAMPKDLKKMLENKVIETLP 

GFQH V K LS V VKTILLKENFPG E 

NIVSKSFSSHSDLITGVYEGGLK 

IWECTFDLLAYFTKAKVKFAG 

KKVLDLGCGSGLLGITAFKGGS 

KEIHFQDYNSMVIDEVTVLPNV 

VANSTLEDEENDVNEPDVKRC 

RJCPKVTQLYKCRFFSGEWSEFC 

KLVLSSEKLFVKYDLIXLTSETIY 

NPDYYSNLHQTFLRLLSKNGRV 

LLASKAHVQRNSLSRL 



2733 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=posstble nucleotide insertion) 


21360 


51728 


A 


21488 


263 


1466 


RLCAFN KRMTFQFNFTIEDHL\E 

NELTPIRJDG\ALTL\DSSKEL\SVS 

ESQKGRKE\RDRKCSAEQF\DLP 

QDHLWGN1SSMGKWQAPSXQG 

HRTSSTSVAASSSRNIAEPHGKT 

ALLAGAGQRSMAMPKRF*RRC 

LEN*SPLET\LPGFQHVKLSVVK 

TILLKENFPGENIVSKSFSSHSDL 

ITG V YEGG LKI WECTFDLL A Y F 

TKAKVKFAGKKVLDLGCGSGL 

LGITAFKGASKEIHF\QDYNSMV 

IDEVTLPNVVA\NS\TLEDGGKM 

DVKWSPDVEICMPGNPKVTQVL 

YKC\RFFS\GEWS*VL*ALYLSSE 

KALFVKY DPHSSPSETMYN P\D Y 

YSNL\HQTFLRLLSKNG\RVLLA 

SKAHYFGVGGGVHLFQKFVEE 

RD VFKTRI LK1IDEG LKRFI I El TF 


21361 


51729 


A 


21489 


2 


367 




21362 


51730 


A 


21490 


2 


376 


QTYSLRRATPRH1IVGFTKVEM 

KEKVLRAA/NKPIRLTVDLSAET 

LQ ARKEGGP1FN I LKEKNFQPRI 

SYPAKLSFISEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


21363 


51731 


A 


21491 


1 


690 




21364 


51732 


A 


21492 


1 


714 




21365 


51733 


A 


21493 


1 


1536 




21366 


51734 


A 


21494 


1 


765 




21367 


51735 


A 


21495 


1 


972 




21368 


51736 


A 


21496 


1 


2670 




21369 


51737 


A 


21497 


2 


1178 




21370 


51738 


A 


21498 


2 


827 




21371 


51739 


A 


21499 


1 


777 




21372 


51740 


A 


21500 


168 


1057 


IRLKNDHDGELRNKTICFNRNL 

AEIKKFSENYENKETMYLNLW 

D V AKA VLRGQFIALN ARI KKLE 

KSQVYNLISQLKELENQEQTNP 

KASRRQE1TKIRAELKEVETWK 

TLKKINESGRGVDCSS/DASNGT 

KPDGE*L* * VDKSR/PSE ARQAN 

IHIQEIHGTPQR*SLRRATPRH/1I 

VRFTKVEMKEKMLRAARKKG 

WVTHKGKPIRLTADLLAETLQ 

ARREWGPIFNILKEKNFQLR1SY 

PAKLSFIREGEIKAFTEKQILRDF 

VTTRPALQELLKEALNMERND 

RYQPLQKHAKL 



2734 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21373 


51741 


A 


21501 


3 


1263 


GRTIQTKGKEV\ENFEKNLEECI 

TRITNTEKCLKELMELKTKARE 

VRJEECRSLRSQCDQLEERVSAM 

EDEMMEM KQEG KFREKRI KRN 

EQSLQEIWDYVKRPNLRLIGVP 

ESDVENGTKLENTLQDIIQENFP 

NLARQANVQIQERQRTPQRYSS 

RRATPRHI1VRFTKVEMKEKMG 

LLVPNWTNHSPLFRAILFDYKG 

FCRFGTTHQTGFSPAGANQRGP 

LAATLSGPGGEGQSAVARLTGL 

1GVPESDVEKETKLETTLQDIIQ 

ENFPILARQANVQIQEIQRTPQR 

YSSRRATPRH1IVRFTKVEMKE 

KMLRAAREKGRVTLKGKPIRL 

TADLSAETLQARREWGPIFNIL 

KEKNFQPR1SYPAKLSF1SEGEIK 

SFTDKQMLRDFVTTRPALKELL 

KEALNMERNNRYQPLQNHAK 


21374 


51742 


B 


21502 


1 


2356 




21375 


51743 


A 


21503 


2 


484 




21376 


51744 


A 


21504 


2 


902 


ASFFSKKTSGFGGWGAGGPGD 

PGMGNHGGFRGGFSRGIRGWG 

HSRGQGPGQGRGAHRGKTKDK 

EWTSIPKLGHLVKDMKIKFLEEI 

YLFFLAIKEFEIIDFFLGASLKDE 

VLK1MPVQKQTHASQRTRLKG 

F1VIGDYNG/HVGLGVKCSKEV 

A/TAIRGAIILG*LSIVPMCRGY 

WGSKIGKPHTVPCKVTGHCGS 

VLVHFIPAPRGTGIVSVPMP/KK 

LLLMAGIYDCY/ARSCTATLGN 

FTKATFDA I SKTYS YPTPNL WK 

ETVFTKSP/YEFRNSGQEFTDYL 

VKT/HIRVSVQRTQAPAVATT 


21377 


51745 


A 


21505 


2 


407 


ST1SCGGNFPIPRGGSGVASLER 

AESSSTEPAKAIKPIDRKSVHQI 

CSGPVVPSLSTAVKELVENSLD 

AG ATNIDL 1CLKD YG VDLI E VSG 

NGCGVEEENFEGLTLKHHTSKI 

QEFADL\LSDVTISTCHVSAKVG 


21378 


51746 


A 


21506 


362 


490 




21379 


51747 


A 


21507 


3009 


3889 




21380 


51748 


A 


21508 


1 


504 


LDDLHKWFLSSFLLTA1SIGIKF 
LLKJH1SRGSGVLLQLLPGNPSP 
AAHGTEELEPKFLEQGYLRAVL 
PG PRVHATA * LE PTVTDQG Y A R 
AGLPIQEVEDVLFGVLVVLLHV 
IGQVAEDRNQVAAQGHHQES/C 
PA QCWGDCTH L E IAGWRG I RRS 
DANPRSQRKGFG 



2735 



BNSDOCID: <WO_017S067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


21381 


51749 


A 


21509 


2 ! 


1 101 


WTERRLGSVRGDRLRERSRPA 

VNRTPRMSRVPSGAPRGTPSRR 

WWMMKCWDHQPLG'IPAPHV 

GPLAG/IRKKEWSDESEEEPEKE 

LAPEPEETWVVEMLCGLKMKL 

KQQRVSP1LPEHHKDFNSQLAP 

GVDPSPPHRSFCWKRKREWWD 

ESEESLEEEPRKVLAPEPEE1WV 

AEMLCGLKMKLKRRRVSLVLP 

EHHEAFNRLLEDPVIKRFLAWD 

KDLRVSDKYLLAMVIAYFSRA 

GLPSWQYQRIHFFLALYLAND 

MEEDDEDPKQNIFYFLYGKTRS 

RIPLVRNRRFQLCRCLNPRARK 

NRSQIALFQKLRFQFFCSMSGR 

AWVSREELEENTGPRGDVDFQ 

QELYSNANGRQQERGEEPFVQ1 


21382 


51750 


A 


21510 


3 1 


918 




21383 


51751 


A 


21511 


1 


792 




21384 


51752 


A 


21512 


3007 


3885 




21385 


51753 


A 


21513 


615 


845 


GHTASPPPRSPQAQGRAPSVAP 
PPTTPQICPTTPSSFSSKRTYAG 
GWDLPQGQADC*SPCGAQGG 
WVTLAVASASS 


21386 


51754 


A 


21514 


357 


562 


GSSTCGRETERVVLKKRKRSPT 
HFQYRNSPTAEARPQLEVPTQW 
GRRSHSPRPSAPLPCSCPQKSRK 

sv 


21387 


51755 


A 


21515 


1 


1335 




21388 


51756 


A 


21516 


537 


1164 


SSTEPAKA11CPIDRKSVHQ1CSG 

PVVLSLSTAVKELVENSLDAGA 

TNIDLKLKDYGVDLIEVSDNGC 

GVEEENFEGL1SF\TLKHHTCKI 

QEFADLTEVETFGFQGEALSSL 

CALSDVTISTCHASVKVGTRLV 

FDHDGK1IQETPYP\HPRGTTVS 

VKQLFSTLPVRHKEFQRMfCKAR 

ACFPFAFCRDCQFPEASPVAMLP 

VQPAELMAV 


21389 


51757 


A 


21517 


224 


903 


GFTWYIGMAQPKQERVARARH 

QRSETARHQRSETAKTPTLGNR 

QTPTLGNRQTPRLGIHARPRRR 

ATTS L LTLLRA FG KKTQS/STE P 

AKA1KPIDRKSVHQICSGPVVLS 

LSTAVKKIVGNSLDAGATNIDL 

KLKDYGMDLIEVSGNGCGVEE 

ENFEGLSWDSTGVFDHDGKIIQ 

KTPYPHPRGTTVSVKQLFSTLP 

VRHKEFQRNIKKPVGEKYMRS 

VDTQACSCI 



2736 

BNSDOCID: <WO 0175067A3_IA> 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SKQ1D NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


21390 


51758 


A 


21518 


2 


1321 


VKSRAALLGPGA/LSPLEVSRRR 

PWTERRLGSVRGDRLRERSRPA 

VNRTPRMSRVPSGAPRGTPSRR 

WWMMKCWDHQPLG*IPAPHV 

GPLAG/IRKREWSDESEEEPEKE 

LAPEPEETWVVEMLCGLKMKL 

KQQRVSSILPEHHKDFNSQLAP 

GVNPSPPHRSFCWKRKMEWW 

DQSEESLEEEPRKVLAPEPEEI W 

VAEMLCGLKMKLKRRRVSLVL 

PEH H E A FNRLLEDP V 1 KRFL A W 

DKDLR V SDK YLL A MVIAYFSR 

AGFPSWQYQRJHFFLALYLAND 

MEEDDEDSKQNIFHFLYRKNRS 

R1PLLRKRWFQLGHSMNPRARK 

NRSRIPLLRKRRFQLYRSTNPRA 

RKNRSRIPLLCKRRFQLYRSMN 

SRARKNRSQ1VLFQKRRFHFFCS 

MSCRAWVSPEELEENTGPRGD 

VDFQQELYSNANGRHQAGGEE 



2737 

BNSDOCID: <WO__017S067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ll> NO: 
in USSN 
09/540,217 | 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, V=possible nucleotide insertion) 


21391 


51759 


A 


21519 


1 


2654 


RSACGSPAWNFPSPRGGSGVAS 

ME\RAESSSTEPAKA1KPI DQK.S 

VHQ1CSGQVVLSLSTAVKELVE 

NSLDAGATNIDLKLKDYGVDL1 

EVSDNGCGVEEENFEGLTLKH 

HTSKIHEFADLTQVETFGFRGE 

ALSSLCALSDVTIFTCHASAKV 

GTRLMFDHNGKIIQKTPYPRPR 

GTTVSVQQLFSTLPVRHKEFQR 

NIKKEYAKMVQVLHAYC\SFQ 

QASV*VAPISLDK/RKRQPVVCT 

GGSPSIKENIGSVFGQKQLQSLI 

PFVQLPPSDSVCEEYGLSCSDA 

LHNLFYISGFISQCTHGVGRSST 

DRQF FFIN RRPC D PA KVCRLVN 

EVYHMYNRHQYPFVVLNISVD 

SECVDINVTPDKRQILLQEEKLL 

LAVLKTSLIGMFDSDVNKLNVS 

QQPLLDVEGNLIKMHAADLEK 

PMVEKQDQSPSLRTGEEKKDV 

S1SRLREAFSLRHTTENKPHSPK 

TPEPRRSPLGQKRGMLSSSTSG 

AISDKGVLRPQKEAVSSSHGPS 

DPTDRAEVEKDSGHGSTSVDSE 

GFS1PDTGSHCSSEYAASSPGDR 

GSQEHVDSQEJCAPETDDSFSDV 

DCHSNQEDTGCKFRVLPQPTNL 

ATPNTKRFKJCEEILSSSDICQKL 

VNTQDMSASQVDVAVKINKKV 

VPLDFSMSSLAKRIKQLHHEAQ 

QSEGEQNYRKFRAKICPGENQA 

AEDELRKEISKTMFAEMEIIGQF 


21392 


51760 


A 


21520 


238 


413 




21393 


51761 


A 


21521 


288 


467 




21394 


51762 


A 


21522 


1 


3038 


MDVGWDLGEDCWQEHLHTAF 

SFDCWPCSQNGDRVPSVNPVG 

GGAPRSYLQVASAECWAAAPA 

VHVGEPVHAGGLHTERGADPV 

IG L YL VH RGG A CQTPTVGN RQ 

TPTLGIHARPRRRATTSLLTLLL 

AFGKNAVRTEPAKAIICPIDRKS 

VHQICSGPVVPSLSTAVKELVE 

NSLDAGATN1DLKLKDKESGLM 

KVQANEWGVKEETSKGLLLKH 

HTSKIQEFADLPQVETFGFRGE 

ALSSLCALSDVTISTCHV 


21395 


51763 


A 


21523 


34 


256 


ETGPPGSAPGRLEFTNIKRVVVP 
QERVELETLLVSYFSPRTPRRTP 
PPFPHPCS*EDNV1TVFSSIKNGP 
GSSR 



2738 

BNSDOCID: <WO 01 75067 A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


21396 


51764 


A 


21524 


727 


2953 


HVSGYDDVPLGTLSLD1WPPAL 

FSVVSFAAFFFTPPIEAVLKSFSC 

LLVWYIGMAQPKQERVARARH 

QRSETARHQRSETA/KTPTLGN 

RQTPTLGNRQTPRLG I HARPRR 

RATTSLLTLLRAFGKKTQS/STE 

PAKAIKPJDRKSVHQICSGQVVL 

SLSTAVKKIVENSLDAGATNID 

LKLfCDYGMDLIEVSGNGCGVE 

EENFKGLTLKHHTSKIQEFADL 

TRVETFGFRGEALSSLCALSDV 

TISTCHVSAKVGTRLVFDHDGK 

IIQKTPYPHPRGTTVSVKQLFST 

LPVRHKEFQRNIKKAQR/PQAR/ 

CYRCS*PNVSPGPGMAAASTLS 

A * PRSQSS YFISCKA/EDN AICPI 

AEQKAEGKFSSRYRNHDSAEN 

RRDGSMTRPRTDWTLKRACTE 

KRRPQH ASSFE WRG HSLC WDR 

EQRDAETLKMLLDSGLSVQKK 

TKDRTETRFGEMGQILGKIMMS 

HQPQPQEEQSPQRSTSGYPLQE 

VVDDEVSGPSAPGVDPSPPRRS 

LGWKRKRECLDESDDEPEKEL 

APEPEET WV A ETLCGLKM KA K 

RRRVSLVLPEYYEAFNRLLEDP 

V1KRLLAWDKDLRVSDKIPSEP 

TILGASPKTLPPASRICIRPSNTP 

PPRNFHMSTVTPMLSYLANDM 

EEDDEAPKQNIFYFLYEETRSHI 

PLLRELWFQLCRYMNPRARKN 

CSQIALFRKYRFHFFCSMRCRA 



BNSDOCID: <WO 017S067A3_IA> 



2739 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21397 


51765 


A 


21525 


1054 


2349 


SCPQIIFLSSCLQVASAECWAAA 

PAVHVGEPVHAGGLHTERGAD 

PVIGLYLVHRGGACQTP-RIGSR 

QTPTLGIHARPRRRATTSLLTLL 

LAFGKNAVRCAL1GPGSLTSRT 

RPLTEPLGEKERREVFFPPRPER 

VEHNVESSRWEPRRRGACGSR 

GGNFP\SPRGG\SGVASLERAES 

SSTEPAKA1KPIDRJCSVHQICSG 

PVVPSLRPNAVKELVENSLDAG 

A\TNVDLKLKDYGVDLIEVSG\ 

NGCG VEEENFEG L/TSLSALKH 

HTSKIREFADLTRVETFGFRGE/ 

AL*ASLCALSDVTISTCHVSAK\ 

VGTLTGVFDHDGKIIPENPPNPH 

PRGTTVSVKQLFSTLPVVRHKEF 

QRNIKKKRAVCFPFAFCRDCQFP 

EASPAMLPVQPAELTPR\STP\PH 

PCSLEDNVITVFSSWKNGPGSS 

KM1CTNGSSPSS 


21398 


51766 


A 


21526 


2 


393 




21399 


51767 


A 


21527 


2 


165 




21400 


51768 


A 


21528 


3 


196 




21401 


51769 


A 


21529 


1 


41 1 




21402 


51770 


A 


21530 


1 


1727 


GPQGVGRMAEGKAGGAAGLF 

AKQVQKKFSRAQEKVLQKLGK 

AVETKDERFEQSASNFYQQQA 

EGHKLYKDLKNFLSAVKVMHE 

SSKRVSETLQFIYYXSEWYGHEE 

LKAIVWNMDLLWEDYEEKLVA 

DQAVRTME[YVAQFSEIKE\RIA 

KRGRXLVDYDSARHHLEAVQN 

AKKKDEAKTAKAEEEFNKAQT 

VFEDLNQELLEELPILYMSRIGC 

YVTIFQNISNLRDVFYREMSKL 

NHNLYEVMSKLEKQHSNKVFV 

VKGLSSSSRRSLVISPGVRTATV 

SSPLTSPTSPSTLSLKSESESVSA 

TEDLAPDAAQGEDNSEIKELLE 

EEEIEKEGSEAGSSEEDDPLPAC 

NGPAQAQPSPTTERAKASQEEV 

LPSSTTPSPGGALSPSGQLSSSA 

TEVVLRTRTASEGSE\RPKKTAS 

IQRTSAPPRRPPPPRATASPRPCS 

GNIPSSPTASGGGSAVTSPRASL 

GTGTASPRTSLE1N* PNPEVPPEKP 

VRTPEAKENENJFfNQNPEELCT 

SPTLMTSQVASEPGEAKKMED 

KEFCDNKLISADSSEGQDQLQVS 

MVPENNNLTAPEPQEEVSTSEN 


21403 


51771 


A 


21531 


1 


1530 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in LfSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21404 


51772 


A 


21532 


499 


1587 


HPRDPEAPSGPLWSASLPALYS 

QGHANEFDGSNSTSHAVLVLV 

QKHIKAVLSNKLCLSTSSLVQG 

VNAHLGTL1WPQPRGYLSPRSA 

IPWFSVPTVTSGLHFPWEVQ*LF 

LLSCWGKAHQSLPQRMPPLLC 

CQGMWVPEGSMATVGLSQQLF 

DSALLLLQKAGALNLDITGQLR 

SDDNLLNTSALGRLIPEVARQF 

PEPMPVVLKVRLGATPVAHGS 

TQTTATL RPASPF VGGS WATG P 

PNSAFPSPSSP/CLVVVNLRTPAS 

L/SSKGEALREHVCAWWMSOI 

TVASSNVGFIDTDQVRTLMGTV 

FEKPLLDHLNGSLGHGELPSLV 

WVNLHYVAPEIFVYEGYVVISS 

GTLLPEPEAKTTGRP 


21405 


51773 


A 


21533 


1385 


3111 


IAPSEVKEHKMVLEMLNPIHYN 

ITSIVPEAMPAATMPVLLLTGLF 

LLVWNYEGTSSIPGPGYCMG1G 

PLISHGRFLW\MGIG\SACNYYN 

RVYGEFMRVW1SGEETLIISKSS 

SMFHIMKFTNHYSSRFGSKLGLQ 

CIGMHEKGIIF\NNNPELWKTTR 

PFLYERLCHAPASVRMVTVCA 

ESLKTHLDRLXEEVTTVESGLCG 

TC LTLLRR V HG WDTSNTV FL\G 

IPL\EESAIVVK1QG\YFDAWQAL 

LIKPDI FFKIS WLYKKYEMCS VK 

DL\KD A\l E VLI AEKRRRI STEEK 

LEECMDFATELILAEKRGDLTR 

ENVNQCILEMLIAAPDTMSVSL 

FFMLFLIAKHP\NVEEAIIKE1\QT 

VIGERDIKIDDIQKLKVMENFIY 

ESMRYQPVVDLVMAQSL*EG* 

C*SMGYPV\KKGTNIYSWNIG\R 

VHRL* FFPKPNEFTLENFAKNV 

PYRYFQPFGFGPRGCAGKY/LS 

AMVMMKA1L\VTLLRTDST*RT 

LPGTSVFESIQEGYTTCPWHPD\ 

ETKN M L\EMDL YPKETSDRCLG 

TLRRKAGQYLTLGAFSPSVCSP 

TNHPILCPLVFILHSGTLSGPMA 


21406 


51774 


A 


21534 


129 


378 


IVCKFSVSTHKN1RAKKPDERLP 
ECGTQIRKDTLKRVRRTVLHYL 
C\PPPSVPEIPAWR\GDCSP/VGK 
EG KCTPD LN PN I E L RP V 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


21407 


51775 


A 


21535 


1 


474 


MQKQIISVTEVEWYPKYTslSNM 

KEYWSTQNHQFEQLSTHKNIR 

AKKPDERLPECGTQIRKDTLKR 

PCPLDRPLWPHITAEQGSKPST 

WPAPCDP/1F*ANIHLPSLHTGPC 

RSKVQAHSSRPGCQASSTCVPR 

LQDLPC* PRFRLTL V DQD A RP A 

APVYQGSRTYPADPDSRPAPVD 

SGC1ISGQADW 


21408 


51776 


A 


21536 


2 


325 




21409 


51777 


A 


21537 


2 


1011 


WAFSITERREFQVYYNSCPSSS 

WIGDARAFSPPDPTGLYPIYSQ 

DTQTFRLWLNYNTDFPGSPAC 

KWQAMELLSPQSPFRVDRGEH 

LPFLVKGARYTLVPAGQEGAL 

AAWLEALRGQLGRRGAVVSM 

MDAEGLERSSPDCAMGLSDGE 

WQLVLNW WG K VE ADIPG HG\Q 

EVLIRLFKGHPETLXEKFDK/FTR 

HLKSED\EMKASED\LKKHMCH 

TVLTP\LGVHILRE\KGHH*RQR 

FKPLGTSSHCHPSTKJPPLKVTL 

EFHLPG1AFIQVLAEQAIPGDFG\ 

AECPGAQLKQRPWELFVRKNNG 

LPTYKEAGAFQGARALAGFPTP 

THLGPPGFKKRAGV 


21410 


51778 


A 


21538 


157 


322 




21411 


51779 


B 


21539 


1 


975 




21412 


51780 


A 


21540 


218 


388 


RKLPLAGLPCINRQHS*SN VM IC 
FLTPV*KIQN*LQSEQFLPYPTIV 
IITLCFFAV 


21413 


51781 


A 


21541 


663 


933 


GCAGPCLVNQMFGKQYYLGKS 

HHPXSLVSLNRGAHCTVGKPQG 

PSGP*KLGYYFKVFPPCG*FWK 

YGPSWGMEERAWTGSPLGPGP 

PLKKV 


21414 


51782 


A 


21542 


389 


1033 


NQGLRNLGLCRTCLVNKMFTS 

SILGKSHRHSLVSINQGNNALW 

KAAG\PLPLKAGYC\QGFSPCHS 

LKYG\SWDEKDLTVPQPDTLKG 

SVLRW1SKRGKPLAVE1EEGHC 

UCLPLGTECLGIK/PPIVHLFNSE 

IGEYNRPYGGR*DMFCSNGCLG* 

FL*LPLRCLG\GEKHKSGL/HVHI 

PVIVPPLELNYDIDSFAHMFFW 

DLS\L1ITLLSCYIPFC 


21415 


51783 


A 


21543 


82 


163 




21416 


51784 


B 


21544 


1 


211 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21417 


51785 


A 


21545 


71 


1086 


NMNLSLVLAAFCLGIASAVPKF 

DQNLDTKWYQWKATHRRLYG 

ANEEGWRJIAVWEKNMKMIEL 

KNG/EKYSQGKH\GFTMAMNA 

FGDMTNEEFRQMMGCFRNQKF 

RKGKVFREPLFLDLPKSVDWR 

KJCG Y VTP V KNQKQCG SC WAFS 

ATGALEGQMFRKTGKLVSLSE 

QNLVDCSRPQGNQGCNGGFMA 

RAFQYVKENGGLDSEESYPYV 

AVDEICKYRPENSVANDTGFTV 

VAPGKEKALMKAVATVGPISV 

AMDAGHSSFQFYKSG1\YF*PDC 

ISKNLDQG VLVVGYVFEG ANS 

NNSKYWLVKNSWGP\EWGS\N 

GYVKIAKD\KNNHCGIATAASY 


21418 


51786 


A 


21546 


170 


412 


LWLSFLLMHWH*IPLAAVSVFT 
VSN/PILDFS*IQLKTPKHFGNLG 
NTGFLGKQLRLLLRSLVSVSRL 
HCLLGYRRTQMPPL 


21419 


51787 


A 


21547 


1 


753 




21420 


51788 


A 


21548 


125 


464 


TAVFLTQSLFGGLFTRTRMKFG 

TMTRI/RGDLPWErNPLSSCSLL 

HEKDPPTTSGPQTNQPKKHLTN 

FKSRKVERTKGLLKTHLTKLSH 

QLKKA WTI LLPLSLLR IQACPR 

NAT 


21421 


51789 


A 


21549 


1 


753 




21422 


51790 


A 


21550 


291 


671 




21423 


51791 


A 


21551 


10 


453 


TALLLTQSLFGGLFTRTRMKFG 
AMTRJGXDLPWEINPLSSCSLLC 
EKHPPTTSGPQTDQPKKHLTNF 
KSETK ETCFIHEPKTLAPVTD W 
EGSLPLVFNHCRDGLSDHSATF 
QGCQTMQGCLPWSFTLSGKSR 
FPGAGASTPQPLLLHP 


21424 


51792 | 


A 


21552 


740 


1010 


TAMLLKQSLFGCLFTRTRMICF 
G A VTRIG\DLP* ETNPLSSCSLLR 
DKDPPTTSSPQTHQPKKHLTNF 
KSGCSSPG RARSQSFLSLCSSTL 


21425 


51793 


A 


21553 


134 


358 


TAMLLTQSLFGGLFTRTRMKFG 
AVIRIGXDLLWEINPLSSCSLLHE 
KDPPTTSGPQTDQPKJCHLTNFK 
SSCSSPG 


21426 


51794 


A 


21554 


392 


645 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


21427 


51795 


A 


21555 


1 


1900 


MQNALESLSNRIEQVEERNSEL 

EDKFFELTQSNKDKEKRIRKYK 

QSLKEVWDYVKGPNLR1ISVPE 

EEENSKSLENIFGEIIEENLPSLA 

RHLDNQIQEAQRTLWKLIAKRS 

LPRHIV1RLSKVKTKERILRAVR 

QKHQVTHLTCKESYKLICVKG 

WKRHFMQMDTKNEQGI1CNEN 

HLIISIDVEKASDKIQQRFMIKTL 

SK1GIQGKYLNV1KA1YDKPTAN 

ITLN REK/LESI PSEKLKAFPLRT 

GTRQGCPLSPLFFNTVLEVLAR 

AIRQEKEIKGIQIGKEEVKLSLF 

ADDMIMYLENPKDSSRKLLEW1 

KESNKVSGYKTHVHKSVALLY 

TKQ*\QAENQIKNRNPFAIAAKK 

KJCKKKKKKKRNSRIYLTKESK 

DLYKJENYKTLLKEIIDNMNKW 

K H I PCS WMG RJ S I V KJCL*\LQ KA 

IYKLNAILIKIPPLLFTELEKTILK 

FIWKSNKSNRIAKVILSKKNKSG 

GITLPDFKLYYTI RKINSKW1KD 

LNLRPETIQILEDN IGKTLLEIGL 

GKDFMTKNPKANAKKKTKINR 

WDLI K LKSFCTA KGT VSRVKRT 

HRVGENLPHYTSIHPTIYTIYTS 

DKGLISRIYNEFKQIVTRTTCVF 

LHPPHPICAKTTSYGDQLLGGN 


21428 


51796 


C 


21556 


10 


339 




21429 


51797 


B 


21557 


97 


1458 




21430 


51798 


A 


21558 


1 


387 




21431 


51799 


A 


21559 


3 


604 


GSVIAYYWSEFSIPQHLVEEAE 

RVMAEERVFMLPPRARSLKSFV 

VTS V V A FRESEGQG W A WD WPP 

FHGVGLGPGPLQGTGTPRAQCP 

REKTTCWPGTSL*1IRKQE*GNG 

LYQEMLYSPSYSSATDSKTVQR 

TQDNSCSFGLHARGVELMRFTT 

PGFPDSPYPAHARCQWALRGD 

ADSVLSLTFRSFDLASCDEARS 

DLV 



2744 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


21432 


51800 


A 


21560 


1000 


2084 


FRGTPVQRGGGWADLPGRCGE 

LGRRLRSEEQARRVHKAPS/DF 

GTG/LKENTGKVNGLEEGVEFL 

PVNNVKKVEKHGPGRWVVLA 

AVL1GLLLVLLG1GFLVWHLQY 

RDVRVQKVFNGYMRITNENFV 

DAYENSNSTEFVSLASKVKDAL 

LYSGVPFLGPYHKESAVTAFM 

WVWREGSVGCTPDWLGVGSG 

YS V WGTKREM VLEVLD WRA K 

EGPRCVLLEGSVIAYYWSEFSIP 

QHLVEEAERVMAEERVVMLPP 

RARSLKSFVVTSVVAFPTDSKT 

VQRTQDNSCSFGLHARGVELM 

RFTTPGFPDSPYPAHARCQWAL 

RGDADSVLSLTFRSFDLASCDE 

RGSDLVTVYNTLSPMEPHALV 


21433 


51801 


A 


21561 


3 


2820 


TGAL1LQKGEIRVINQTTCENLL 

PQQITPRMMCVGFLSGGVDSC 

QVPPGQEGGRQFPLKETNNRK 

GRLPKRLRPHTWCCYSLECSSY 

SLRCTEDTWTEDQKVNGLEEG 

VEFLPVHNTNVKKVEKHGPGRWV 

VLAAVLIGLLLVLLGIGFLVWH 

LQYRDVRVQKVFNGYMRJTNE 

NF VD A Y ENSNSTEF VSLASKVK 

DALKLLYSGVPFLGPYHKESAV 

TAFSEGSVIAYYWSEFSIPQHLV 

EEAERVMAEERVVMLP 


21434 


51802 


A 


21562 


111 


465 




21435 


51803 


A 


21563 


2 


197 




21436 


51804 


A 


21564 


359 


405 


EMQSRED*RK*YL*RJVNCVPL 

RERLGYVCGGLGERSKEGTLWI 

YQGLQKSQDTGRV 


21437 


51805 


A 


21565 


208 


287 


IVSRSEKGWVMYVEGWEREAR 
REHYGYIKGYKNHRIHMMQSS 
KALV*LEDLRKHI*IFRCVFSNP 
QVILML 


21438 


51806 


C 


21566 


141 


305 




21439 


51807 


A 


21567 


170 


973 


RMAACRALKAVLVDLSGTLHI 

EDAAVPGXAQEALKRLRGASVII 

RFVTNTTKESKQDLFXKRLRKL 

G\FDISEDEIFTSL\TAARSLL*\R 

KQVTPMLLVD*SGHYLIFKGIQ 

TSDPNXAVVMGIGTRTFSLSKF 

WNQAFRLLLG WSTSDSNSQSQ 

GFQEFKMGLALGPWTIL*LL*K 

Y ATDTKATV VG KPEKTFFLGS I 

AGHWLLNLEEAVMIG\DDCRG\ 

DVGGAQDVGMLGILVKTGKYR 

ASDEEKINPPPYLTCESFPHAVD 
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SEQ ID 

NO: 


SEQ ll>NO: 
of peptide 
sequence 


If 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21440 


51808 


A 
r\ 


21568 


42 


211 




21441 


5 1 809 


A 


21569 


92 


366 


AGSEMRPGLTWACSLARLLLSP 

SFIKHWFLESCLLSCSRSGSGYA 

QWCPPHQSASAAGHCQTPAHA 

QAYLSSPPQMDHSSVRSLLEAC 

QTY*SASAAGHCQTPAHAQAY 

LSSPPQMDHSSVRSLLEACQTY 


21442 


51810 


A 


21570 


1 


834 




21443 


5181 1 


A 


21571 


3 


835 




21444 


51812 


A : 


21572 


1 


1649 


MPIVLVDWSD1REQKRLMVLR 

AS V ALHG RS VTL YEKAFPLSEQ 

CSKKAHDQFLADLAS1LPSNTT 

PL1VSDAGFKVPWYKSVEKLG 

WYWLSRVRGKVQYADLGAEN 

WKPISNLHDMSSSHSKTLGYKR 

LTKSNPISCQILLYKSRSKGRKN 

QRSTRTHCHHPSPK1YSASAKEP 

WVLATNLPVEIRTPKQLVNIYS 

KRMQ1EETFRDLKSPAYGLGLR 

HSRTSSSERFDIMLLIALMLQLT 

CWLAGVHAQKQGWDKHFQAN 

TVRNRNGSLLTNWPSVPPTIKE 

EENSEEELAAATTSKEQEPIGTD 

LDAVRTPEPLEEFPKREDQEGS 

PPETSLPYKWVVEAANLLIPAV 

GSSLSEALDLIESDPDAWCDLS 

KFDLPEEPSAEDS1NNSLVQLQA 

SHQQQVLPPRQPSA\LVPSVTEY 

RLDGHTISDLSRSSRG\ELIPISPS 

TEVGGSGIGTPPSVLKRQRKRR 

VALSPVTENSTSLSFLDSCNSLT 

PKSTPVKTLRFS\PSQ\FLNFWN 

KQDTLELESPSLTSTPVCSQKV 

VVTTPLHRDKTPLHQKHAA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21445 


51813 


A 


21573 


59 


2384 


PRPGSRSGLCRRAGERGAVRAG 

GMSRRTRCEDLDELHYQDTDS 

DVPEQRDSKCKVKWTHEEDEQ 

LRALVRQFGQQDWKFLASHFP 

NRTDQQCQYRWLRVLNPDLVK 

GPWTKEEDQKVIELVKKYGTK 

QWTLIAKHLKGRLGKQCRERW 

HNHLNPEVNKSCWTEEEDRIIC 

EAHKVLGNRWAEIAKMLPGRT 

DNAGKNHWNFT1QK/RKGDTG 

GFLREYKD* KPP V YLPLAELEDK 

DGLQSAQPTEGQRSLLTNWPSV 

PPTIKEEENVSEEELAAATTSKE 

QEPIGTDLDAVR\TP\EPLEEFP\K 

REDQEGSPPETD/SLPYKWVVE 

AVNLLIPAVVS\SLYEALDLIGS\ 

DPDAWCDLSRFDLPEEPSIEDSI 

NNS\LVQLQAS\HQQQ1LPPRQP 

SAXLVPSVTEYRLDGHTISDLSR 

SSRGELIP1SPSTEVGGXSGIGTPP 

SVLKRQRKRRVALSPVTENSTS 

LSFLDSCNSLTPKSTPVKTLPFS 

PSQFLNFWNK\QDTLELESPLA 

DYPPQVCSQKVVVTTPLHR\DK 

TPLHQKHAVAFVTPDQKYSMD 

NTPHT\PTPFKNALEKYGPLKPL 

PQTPHLAEEDLKEVLRSEAGIELI 

IEDDIRPEKQKRKPGLRRSPIKK 

VRKSLALD1VDEDVKLMMSTL 

PKSLSC RTTA PSN\SST\LTLSG I K 

EDNSLXLNQGLLAGPSPRXAAC 

VPEG PESHFHGQLAPY VP VPGK 


21446 


51814 


A 


21574 


190 


889 


SLPRRLESPGRLAMAARGVIAP 

VGES/LCRYAEVPCSPSAKRPDA 

DVDQQRLVRSLIAVGQGVAAL 

AFAG\RYAL\RIWKPLE\QVITET 

AKGRFQTPRFSS Y* *GG/FLNI I* 

LRRE A\GL I LG V SP\S AG KA KI RT 

\AHR\RVMILESPQIKGGSPYVA 

AKINEAKDVLLETTTKRLMLKD 

HTEGKKNEGTSKKKKSPAKYS 

KTWSFLIFYMGFDHSLIFRPLSC 

ITNKMLIVLLFIIF 
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SKQ ID 

NO: 1 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21447 


51815 


A 


21575 


2 


652 


EGYIC/RHFTGSSALLTRTH1TY 

GVIANVAVVR1NSPNS\RMLAA 

CKTLQEVTQLSQEAQRI VEKLE 

KSTKPIVAA1NGSCLGGGLEVAI 

SCQYRJATKDRJKTVLGTPEVLL 

GALPGAGGTQRLPKMVGVPAA 

LDMMLTGRSIRADRAKKMGLV 

DQLVEPLGPGLKPPEERTIEYLE 

EVAITFAKGLADKKISPKRDKG 

LVEKLTAYAMTIPFVRQQVY 


21448 


51816 


c ! 


21576 


98 


316 




21449 


51817 


A 


21577 


35 1 


247 




21450 


51818 


A 


21578 


I 


2391 


LQLKMVACRAIGILSRFSAFRIL 

RSRGYICRNFTGSSALLTRTHIN 

YGVKGDVAADRJNSPNSKWNT 

LSKELHSEFSEVMMEIWASDQI 

RSAVLISSKPG\CFIAG\AD1TML 

AACK\TLQ\EVTQLSQE\AQR\IV 

EKP*KSPQSLIVGCPSNGSCLGR 

RTLRLPISSPQYRJATKADSKTVI 

*VPPE\VFLGGPLPGRQGGHTK 

GCPKMGGVCLPAFGHECLTGR 

SIRYADRAKAKMGLVD\QLVGTP 

GTQGLKPPEERTIEYLEEVAI\TF 

AKGLADKKISPKRDKGXLVEKL 

TA\YAMTIPFVRQQVYKKVEEK 

VRKQTKGLYPAPLKI1DVVKTG 

1 EQGSDAG YLCESQKFGELVMT 

KESKALMGLYHGQVLCKKNKF 

GAPQKDVKHLAILGAGLMGAG 

IAQVSVDKGLKTILKDATLTAL 

DRGQQQVFKGLNDKVKKKAL 

TSFNERDS1FSNLTGQLDYQGF* 

KRPDMGELKAVF\EDP*SLSHR 

VLKGKVGSR*FPDHWYSLPSNT 

SALPISEIAAVQQKT*EG*LGMH 

YF\SPVDKMQLL\EI 1TTEKTSKD 

TASASAVAWGLKQGKWIIVWK 

DG\PGLLVTYQGVFAPMMS\EV1 

RILQEGS/VDPKJCLGFPWTTSFG 

F\PVG\AATLV\DEVGCGMLAK 

HV\AEDLGKVFG\ERFGGGNPE 

L\LTQMVSKGFLG\RKSGEGLLT 

SSGRVVKRKILNSTMD\SI*ASL 


21451 


51819 


A 


21579 


1 19 


387 


VEDSKEIFSSA*DYLSTHSKHVP 
ASHESYHVNPNLCMPVAPTSGA 
HSIV*KWPSWLGTVAHSCNPSN 
FGRPRRADCLSSRSSRPAWPTR 


21452 


51820 


B 


21580 


73 


3177 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21453 


51821 


A 


21581 


1399 


5140 


SGEPERALRGAAMRPSGTAGA 

ALLALLAALCPASRALEEKKVC 

QG TSNKLT\QLGTFE\D H FPQPS 

QRMF\NNCEVV\LGNLEITLCER 

NYDLSFLKTAQEVAGYVLIALN 

TVERIPLENLQIIRGNMYYENSY 

ALAV\LFNYDANKTGLKELPMR 

NI OFH HfiAVRF^NlMPAI fMVF 

SIOWRDTVSSDFI ^TsIMSMnPOlM 
jiy w ivi_vi v oovr ljoiNivioiviL/r v^in 

HLGSCQKCDPSCPNGSVCWGAG 
KSPSDCCHMQ 


21454 


51822 


B 


21582 


82 


305 




21455 


51823 


A 


21583 


122 


219 


YAKRIYDVYYVHTAYTCTFHA 
*KIRGMTQ*NW 


21456 


51824 


A 


21584 


404 


1228 


G L A AFL A RARGRRRKELPG SPR 

PLPQLPAGGPSPRWRAMRPSQR 

RPPTLPMAASPAHWPRESLVLY 

HWTQSFSSQKVRLVIAEKGLVC 

EERDVSLPQSEHN/EMPWFMRL 

NLGEEVPVMIHRDNIIQ/CTMDQ 

1HLTMWERTFHRERHVGALMP 

EVGSRAA\PRVLQY\RELLDALP 

Y ATA EIRRHLAN ATTDLMKLD 
HEEEPQLSEPYLSKQKKLMAKI 
L\EHDDVSYLKK1LGELAMVLD 
QIEGGAGRKRKLENE 


21457 


51825 


A 


21585 


3 


1194 


KNLSVKLSENGTLKNCVVADS 

ETDIDVYMYTRVYVYIPRIENS 

WNDTIKLVTGATISAVGGDIDA 

QGEWAFPLLGIPSLSPGPEWKV 

RVVIPDKGLVCEERDVSLPQSE 

PKEPWFMRJNLGEEVPVIIHRD 

NIISDYDQIIDYVERTFTGEHVV 

ALMPEVGSLQHARVLQYRELL 

DALPMD A YTHGCILH PELTTDS 

M I PK Y AT A E I R/SDI * PN ATTDL 

MKLDHEEEPQLSEPYLSKQKKL 

MAKILEHDDVSYLKKILGELA 

MVLDQI EAELEKRKLENEGQK 

CELWLCGCAFTLADVXSLGATL 

HRLKFLGLSKKYWEDGSRP\NL 

QSFFERVQRRFA FRKVLGDIHT 

TLLSAV1PNXAFRLVKRKPPSFFR 

ASFLMGSLGVGMGYFALHGTSR 



2749 

BNSDOCID: <WO 0175067A3_IA> 



WO 0.1/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possihle nucleotide insertion) 


21458 


51826 


A 


21586 


1 


929 


MDPSIYFLPSKREGHLQAY1RDS 

VPEDPLIL1FFSASSDQRPWLKLA 

PHLPALRGFRGGGAGGGAQSR 

TTEDYVAWAKGNSPTSPSPRSR 

GGCSAKLSGPRRPPRRPGRLFN 

MAASANSVSRAWRTESPEGLE 

SLHSTSLSAISVSRPEGGAELSD 

TADTMG FG DLKSPAG LQ V\PTI 

TWRTRATSRGMCHHKQMWQY 

LKPCPAHRLPTCVMPYV/GYNH 

IKSYEKEKASLPGVKKALGKYG 

PADVEDTTGSGATDSKDDDDID 

LFGSDDEEESEEAKRLRE/DTSC 

TI * I KESQKTCTCCQ V FH LTRC E 


21459 


51827 


A 


21587 


1 


2405 


MALRVVRSVRAVLCSLHVACE 

KVGMQIPRFCYHERLSVAGNC 

RMCLVEIEKAPKDQSMMFGND 

RSRFLEGKRAVEDKNIGPLVKT 

IMTRCIQCTRCIRFASEIAGVDD 

LGTTG RGNDMQVGTYIEKMFM 

SELSGNI IDICPVG ALTSKPYAFT 

ARPWETRKTESIDVMDAVGSNI 

VVSTRTGEVMRILPRMHED1NE 

EWISDKTRFAYDGLKLRQRLTEP 

MVRNEKGLLTYTSWEDALSRV 

AGMPPALALQSAEIAASARPPP 

RLGSEEPLCLAAHRLGCEEPLC 

LAASLESEERLCPAAIPPGNLRY 

VFISSAKTDKYSKLAPVEWVTV 

EKVPENVEVTLELGNRQSRDR 

VSRIPGNAIVIWFTGFKWKKTV 

TTLWFLNLAIADFIFLLFLPLYIS 

YVAMNFHWPFGIWLCKANSFT 

AQLNM F A S V FFLT/G DQPG PLY 

PLDPSCLISSASNPQELSDCHYI 

HLAFGFSNWRSCPVLPGHCGV 

Q*SYSLL*QFSEA*S*PHFDQAP 

CSDLGEIYHWLSLPFANNEYLL 

LVSHLQGEEAKHPDLQ*AFLDN 

SGCGCGLCGLLDSLSPV*HLGA 

HHSPQ*LFPPCDAGWNPPLHWF 

GIPQ*LLEPHPLCPN**EVPSSLP 

VLSC*DTQVHTVGSQLFW\QVL 

KEAKKPMVVLGSSALQRNDGA 

AILAAVSSIAQKIRMTSGVTGD 

WKVMNILHRIASQVAALDLGY 



2750 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \- possible nucleotide insertion) 


21460 


51828 


A 


21588 


1 


2065 


MLRJPVRKALVGLSKSPKGCVR 

TTATAASNLMRVFVDGQSLMW 

EPGTTVLQACEXRIGMQIPRFCY 

HERLSVAGNCRMCLVEIEKAPK 

DQSMMFGNDRSRFLEGKRAVE 

DKNIGPLVKTIMTRCIQCTRCIR 

FASEJ AG VDDLGTTGRGN DMQ 

VGTYIEKMFMSELSGNIIDICPV 

GALTSKPYAFTARPWETRKTES 

IDVMDAVGSNIVVSTRTGEVM 

RILPRMHEDINEEWISDKTRFA 

YDGLKRQRLTEPMVRNEKGLL 

TYTSWEDALSRVAGMLQSFQG 

KDVAAIAGGLVDAEALVALKD 

LLNRVDSDTLCTEEVFPVTAGA 

GTDLRSNYLLNTT1AGV\EEAD 

VVLLVGTNPRF\EAPLF*C*EFR 

KSW\LHND\LKVALIRAVPVDL\ 

TYTYDHLG\DSPKILQ\DIASGK7 

SHPFSQVLKEAKKPMVVVLGSS 

ALQRNDGAAILAAVSSIAQKIXR 

MTSGVTGDWKVMN1LHRIASQ 

VAVL\DLGYKPGVEA1RKNPPK 

VLFLLGADGGCITRQDLPKDCF 

IIY\QGHHGDVGAPIADVILPGA 

AYTEKSATYVNTEGRAQQTKV 

AVTPPGLAREDWKIIRALSEIAG 

MTLPYDTLDQVRNRLEEVSPNL 

VRYDDIEGANYFQQANELSKX 

VNQQLLADPLVPPQLTIKDFYM 

TGEVTEINEALAENPGLVNKSR 

YEDG WLIKMTLSNPS 



2751 

BNSDOCID: <WO 0175067A3_tA> 



WO 01/075067 



PCT/U SO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol'last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21461 


51829 


A 


21589 


56 


2352 


ATRPPRGSSWCRQFSRTASAAP 

GRSNMLRJPVRRALVGLSKSPK 

GCVRTTATAASNLIEVFVDGQS 

VMVEPGTTVLQACEKVGMQIP 

RJFCYHERLSVAGNCRMCLVEIE 

KAPKVVAACAMPVMKGWNIL 

TNSEKSKKAREGVMEFLLANH 

PLDCP1CDQGGECDLQDQSMM 

FGNDRSRFLEGKRAVEDKNIGP 

LVKTIMTRCIQCTRCIRFASEIA 

GVDDLGTTGRGNDMQVGTYIE 

KMFMSELSGNIIDICPVGAUTS 

1CPYAFTARPWETRKTESIDVMD 

AVGSNIVVSTRTGEVMRILPRM 

HEDINEEW1SDKTRFAYDGLKR 

QRLTEPMVRNEKGLLTYTSWE 

DALSRVAGMLQSFQGKDVAAI 

AGGLVDAEALVALKDLLNRVD 

SDTLCTEEVFPTAGAGTDLRSN 

YLLNTT1AGVEEADVVLLVGTN 

PRFEAPLFNAWIRKSWLHNDLK 

VALIGSPVDLTYTYDHLGDSPK 

1LQDIASGSHPFSQVLKEAKKP 

MVVLGSSALQRNDGAA1LAAV 

SSiAQKIRMTSGVTGDWKVIVrNl 

LHRJASQVAALDLGYKPGVEAI 

RKNPPKVLFLLGADGGC1TRQ\ 

DLPKDCFIIYQGHHGDVGAPMA 

DVI LPG AAYTNXKSATYVNTEG 

*ASASIMLAVTT\PGLSREDW\KI 

IRALSEIAGMT/LFPYDTL/DIQV 

RNQIGKKSSPNLVXRYDDIEGVA 


21462 


51830 


A 


21590 


246 


761 


MRJLQGA 1 F VLLPHLGPI L V WLF 
TRDHMSGWCEGPRMLSWXCPF 
LQSLICLLQTAI\YSVVG*VLVS 
HTWPWYPMGWEQVLYI* ITYA 
VQLTISWTVLVLFFTVHNPGLV 
RHTVLSSRSNVGEGETTWLQK 
HILAALLLLPYLAWLTVTSALT 
YHLWRDSLCPVHQPQPTEKSD 


21463 


51831 


A 


21591 


1 


1497 




21464 


51832 


A 


21592 


1 


1731 





2752 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21465 


51833 


A 


21593 


1 


6626 


PRSLCFSLWAEAAVLADGGLR 

RRRRLLRGTMSASFVPNGASLE 

DCHCNLFCLADLTGIKW*KYV 

WGGPTSAPILFPVTEEHPILSSSS 

RCLTAHVLGVRRRDQRPERRE\ 

L*IFWWGEDP\VLLTLFTMTYQ 

KKKMECGRMDFPMNAVLCFS 

KAVHNLLERCLMNRNFVRJGK 

WFVKPYEKDEKPINKSEHLSCS 

FTFFLHGDSNVCTSVEINQHQP 

VYLLSEEH1TLAQQSNSPFQV1L 

CPFGLNGTLTGQAFK 


21466 


51834 


A 


21594 


1263 


1906 


AVRGMVRNARAVLKTGGTFLS 

PALEPLVAGGSGG/EFSQLGAEE 

RKATA RF/AIDH VDRRVPVL1GT 

GG/TNARETIELSQHAQQAGRT 

ASTIDSV AHLRSM1 HTVK7GAHP 

HFTVLCGYDDHLF/NTLLLGGD 

GAISASGNFAPQVSVNLLKAW 

RDGDVAKAAGYHQTASIPDQLI 

HPYESRLFKCQHVLTRGITSF*L 

LCPPGSLRRQG1STYHSLLHN 


21467 


51835 


B 


21595 


1 13 


484 




21468 


51836 


A 


21596 


300 


780 


KSGTNETIRRKARGGKIKNMDD 
LRGXPRCQ* EP WKRLLMTIM PS 
CLH L WAQNTTVS1 LSF VDKDLL 
EPGCSVLLNHKVHAVIGVLMD 
DTDPLVTVMKVEKAPQETYAD 
1GGLDNQIQEIKESVELPLTHPE 
YYEEMG1KPPKGVHPFGPTWPR 
VKPFCPRQ 


21469 


51837 j 


A 


21597 


2 


840 


AIEHCQSGDNPESRRGFLLQQW 

LGRNPALVPHPGRTGHSQPPVT 

FH RH PSDCQRSP AGRFKGG PSH 

RGQPPPFHKSPPMTTASHLARC 

ARTYHQ\DSEAAINR\QINLE\LY 

ASYVYXLSMSYYFDRDXDVALK 

NF\AKYFLHQSHEERVEHC*ENL 

M KACRTNEG WPNLSFQDIKET 

KTCDD\WESGLNA\ME\CALHFR 

KKC * I KS LLELAHKLAATDKN * PP 

ICVDFI*DTFTLNEQ/V*KJUKRl 

WG DH/V * PKL WRKMG S A PN LG 

FGEYLF+QSTPWGDSDNES 


21470 


51838 


A 


21598 


3 


390 





BNSDOCID: <WO 0175067A3_IA> 



2753 



WO 01/075067 



PCT/USO .1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54G\217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possib1e nucleotide insertion) 


21471 


51839 


A 


21599 


1 


483 


FQLEVTPQNITLNPGFGGPVFS 

WRDQAVLRQDGVVVTJNKKR 

NLVVSVDDGGTFEVVLHRVWK 

GSSVHQDFLGFYVLDSHRMSA 

RTHGLLGQFFHP1GFEVSD1HPG 

SDPTKPDATMVGXLQKDYSKDP 

WHGAEVSCWFIHNNGAGLIDG 

AYTDY1VPD1F 


21472 


51840 


A 


21600 


1 


1521 




21473 


51841 


A 


21601 


1 


837 




21474 


51842 


A 


21602 


3 


310 


EVRANLSSQALRMWLDYGFVT 
PLTSMS I RG MA DQDG L KPTI DK 
PSEDSPPLEMLGPRRTFVLSALQ 
PSPTH SSSNTQRLPDR VTG V DT* 
VVT*PYVLCWNLC 


21475 


51843 


A 


21603 


62 


462 


MPLPLPSAFVLSALQPSPTHSSS 

NTQRLPDRVTGGFSVNGQLIGN 

KARSPGQ\HDGTYFGRLG1ANP 

ATDFQLEVTPQNITLNPGFGGP 

VFSW\RDQAVLRQDGVVVTI\N 

KKRNLVVSVDDGGTFEVVLHR 

VWK 


21476 


51844 


A 


21604 


37 


2883 


SMDGAMGPRGLLLCMYLVSLL 

ILQAMPALGSATGRSKSSEKRQ 

AVDTAVDGVFIRSLKVNCKVTS 

RFAHYVVTSQVVNTANEAREV 

AFDLEIPKTAFISDFAVTADGNA 

FIGDIKDKVTAWKQYRKAA1S* 

EKA\GLVRASGRTMEQFTIHLT 

VNPQSKVTFQLTYEEMLKRNH 

MQYEIVIKVKPKQLVHHFEIDV 

DIFEPQGISKLDAQASFLPKELA 

AQTIKKSFSGKKTSNGSHSRRF 

QGHVLFRPTVSQQQ 


21477 


51845 


A 


21605 


1 


1008 




21478 


51846 


A 


21606 


1 


435 




21479 


51847 


A 


21607 


1 


676 


1RHQGAAAQEGDAETPGSVERR 

GRRAGAEDGMSQAPGAQPSPP 

TVYHERQRLELCAVHALNNVL 

QPAAVFSQEAADEICKRLAPDSR 

LNPHRSLLGTGNYDVNV1MAA 

LQGLG L A A V WWDRRRPL VPS 

WPCPKGLG*ILN\LPSPVSLGLL 

SLPLRJRRHLRWPCARL/VTVSY 

YNLDSKALRAPEGPGGLRTE/LR 

GLSLAAALAQGLCEVLLVVTK 

EVEEKGSWLRTD 


21480 


51848 


A 


21608 


89 


316 


ELLSPLLVAPGPSDLTVTGLKSF 
SSPSLCSLNTLLAGTSRLMVA*L 
YESLGQGEDLGLLTPGPEFLSIS 
SYCNFM 



2754 

BNSDOCID: <WO 01 75067 A3JA> 



WO 01/075067 



PCT/US01/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21481 


51849 


B 


21609 


I 


1920 




21482 


51850 


A 


21610 


1 


1727 


LPRVLGHSGHRGGLSSRRSQGL 

VSRFRLRALCGAGSDMWRLPG 

LLGRALP\RTLGP\SLWRVTPKS 

SSPDGPQTTSST\LLVPVPNLDR 

SGPHGPGTSGGPRSHGWKDAF 

QWMSSRVSPNTLWXDAISWGTL 

AVLALQLGR\HIHFQAFLAAGP\ 

KRVE\HCS\WHSPL\DRFFSSP\L 

WHPCSSLRQH1 LPSPDGPAPRHT 

GLK/EN PRLGKE\E AS AQPRNFS 

HNSLRGARP\QDPSEEG\PGDFG 

FLHASSS1ESEAKPAQPQPTGEK 

EQDKSKTLSLEEAVTSIQQLFQL 

SVS1AFNFLGNQMDPAPRQEGT 

ENMKSGDHTAAFSYFQKAAAR 

GYSKAQYNAGLCHEHGRGTPR 

DISK7SV*KAGLYYQLAASQGH 

SLAQYRYARCLLRDPASSWNPE 

RQRAVSLLKQAADSGLREAQA 

FLGVLFTKEPYXLDEQRAVKYL 

WLAANNGDSQSRYHLGICYEK 

GLGVQRNLGEALRCYQQSAAL 

GNEAAOERLRAl FSMGAXASPG 

APTNLTVTGLKSFSSPSLCSLNT 

LLAGTSR\LPH\ASSTGNLGLLC 

RSGHLGASLEASSRAIPPHPYPV 

LEKNWVRLGFG 


21483 


51851 


A 


21611 


1104 


1680 


LATPDVRYCYLSTYTSLPNPAR 

RFFLFSLCCKFSHSHVKTATVKK 

YNKSEYPWDLVKAHLQGAFTS 

NITFDISELQNKILDLNRHTQEF 

OPSLEDWTEFOEGLESLNPWTY 

LKYHSNILYVVLGVMLFCLCLL 

FIVCKIGWTANRRMRAAQPGL 

TFFQLIHKQGDMQGAEGPWDV 

TNSAFHWRLYDQTANCLS 


21484 


51852 


A 


21612 


364 


824 


LCIILFKQLSTWRTGCAQPTKR 

GYTELOTEGPMLKSMFLWLGE 

OVOILOL\HSNCIVILTTLV/FCV 

TNLE*FIVCKIGWTANQKMGA 

AKPGLTFFLLICK\QKGDM*GA 

KGPWDVINSAFH*RM 


21485 


51853 


C 


21613 


196 


504 




21486 


51854 


A 


21614 


3 


142 





2755 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21487 


51855 | 


A 


21615 


1 178 


2285 


IVWLMTTGGQCRY*LSALIKL* 

DR/WFQRLCIHVIQRLRPVHAH 

LYLQPGMEDGNSFRQMFRSTR 

SLHIPTRDLPLSPDTTVVLHQVY 

NVLLGLLSRAKLYVDAA VHGT 

TKLVPYFSFMTYCLISKTEKLM 

FSTYFMDLWNLFQPKLSEPAIA 

TNrTNKQALLSFWYNVCADCPE 

N1RLIVQNPVVTKN1AFNYILAD 

HDDQDVVLFNRGMLPAYYGIL 

RLCCEQS PA FTRQL A S H QN ! Q W 

AFKNLTPHASQYPGAVEELFNL 

MQLFI AQRPDMREEELEDI KQF 

KKTTISCYLRCLDGRSCWTTLIS 

AFRILLESDEDRLLVVFNRGLIL 

MTEGKD\TFM1VCC*TTSFLIISS 

SIYYAELQSTVKNLLKH 


21488 


51856 


A 


21616 


1 


436 




21489 


51857 


A 


21617 


369 


508 




21490 


51858 


A 


21618 


2150 


3120 


DLRALALLLSVHTPKQLNPALI 

PTLQEL L S KC RTC LQQ RN S LQE 

QEAKJBRKTKALALWTTI 1TFRV 

GGGSNTLGVTGLRVVCSAEPPK 

YKC*KQN*LPTSPPNVILMTFRE 

VSLLACVFTDDEGATPIKRRRV 

SSDEEHTVDSCISDMKTETREV 

LTPTSTSDNETRDSSIIDPGTEQ 

DLPSPENSSVKEYRMEVPSSFSE 

DMSNIRSQHAEEQSNNGRYDD 

CKEFKDLH\CSKDSTLA\EEESE\ 

FPSTSISAVLSDLADLRSCDGQA 

LPSQDPEVALSLSCGHSRGLFS 

HMQQHDILDTLCRTIEST1HVVT 

RISGKGNQAAS 


21491 


51859 


A 


21619 


2 


4049 


EEENGREYKFDVSSELLEW1WH 

DNMQFLQDKN1FEHTYFGFMW 

QLCSCIPSTLPDPKAVSLMTAK 

LSTSFVLETFIHSKEKPTMLQWI 

ELLTKQFNNSQAACEWFLDRM 

ADDDWWPMQILIKACPNQIVRQ 

MFQRLCIHVIQRLRPVHAHLYL 

QPGMEDGSDDMDTSVEDIGGR 

SCVTRFVRTLLLIMEHGVKPHS 

KHLTEYFAFLYEFAKMGEEESQ 

FLLSLQAISTMVHFYMGTKGPE 

NPQVEVLSEEEGEEE 


21492 


51860 


A 


21620 


58 


219 





2756 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, A=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21493 


51861 


A 


21621 


195 


1187 


RVPRTWLLPSFCASRSRENEGL 

SEFGASQTVTPSPASSVQAWEA 

MEPEFLYDLLQLPKGVEPPAEE 

ELSKGVCKKYLPPTSRKDPKFE 

ELQKVQQEWIMATLLPEHIVVR 

SLEEDMFDGLILHHLFRKWAAL 

KLEAEDIALTATSQKHKLTVVL 

EAVNRS\CSWRSGRPSGA/WEST 

WNKDLLSTLHLLVALAKRFQP 

DLSLP/D/HTNVQVEVITIEVAA 

NFVNQKLDRLGLSVQNLDTQV 

GTGV1LLLL1GQLEGFFLHLKEF 

YLTPNSPAEMVSFVTLALELL/I 

GRGPAQLPC/LALKVSAT/MDA 

KSTLRVLYGLFCKHTQKAHRD 

RTPHGAPN 


21494 


51862 


A 


21622 


96 


1350 


A AGLLPPG L VPEDPRRTRN LLP 

FGIQGPPFALSRPLFSCVESGWA 

WEAMEPEFLYDLLQLPKGVEPP 

A EE ELSKGGKK K YLPPTSRKDP 

KFEELQKPAWLMEWINATLLP 

EHIVVRSLEEDMFDGLILHHLF 

QRLAALKLEAEDIALTATANQK 

HKLHSWCWRP*TGVCSWRSGR 

PSGA/WESIFNKDLLSTLHLLEA 

LAKRFQPDLSLPTNVQVEVITIE 

STKSGLKSEKLEEQLTEYSTDK 

DEPPKDVFDELFKLAPEKVLNA 

VKEAIVNFVNQKLDRLGLSVQ 

NLDTQFADGVILLLL1GQLEGFF 

LHLKEFYLTPNSPAEMLHNVTL 

ALELL/IGRGPAQLPC/LALK/TI 

VN K D AKSTLR V L YG LFCKHTH 

KAHRDRTPPWSPELTLTASKAQ 

SLPVSPAGGPEAAGCPPTVPLFP 


21495 


51863 


A 


21623 




87 




21496 


51864 


A 


21624 


45 


277 




21497 


51865 


A 


21625 


171 


511 


GKFRYSPALHSWATRLRTSTAA 

GHCCMNSSQNKLSSKSWAMTR 

HALNVKRFTIFQSHQCSLSKKV 

NLSLFQQGAERLPSQELTHLLL 

QEVRCE*RDFPPEEATWTGLPV 

LPSQ 


21498 


51866 


A 


21626 


276 


387 




21499 


51867 


A 


21627 


1 


218 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQII) 

NO: 


SEQ ID iNO: 
of peptide 
sequence 


Met 
hod 


St Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21500 


51868 


A 


21628 


139 


9009 


ESSEDVSGGLPFLVDLGFRSVC 

VSLFHVKNPVQWDQKLPKKKK 

PVRSYCGSKLLQREVIQPDVME 

EMVVSCVIKHLNLVDALQSLIN 

FQYQEEHAEEYDLLCKIMGETF 

KKLNAMERQLQNKMKELELLC 

SMKEVSFDGNDLENMVLSLRE 

KFLQEVNSL1QKPSHPLAKTKT 

LVKSLMNRAELLLHVTIAAQSG 

LTRS1SGTPAETPACKSASETKV 

ISHAVRQPVFLRSMSAPSDLEMI 

GNEDLEFTRANQRR 


21501 


51869 


A 


21629 


1697 


2056 




21502 


51870 


A 


21630 j 


237 


1545 


KPENKKSRTGRNRTKSTPGYRA 

/RPAAATARJSARSTK*WKNSL 

AGRWARHICWTLWALIPRJTLR 

/HVMAAGFPQRMQKDYRDAID 

ALCDANRFGQKKRLGFWRYKE 

DSKGVGLCSYLLIGFYYTDPKN 

GAAAMKAFVVTRVGDVFLAFA 

LFILYNELGTLNFREMVELAPA 

H FADG1STN MLM WATLMLLGG A 

VGKSAQLPLQTWLADAMAGPT 

PVSAL1HAATMVTAGVYLIART 

HGLFLMTPEVLHLVGIVGAVTL 

LLAGFAALVQTDIKRVLAYST 

MSQ1WLRCSSRLACRHGCGGSL 

ECLQHEGIPYSRMGRPHTTSAL 

RRFTSEFGMGSACFTLGYFFMY 

KQA VI LLLMLFTASVSAACTLP1 

AIDHGTPG P AELLTV ALRYNLS 

SYDAAYLELALRLEIP1AKGSPN 

F A FRRA ATGN EG I KM H FLRNK 

G1LWI 


21503 


51871 


B 


21631 


I 


1440 




21504 


51872 


A 


21632 


525 


716 


PKTPAGPVEPMHQVPSSKRVPT 
RDKRTRGDSTRHSGQSKPTKRY 
NHAYEI* PRIKWFIPDAGC 


21505 


51873 


A 


21633 


8 


136 




21506 


51874 


A 


21634 


1476 


1611 


GCDPAPGLPAPPHT/QP/DH*NQ 
RQIGIG*FLTGTVPATHLRQRLA 
AA 


21507 


51875 


A 


21635 


461 


827 


AALQMRDTSDPADCGEQSVCG 

YSEPVPEYACFHRIQDLHDTET 

AACFSHAGSGRTHV*SQSEHAA 

GSVLWSYRYRC*TGTAGYTDR 

FSQQRCHVRRGISPRCWPEYQS 

RSWCRLFPSPESAG 
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SEQ II> 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21508 


51876 


A 


21636 


1 


3735 


MAEASVFQTVDPWRPGFAT1PD 

FLKJERYDKTTRIIIDFCFLIATGV 

CFLPIVLYSGALALNSLFHVGES 

LQISHGAAIWLLVILLGLAGILY 

AVIGGLRAMAVADSING1GLVI 

GGLMVPVFGLIAMGKGSFMQG 

IEQLTTVHAEKJLNS1GGPTDPLP 

IGAAFTGLILVNTFYWCTTvIOni 

VQRTLASKSLAEGQKGALLTA 

VLKMLDPLGLKPDLLAYNTAL 

RALIPQRLIAFDDAVRSTLKEEE 

KLVNSSDWGY 


21509 


51877 


A 


21637 


840 


1064 


WSVENYHRRGYGGH1PLPAASP 
AVAAQWCDAGR*VPPAARRW 
HRHQVYLTYLITLDRGLSRARF 
CIPSAHCSAY 


21510 


51878 


A 


21638 


979 


1409 


RLVVDIFHDNRHAFPRRLVSDA 

AAHNACTQHRGLFRGFNVFGE 

FLRFAFYILIVKENADOCAGFV 

GMRQRDKTFVFQV*GFFTTKT 

GRSFNGFYCGDGGRIMF/LPLFV 

RPSL*RW*SSWWLQSCSVLVVP 

ASADVLLSSRGRR 


21511 


51879 


A 


21639 


903 


1397 


LPTLPMMVCCTTPTSSRKHWM 
*NPSTLT/HAWVPYTNFSPIYEG 
KCGM SG A R VEG K V I Y ETQSTH 
KLLAAFSOASM1HVKGDVNFF 
TFNEAYMMHTAASPHYGIVA^ 
TETA A AMM KGN AGKRLING S I 
ERAIKFRKEIKRLRTESDGWFF 
DNAAGYIDT1TLGGPS 


21512 


51880 


B 


21640 


1 


5305 




21513 


51881 


A 


21641 


129 


723 


LITARGQVADRNLRDLLAPWV 

PDAPSRALPEMTLDSRVAAAV 

DLFVA Rl G HQADGRR Y 1 PQ AI A 

QGVAAIIAEAKDEATDGEIREM 

HGVPD1YLSQLNELLSALAGRC 

YHEPSDNLRLVGVTGTNGKTT 

TTQLLAQWSQLLGEISAVMGT 

VGNGLLGKKKEKAAIQYNTLC 

KSCTLTHPKPHNESDH/I RCRC* 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJn known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21514 


51882 


A 


21642 


1 


2230 


MMRTSGGTRDNESSSDDERER 

ENRLSDEKSNEYANLVGGERY 

EPDEENPMLGFRGAGRYVSDSF 

LRLCSSLEIVKARETVALIQGLK 

HXDLLADDTALRALIPQRADRFP 

MNAVRSTLKEEEKLVNSSDWG 

Y\DAQAFARWRPEYGYFAKQA 

GFTVKTSASLAALWQVVNQ1G 

GKERYFFGN1LWQTRALMDRAI 

GHKLAKGRPEREYLQTGDAVD 

SWKVIVVEPEKQLTLLFGMKAP 

GLGRLCFSLEDKGDYRTIDVRA 

FWHPHGNRAEREKPRFQPYSRR 

KSFIGQNMLLPMS1 MPPVFRKVI 

CPLGVARLGKFRDPVYLVCVFT 

RQIFRY YTSGDEFLQ INTTG G ED 

IDDIDD1KLFVYEESYG1SKESH 

WREAINAKAMGAMTLNWQEK 

RWQRFFNSEEPGNIEPVYMLEK 

VENQNHAKWEVHNFTMGYQR 

QVTEDTYEYLLLNVVGVPVPD 

NIHPMTKDEAGVWSWRTP1LK 

GNLYEYFFNVDGVRSIDTGTA 

MTNPQRQVNSSMILVPGSYLDT 

RSVAHGDLIAITYHSNALQSER 

QMYVWTPPGYTG MGEPLPVLY 

FYHGFGDTGRSAIDQGRIPQIM 

DNLL AEG KJKPML V V I PDTETD 

A KG I IPEDF VPQERRK V F YPLN A 

ICAADRELMNDIIPLISKRFNVR 

KDADGRALAGLSQGGYQALVS 

G MN H LESFG W L ATFSG VTTTT 



2760 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21515 


51883 


A 


21643 


1 


1549 


MDASGHHVRGFASGMGCCRV 

RRTMKRETGGGRLAGFRLVGT 

LGQHLGAHRSASKGHQILAAA 

RHVDRLAK\LQLA\NVSCHEVD 

LSWPDNLPALLQDIDTVYFLVH 

SMGEGGDFIAQEVRQVALNVRD 

ALREVPVKQLIFLSSLQAPPHEQ 

SDHLRARQATQVE1RSEGNVPW 

TELRAElIVGAOS\AAL\EVM\RD 

MVYNLPVLTPPRWVRSRTTPIA 

LENFLHYLVALLDHPASEHRJF 

EAVAGPEVFSYQQQFEHFMAVS 

GKR\RWFDPPSPLPT\RWISVWF 

LNVITSVPPTTARALIXQGLKHD 

LLADDTALRALfPQRLIAFDDA 

VRSTLKEEEKLVNSSDWGYDA 

QAFARWRPEYGYFAKQAGFTV 

KTSASLAALWQVVNQIGGKER 

YFFGTMILWQTRALMDRAIGHK 

LAKGRPEREYLQTGDAVDSWK 

MIVVEPEQQRTL\LFGMQAPGL 

GRL/CCFSLEDKGDY\RTID\VRA 

FWHPHGM PG/L*F* WLLMIPAH 

LF1FRGMAKQIARLAVPSTDLID 


21516 


51884 


A 


21644 


201 


363 


SLRGSRTAASPCWAVPVHVPG 
HG AGEPAH HPGHQP* LPPPHPH 
VLLPLQPVLA 


21517 


51885 


A 


21645 


3 


440 


PFSLPFSLGLTASLFMNTWLA1S 

SNCDGFIPASPACFCSFLLMSSA 

L*RTKAM*1MC*FSGLSGSKGV 

YIR*ASHSLS*NCAGLSSFP*MT 

SESLLTFVAF*APLINPSKRASLS 

RFSLCISSLSCGSNWGSVPGNW 

VLPYSWGF 


21518 


51886 


A 


21646 


359 


543 


VVTPDSGSSH*KANSFCLSGAN 
LM L KKA S FRS KQ VNQLS SAGS 
NPSNM YGLGTVGCK VTV A 


21519 


51887 


A 


21647 


2 


582 




21520 


51888 


A 


21648 


3 


574 




21521 


51889 


A 


21649 


1 


195 


LCVFFVLVSFFLSPLDSQLAVV 
C* FDGTGIGM Y LTS A VSPPPRN 
GVVASVMYAVVTPMLNLF1CS 


21522 


51890 


A 


21650 


2 


457 




21523 i 


51891 


A 


21651 


21 


545 


PPCTSLRPLH A FSG KMTH LNRG 

TLSLLDSQLHNLIALQMTCFKD 

VEIPNFFWEPSVTPSHRNrNMYF 

PAAVFGFLPISGTLFSYCKIVSSI 

LRVSSSGGKYK/AFTTCGSHLS 

VVC*FYGTGVGGYLGSDVSSSP 

RKRAVASVMYTVVTPMLNPFI 

YSLRNRDMKSVLRRPHSSAV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21524 


51892 


A 


21652 


899 


1039 


LWTSSLTAESSPMRAA*LRETS1 

VSAASRAFSAALSSSALRAFSA 

C 


21525 


51893 


A 


21653 


804 


1390 


QGTIILKVLRHLRWTW1PSRASL 

RTG YC FCLTG WTPG LTS 1 STG A 

WLTANPGGLSSAHTLGHRLAR 

AGLISWPGSVKKSLHSSSRGSIR 

VIMTPVPGNFSSKEPCSVKEIVA 

LSLLSKSLPNKGKGQSGMYKN* 

♦ITLCPPIVQVWGKQKACFAET 

PMAPMMSIVFLDKGATEAVTT 

ECSALVSTRKSMSLPPTV 


21526 


51894 


A 


21654 


84 


730 


HLSDSKSQVRYQPSADLSFLLG 

HYNPQSSRRVLSVLDSQLRNLI 

ALQVTCFKJDVEIPNFFCDPSQLP 

HLACCDTFTNK11MYFPAAIFGF 

LPISGTLFSYSRJVSSILRVSSSG 

GKYKAFSTCGSHLSVVC* VYGT 

GVGGYLSSDDVSSSPRKAAVAS 

VMYTVITSMLNPFIYSLRNRD1K 

GVLRQPHGSTVQFQYLL1CS1PF 

VVWVKKGSKVK 


21527 


51895 


A 


21655 


1049 


1979 




21528 


51896 


A 


21656 


2244 


2901 


LRCLSLPFLEAWKRDMLLSVM 

AVYDRFVAICHPLYHSAIMMLCS 

VGFLVLLSFFFFVLSLSDSQLHN 

LIALQMTCFKDVEIPNFFWEPS 

QLSHLACCDTFTINI1MYFPTAIF 

GFLP1SGTLFSYYKIVSSILRVSS 

SGGKYKAFSTCGSHLSVVC*FY 

GRGVGGYLSSDVSSSPRKGAV 

AAVMYTVVTSMLNPFIYRLGN 

RDIKSVLRRPTEHCLISKK 


21529 


51897 


A 


21657 


1 


2850 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


21530 


51898 


A 


21658 


1 


1703 


KKMALTSFLPAPTQLSQDQLXE 

AEEKARSQRSRQPSLVSSRREPP 

PYGY\RKAWIPRLLEDF*DRGA 

FPEI H V AQ YP\LDMGRKXKMSN 

ALA1QVDSEGKIKYDA1ARQGQ 

SKDKVIYSKYTDLVPKJEVMTsJA\ 

D D P\D WQRP\ DEE A 1 1 E I TE KA \R 

VAL\EKSVSQKVA\AAMPVRAA 

♦QIGPLLQYIPIHTlSGtCGVAIQT 

SWS*TRRVIR\MVEMQ\KDPM\E 

PP\RFKINKKIPRGP\PSPPAPVM 

HSPSRKMTVKEQQEWXKIPPCIS 

* LGKMAKG Y\T1PL\DKRLA AD 

GEEGLQDSYTLNGKFSAKLAE 

ALYIADRKAREAVEMRAQVER 

KMAQKEKEKHEEKLREMAQK 

ARERRAGIKTHVEKVKYFSTVH 

TEDGEARERDEIRHDRRKERQH 

DRNLSRAAPDKRSKLQRNENR 

DISEVIALGVPNPRTSNEVQYD 

QRLFNQSKGMDSGFAGGEDE1 

YNVYDQXALIGGKYMAQSIYRP 

SKN\LDKDMYGDD\LEARIKTN 

RF V PDKG V FL VQTRRQRG REG P 

\VQFEEDPF\GLDKFVLEESPTAM 

GGS\KRPSG*PAAPREHGAWKA 

RKRRKE 


21531 


51899 


A 


21659 


2 


1588 


CLRRALPGSIESAPTAPPPPPSGE 

GSQAY1SRLPATLIVL1LERRQL 

LGVWRRARCCSL1NLAHRRHC 

GMPTRESPCA1LARRYEGRRSPS 

TVAQPPPPPPP1ELAPSTSETP1Q 

ATRGAHPAQPSS/VPPA/PARPPE 

RPPVPEQGPSGTHPDPTP/PGPT 

NAPQRPSAP\PNTTN*PTRHMH 

QLPDAA*TPYPAYGSDYL*AR* 

DATA S HQ A SCTN/SPD AA * TP YP 

AYAK1ERA*ENPVPSAIICIIGRSS 

SSGRQASPWGMA/SPHWRSWR 

MGPNGSGKRPRRAAERISCCRN 

AQGRTHSQKA Y IQQQPQCC VN 

VHLQPPD/PTPAQ/PSQTLSPPDS 

/PAPPLPAYPS/TQHPTAPPPTSSP 

MSS/R1VKPHPQHCGARPGQGK 

ERDETERKDAKERNRRTATPTT 

RHTDRLPRTAHGPPPP\PPPPPPP 

PPPPPPPRDSPRRPRRREKPEQQ 

KEGGQTGRTQRKETARRGEER 

ETGRKKTRGAPPPRPAAARRPH 

ETA ETKRKPPA RQHRPPRRRPS 

DGTERTRHQLGFIMLGLLSWN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


21532 


51900 


A 


21660 


2 


192 


RVDICSTNYCWWLYPMTSGPSF 

SYV*GP*EEDVRE*MCGRDGL* 

YLS1GVVCGFICQHHNRAQ 


21533 


51901 


A 


21661 


783 


2119 


GSEMPVTVMLTLGEPGHFMSS 

LGXCWCGVEDEAAPSKQS1YIQ 

RETQVRTPMAGVSPK1CAHPCE 

MCGPILGD1LHVADHQGTHHK 

QKLHRCEAWVNILYDSGNFHR 

RQNEHIGEKPYRGSVEEALFATM 

RCKLHVSG\SHLSSVRV/EKDFL 

LRSGLLQQEATHTGKSNSKTEC 

VSLFHGGKSHYSCGGCMKHFS 

TKDILSQHERLLPTEEHFVWCE 

CGKSSSKYDSFSN HQG VHTREK 

PYTCGICGKLFSSKSHLLVHQRI 

HTGEKPYECEVCQKFFRHKYH 

LIAHQRVHTGERPYECSDCGKS 

FTHSSTFRVHKRVHTGQKPYEC 

SECGKSFAESSSLTKHRRVHTG 

EKPYGCSECEKKFRQISSLRHH 

QRVH/T/NERAYECSESSLIKYW 

RI HT* VRSCDCSKCGK/CFTQRS 

ALLGYWRVHTR\KSPYK*NKFG 

QFCSHTSVFLQDYS 


21534 


51902 


A 


21662 


84 


437 


KMTSTQPVKFSLFASHSVPCGQ 

SFPGRRAFAPAMPRRR1PSSDHL 

PEPGQSHQHVNRQRWACRELI 

AAFLPSSYRL*LVETGGE1GQRN 

RASCHSPFPAGSSPGIFQTE1GKP 

CLLP 


21535 


51903 


A 


21663 


69 


446 




21536 


51904 


A 


21664 


880 


1365 




21537 


51905 


A 


21665 


1705 


2196 


RQNQREGDDDTEDQPPRPGTQ 

MTELFFLIQMLCFMANALRQL 

VHPL/MGNVHEYFADLKMPAC 

AVSAFLCAMHRSITSMFE*DNG 

PGPADADARXLDMRIQVFMFCA 

NTLPARVLQRNKNPGQDHPET 

AERRAESQRIIEKGLKCIQGKGI 

VNSISMKEGVDAFIH 


21538 


51906 


A 


21666 


1 


1 147 




21539 


51907 


A 


21667 


254 


557 


AADEIGGIAVETVTEDAHLLCG 
CTVVAIPPRICVSAGGGAGDRK 
SSVRFHQNLAQVHITRGV/VWT 
MTNSH1ITCCATA FGTTTSPSPT 
ESTGVPCGRRNQH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21540 


51908 


A 


21668 


557 


1031 


SSRNASGAVRK1SRGMPDKKW 

NM ALT* HSR* ANFSPLPVSGLS 

RRKICTIPRAQRJR*PICADRLSV 

ASPAACGlVAYTRRYSHDCiATA 

EKYAHLQSRFRQQCRQFHPAA 

YDESPHRNRRRKWRPTYRCHP 

APDHRTACLRSAFYGNAPGCV 

OTERSW 


21541 


51909 


A 


21669 


572 


825 


QARJSTSFFRESLPSRHPVPRYR 
PLEAFWTPCTRGYYRFFFSPAR 
ENAEYRTL\KHWAKFLLVRASF 
PGASTLCCKSPGRTISV 


21542 


51910 


A 


21670 


303 


899 


EDNYSGSSLYCFDDVASVQMP 

GSNGNCRR*CAGKTSG/TWRNS 

LVRQWLLTAQKKTLLHAVSNL 

PKTWAQILFSKQRVLRSPLNRH 

L1W*CAAVKI *l T VI YPAIRO^I 

SSKSIAKSLSRRYFRU PIGDSM* 

NRW*RIFTIIGMYIGTAL*SDGAI 

VVCRLCENLPGSFHQRHQRCD 

AASLAGGSEPIAFSRAGRTPGP 


21543 


51911 


A 


21671 


1 


1320 




21544 


51912 


A 


21672 


99 


761 


1DNAPPDQTTVHAFAANSENHS 

PPQLPYETPDDADPTHQAFSRW 

RHRPQAYSADALLRERLPPTHR 

HRGQSPDSLTSLPYWRGRRKY 

RAAPALT*TPPDTLFDSPP*PAV 

PPPVAKELPVTAQRQVHNAMS 

ANSFVIFHPVKIRNNIVLOPA1AI 

QRRNGHGVTRCAAALHSRHGS 

LS V ARHRVH LPVCRQADDKPA 

PAPLRPARYCLCPNQSAAVRYL 

R 


21545 


51913 


A 


21673 


62 


680 


SSRNASGAVRKISRGMPDKKW 

NMALT*HSR* ANFSPLPVSGLS 

RRKICTIPRAQRIR*PICADRLSV 

ASPAACGI\AYTRRYSHDGATA 

EKYAHLQSRFRQQCRQFHPAA 

YDESPHRNRRRK WRPT YRCH P 

APDHRTACLRSAFYGNAPGCV 

QTGPVRRSGAASASSPAVFLSG 

TSPWSFARTI A L VRG RSRKSTRT 

RLWHISAHC 


21546 


51914 


A 


21674 


411 


481 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


21547 


51915 


A 


21675 


402 


915 


RLASKJLFTTVTPRGGVGELQAT 

TRNAAVAGIKRKRSNRGRPAEE 

PELTADRGQGENEITEAATAAK 

A RRTM RP KTGNQN PDKH RTRG 

LQICHTFNANGNRARCSAANA 

MAATISGLSSGLSGTGWQETIR 

PPLAAIF*SSCASND1HLPKSFLA 

LPNGTAPLNGLPS1AS 


21548 


51916 


A 


21676 


1416 


1832 


GSAPRQRHLAGRRPVTTRPKHV 

SHHGPQENSAHRLSHVDNESTC 

IVCGTLRLQHSARYFPPSLPETL 

FLAPVNHSV/EYNWQAAVPK*I 

Y*HQTFPGRDCQHLLFHFVRKF 

GVRESI/AQVVAVRAATSAWRY 

SRSSAITL 


21549 


51917 


A 


21677 


97 


300 




21550 


51918 


A 


21678 


756 


1179 


RRRLPSPYCRAAAGSSPSYECF 

AHQRSVASSRGHTGTRQFYRE 

HWFLRCIRRLSGTRLLAYHRCF 

QPHLACSGKRAVSASSTRSADV 

AAWYRV/CAKPFSSSS*VQEDL 

SYLRFSAS*P*TVIL*PACRKPCR 

KRRGQRRWR 


21551 


51919 


A 


21679 


3 


1279 




21552 


51920 


A 


21680 


I 


2448 




21553 


51921 


A 


21681 


317 


1985 


PNTPLTSKLPLLTHPLTLLTPSA 

SGWQKTTKLSCVF/PETEKYAH 

ERLAHHVAQGANQYAPMTGV 

QALREAIAQKTERLYGYQPDA 

DSDITVTAGATEALYAAITALV 

RNGDEVICFDPSYDSYAPAIALS 

GGIVKRMALQPPHFRVDWQEF 

AALLSERTRLVILNTPHNPSATV 

WQQADFAALWQAIAGHEIFVIS 

DEVYEHINFSQQGHASVLAHPQ 

LRERAVAVSSFGKTAYHMTGW 

KVGYCVAPAPISAEIRKVHQYL 

TFSVNTPAQLALADMLRAEPEH 

YLALPDFYRQKRDILVNALNES 

RLEILPCEGTYFLLVDYSALSTL 

DDVEFC*SLTQEHGVAAIPLSVF 

CADPFPHKLIRLIQTAAFNLLVN 

HERRANAVINVDHAEIPFLRIIL 

PFLRQRQHHAVIIDHHPNAELL 

FQQIFHLHRRCPRRFRHGLRHA 

GHRJNLTVDFQRQVDGMVRPQ 

FTVAMPAIFRFRTAAPSASVHQ 

SGVRLPYQFMAL1ASDN FCCW 

VHGGYITLAVNGNDAIGSVFKN 

Q I V KC PRFTQC LG E V FN TLTDL P 

HFTGQLW 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



Sh.Q ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/>40\2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21554 


51922 


B 


21682 


160 


312 




21555 


51923 


A 


21683 


80 


452 




21556 


51924 


A 


21684 


158 


1980 


REDTA H LP A VG FLPQN PFRA I R 

ASGEMLLPLLLLLPMCWAVEV 

KRPRCV\SLTNHHFYR\ESKPFT\ 

CLDGSATIPFDQGQRLTYCDCK 

\DG S * RSQ ATA A\C P\N G Q A FH\C 

HQTLG L * SPL * * SPS K PG S N DG V 

CDCCDGTDE\YN\SGV1\CENTC 

KEEGPVRRRESLQQMAXEVTRE 

GVFRLEEDPLFEGLGKKAREEK 

QKKL\IELQAGK\KSLEDQ\VEM 

LRTVKEEAEKPEREAKEQHQK 

LWE\EQLAGFQGPNREQDARA 

ADAFKELDDDMDGTVSVTELQ 

THPELDTDGDGALSEAEAQALL 

SGDTQTDATSFWDRVWAAIRD 

K Y RSE A L PTADLPA PSA PDLTEP 

KEEQPPVPSSPTEEEEEEEEEEE 

EEAEEEEEEEDSEVQGEQPKEA 

PPPL\SPPQPASPA\EEDKMPPYD 

EQTQA\FIDAAQEARNKFEEAE 

RSLKDMEESIRN\LEQE1SFDFGP 

NG D V/F A Y L YSQ/C ARDLTTN E 

YV/YTRLCPFQVLFFAGNPNSG 

VFPTSI GHI GA^W/VI GPHHriO 

vii i vj>i_/ vj i x i_« vJ r\ o vv / v i_> vJ rL/nu 

VSVAMKF*ARHGACWQGPNPL 
QHP*RFWFGKET\MVTKHPQ*P 
SRCEYLHGS**TPAA\CPEPPAL 
KQPQPKDVDHDEVLSWMGARE 


21557 


51925 


A 


21685 


59 


359 


LLRIGNDWClPKGITPTTHflKI P 

<u Ixl >J 1 ~ W V— ' 1 1 l\ VJ ill 1 11X1 1 Ix 1 a I 

IGEIRQPNATLDLSQSVDNEYY 
CLLLAKELGLNVPDAEI IKAGN/ 
G A RVSG RTF* Q ALEC * ANG FTS 
LATGGYVSD1 


21558 


51926 


A 


21686 


1 


213 


MSIAVTTTDPTNTGVSTTSSSSL 

TGSNAADLQSSFLTLLVAQLKN 

QDPTNPMENNELTSQLAQISTV 

SGIEKLNTTLGSISGQIDNSQSL 

QASNLIGHGVMIPGTTVLAGTG 

SEEGAVTTTTPFGVELQQAADK 

VTATITDKNG A VVRT1 DIGELT 

AG V H SFTW DG TLTDG ST A PNG 

SYNVAISASNGGTQLVAQPLQF 

ALVQGVIRGNSDITTFGVNMKL 

AHLGRQALMGVMAVALVAGM 

SVKSFADEGLLNKVKERGTLLV 

GLEGTYPPFSFQGDDGICLTGFE 

VEFAQQ*FAHGQQRRRFTKQFS 

DFAGGAAEKPGPDQSNGKQRA 

DVA1GTNQHGQRD 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO .1/08631 



SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ HI NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknown, 
*= : Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21559 


51927 


A 


21687 


1 


2339 


MSGGQTEKQAQLIRDFQPDM1 

MVTPSYCLNLIEELERQLGGDA 

SGCSLRVG VFG AEP WTQA M RK 

EIERRLGITALDIYGLSEVMGPG 

VAMECLETTDGPTI WEDHFYPE 

1VNPHDGTPLADGEHGELLFTT 

LTKEALPVIRYRTRDLTRLLPGT 

ARTMRRMDRJSGRSDDMLVLR 

RRHLCRPSACQLCRPPSLPATD 

RVLELFAQSGAQWLV1LGDVL 

NHGPRNALPEGYAPAKVAERL 

NEVAHKVIAVRGNCDSEVDQM 

LLHFPITAPWQQVLLEKQRLFL 

THGHLFG PENLPALNQNDVLV 

YGHTHLPVAEQRGEIFHFNPGS 

VSIPKGGNPASYGMLDNDVLS 

VIALNDQSIIAQVAFNPAPEKEG 

FLIMEQRRLASTEWVDIVNEEN 

EV1AQASREQMRAQCLRHRAT 

YIVVHDGMGKILVQRRTETKDF 

LPGICATSKVRKLLCKSAALLP 

VSELLLVLLTPVFVGSAV1GKL 

GAFAIHIDGITVKRRLVRNTVL 

QFCGRSRQPLEYVSAGDTGPVL 

RA LKRM MAM RH Y M RSQT VKG 

VTDTRAIDEVALSVAQVEEMY 

RYLAIANYEDRFVIPTSHREMA 

GDAFAERNGCGFTFGDGCHGS 

DSKFNLFNSSR1DA1NITEI LKVI 

GLLMEYPDELLWECKEDALALI 

RRDAPMLTDFTHNLLNAPLLD 

KQA E WCEVFDRGRTTSLLLFEH 


21560 


51928 


A 


21688 


391 


631 




21561 


51929 


A 


21689 


2779 


3348 


LMQLHNGLPVAGLRQFCQQLV 

IQRLYFFTTATAHQCTRHMCHR 

HRSLLTAHRQMALCFQYVDDL 

HHAFADVLINNACYPLLMGEQ 

GVFIYNGTQQLLHWVI1DSRQD 

HGFGGL*KSRIVCERRRL*SQH 

GQFVFRHHVPDHR1DIAFNNAL 

*TLV1RE1SSVPASVGVGIDFPGG 

AAT WAGPVVI ICPGQS 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21562 


51930 


A 


21690 


1 


1239 


MPNVDVVGEMVNTMSASRSY 

QANVEVLNTEKAMSIAVTTTDP 

TNTGVSTTSSSSLTGEQRRRPTK 

QFSDFAGGAAEKPRPDQSNGK 

QRADVAIGTNQHDAAR1LRKG 

TMTTLLNPYFGEFGGMYVPQIL 

MPALRQLEEAFVSAQKDPEFQ 

AQFNDLLKNYAGRPTALTKCQ 

NITAGTNTTLYLKREDLLHGGA 

HKTNQVLGQALLAKRMGKTEII 

AETGAGQHGVASALASALLGL 

KCRIYMGAKDVERQSPNVFRM 

RLMGAEVIPVHSGSATLKDAC 

NEALRDWSGSYETAHYMLGTA 

AGPHPYPTIVREFQRMIGEETK 

AQILEREGRLPDAVIACVGGGS 

NA1GMFADFINETN/VSVGPQH 

AYLNSSVRAD*VSITDDEDLQA 

FKTLTASYKTTPAAAKTSLHVP 


21563 


51931 


A 


21691 


32 


1778 


WDARVFSHSGWVLYL1RQYCSI 

SAVSSCGSTTGSACSATSWATA 

TSDSVTH LRLFSYRG SDHFRMR 

RFNHFRLRFGNLNGGFYDTGHF 

FNMWRAN1NJRFDSGGDRDLSHH 

RLHM YFFLFALLFNL Y I LRTYN 

W I ADPD FA RGQFRRRA R YG QR 

HWRLGWITLVTIATTTLTTYAQ 

VTRRAARTTRHATVVTVIS1VL 

FLLFWCSLRYDWHYCIL1LRSTP 

SVLSQYPVGNELRRRRLVHLHL 

LCTYSDDDSRDPRYRQESRTRN 

GVVPVIVNIDVHRFGQTGDQH 

GAMIIPV1FLLNVAMHERASGHI 

PNGNRTYYLSRSQPPVFALMVE 

LFEEDGVAVARYLDHLKMEYA 

FWMDGAESLIPNQAYRHVVRM 

PDGSLLH\RYWCDCHTSCD*SW 

LEDVETAKHSGRPPNEVYRDLR 

AGAASGWDYSSRWLRDTGRLA 

SIRTTQFIP1DLNAFLFKLESAIA 

NISALKGEKETEALFRQKASAR 

PMREYETGEQWDKPNGWAPL 

QWMAIQGFKMYGDDLLGDEIA 

RSWLKTVNQFYLEQHKLIEKY 

HIADGVPREGGGGEYPLVQDGF 

GWTNGVVRRLIGLYGEP 
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BNSDOCID: <WO 01 75067 A3JA> 
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SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Un known, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


21564 


51932 


A 


21692 


1 


2514 


MKTLIARHKAGEHIGICSVCSA 

HPLVIEAALAFDRNSTRXVLIEA 

TSNQVNQFGGYTGMTPADFRJE 

FVFTIADKVGFARERIILGGDHL 

GPNCWQQENADAAMEKSVEL 

AVVIDLWSRAV1GWSMSPRMT 

AQLACDALQMALWRRKRPRN 

V1VHTDRGGQYCSADYQAQLK 

RH7MLRGSMSAKGCCYDNACVE 

SFFHSLKVECIHGEHFISREIMR 

ATVFNYIECDYNRWRRJHSWFNS 

LLSQKRNTQGRJEDGRQH 


21565 


51933 


A 


21693 


1 


1527 




21566 


51934 


A 


21694 


792 


1602 


HCLSARRYELVCQPK*AFVR*L 

LR*IAVLR\HLNIQHLRRSHSLR 

HGRRHTRKGERGTINIVNGTP1 

HERSRNIDNRRSPSPYIRKRGAH 

TELRSDHPLLINQHWHHFAGM 

VAVTNGRIVAVIRHHDQAIIWL 

H RLN KPG KVTVN D LQTFG ITCD 

VFCMTSEVGFLNVGANKRRRM 

GVKFVEGD1FTNPLAIHQILPAH 

AIRIVDD1CHLTHQHGWHACFI 

QFLWHLHFFIDAIAHMHDLETV 

VISARTRRIDTNKAPFFAFCGIE 


21567 


51935 


A 


21695 


1 


1530 


LSQQTVNTLQAGHQTIHFFMG 

V IHGQRRPTH RRDVVIG HQ WH 

CAVMSGTHSNAV1IEKTANIIGV 

VFTEIKSNNAKPVLWAIESNAA 

ATDGEIVFDGEILKSACEINDSD 

KKIEVALGHYNAEQFRNIGERS 

PKJPFTIPLVNCPMTGEIAN1LGS 

KPGTIFTMLRDTGGIKPHERKR 

AVAHLTLSEREEIRAGLSAKMS 

I RA IG YWR* I ASPSTFSREWQRK 

GGHR\YYKAVDANIRANRMAK 

RPKPCLLDQNVPLRJCLVLEKLE 

MKWSPEQISGWLRRTKPRQKT 

LRJSPETIYKTLYFRSREALHHL 

NIQHLRRSHSLRHGRRHTRKGE 

RGT1NIVNGTPIHERSRNIDNRR 

SLGHWEGDLVSGTKNSHIATLV 

DRKSRYTIIVRLRGKDSVSVNQ 

ALTDKFLSLPSELRKSLTWDRG 

MELARHLEFTVSTGVKVYFCD 

PQSPWQRGTNENTNGLIRQYFP 

KKTCLAQYTQHELDLVAAQLN 

NRPRKTLKFKTPKEIIERGVALT 


21568 


51936 


A 


21696 


2 


140 


I1TNS1SRPGDPPMSDPHS*SPAS 
SSAKTETKSLFNAFLV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \-possible nucleotide insertion) 


21569 


51937 


A 


21697 


1817 


4083 


KGLLTSFHYIKTPEVPNLCVEG 

GTRLQIWPACSSTGSGGTCWK 

APPQPPRPPTSSSPS/PAPPSEAF 

VLSAGAMQLEAGAYSLVIIKES 

KNNVGVDVIKRKHFCTAGGNV 

NQYNHYGKHCVLSCSGPASGA 

QPLYRMAQPPSPPNMAAGIPPA 

ARISSSITSPLLKPSWLHLLAHP 

VLQAHLTEEGLGRSHHVQRGQ 

CLVSKSVFTNACWEMQNVKRF 

TDFIPLHKNTRGPEPLCRRRNQ 

APNMACMQQHWQRRN 


21570 


51938 


A 


21698 


247 


281 


KPGKQHSMLK*SALLPSAHGPT 
S/CKEARCHPVQILPPELLF*MP 
KKICPPLCYLWTVKAWETTFH 
AEV 


21571 


51939 


A 


21699 


531 


716 


PRRLRAA PPDLGGFRLLPR/LPE 

ASGCSP*SQRLFQKAPSPAPCS 

WRRSRFCVKTCVLPMGGQ 


21572 


51940 


A 


21700 


202 


606 


ITCLHAHVTWCQILPYLMLPAP 

LLRPLPTPLTVAGVGQSLPEIQL 

SVTLPLQPGRNQGSLESRHLVS 

WAEPP*DPAVSALPLQPGRNQG 

SLESRHLVSWAEPP*DPAVSAL 

PLQPGRNQGSLESRHLVSWAEP 


21573 


51941 


A 


21701 


444 


1167 


FRLHGHLERGPFYFLSPLAVQS 

SQSCLRRFTTRYHLPVYVLNRK 

NSWHVAHIFRRHAKPEEQAPIY 

SH1HFTSDLDEVLNDPDVKLVV 

VCTHADSHFEYAKRALEAGKN 

VLVEKPFTPTLAQAKELFALAK 

SKGLTVTPYQNRRFDSCFLTAK 

KAIESGKLGEIVEVESHFDYYRP 

VAETKPGLPQDGAFYGLGALFT 

NQQGFFKSSLLSIFADSSSSVAG 

RSPHNLVKKRGGIVAISAFAG 


21574 


51942 


A 


21702 


1 


668 





BNSDOCID: <WO O175067A3JA> 



2771 



WO 01/075067 PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21575 


51943 


A 


21703 


1 


1308 


MRVYMDGRL1VSTRQRKVLAA 

GPMLYAATRAPAFTMSGDNLV 

RSHASIYMTSCHTLLGEQAGYA 

VFGALLPAITLLHLNSACCIVYV 

SCLLADAGHRDSLQQAGDKWT 

TTDSYSSSCTSETLGSACVRYA 

HSSRNHVRFALSDLDEVLNDPD 

VKL V V VCTH ADSHFE Y AKRA L 

EAGKNVLVEKPFTPTLAQAKEL 

FALAKSKGLTVTPYQNRRFDSC 

FLTAKKAIESGKLGE1VEVESHF 

DYYRPVAETKPGLPQDGAFYG 

LGVHTMDQ1ISLFGRPDHVRL* 

HPGALRMKSP1WTNPFEAQL\FY 

G\DLKAI VKTSHLVK1DYPKFI V 

HGKKGSFIKYG1DQQETSLKAN 

IMPGEPGFAADDSVGVLEYVN 

DEGVTVREEMKPEMGDYGRV 

YDALYQTITHGAPNYVKESEVL 

TNLEILERGFEQASPSTVTLAK 


21576 


51944 


A 


21704 


199 


706 


SHDVCRJNADRQRDRNNRRQR 

RSLRVYKLGNQQQKNGIGPR1L 

FHHFTQYALNFRHMRTEHGFC 

HPCDTVHRHDGDHTGTEDFVF/ 

WR*TRDWFWSG*\YQRPGQQH 

KHLNNQYHRQRFAAEGWTQV 

RISTKKGDYSDCPEENPHCQPV 

AGRYHYSLVGRVSNATLARLIR 


21577 


51945 


A 


21705 


354 


569 


SRAVCWQVGTRLWAIFGVS*E 
LQRHVLVVFAGFWIVKNSRNL 
FLVCRAEHKRSVVKGLLRQQG 
AGLLVPLS 


21578 


51946 


A 


21706 


373 


462 




21579 


51947 


A 


21707 


1 


1293 
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BNSDOCID: <WO 0175067A3_IA> 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


21580 


51948 


A 


21708 


1 


1371 


MCPIEETASSFGGKPLSMVLVIQ 

MFMLLTGALIIILTKTNPAS1SK 

NEVFRSGMIAIVAVYG1A WMA 

ETMFAPACYGYYILPTYPSDLA 

AIQFDRSGTTH1GRFV1NHSFILP 

GLIGVSVSCVFGWIFAAIKRDA 

AAGRAKENV1FHHFPFQSVKAD 

IATNPFKRPGGAFIRITQTFRTV 

QTFRLSAYRLDFAGDRLRJSTPR 

AKMRTAFKKJDHLRQRRRCIRQ 

RAPPARHNLVGAVALPATVAG 

VM FTFSN VPLDSS VLSSLLTDFS 

TAVGS1VMLAVIMGLMLAFDM 

GGPVNKVAYAFMLICVAQGVY 

TVVAIAAVGIC1PPLGMGLATLI 

GRKNFSAEERETGKAALVMGC 

VGVTEGAIPFAAADPLRVIPSIM 

▼ ▼ M. X^J 1 ill 1 J V / \ f \ 1 ±j IX. T 11 v_J 11 V J 

VGSVCGAVTAALVGAQCYAG 
WGGLIVLPVVEGKLGYIAAVA 
VGAVVT\LFV*TC*KVWRVKM 
GLRLMKKKTTWIWILKLI 


21581 


51949 


A 


21709 


961 


11 16 




21582 


51950 


A 


21710 


228 


388 


RRGRNRYPALQ*TMFLPADGP 
ARCLSRQA A I LKES VLPK* G RP 
DVVFSPAYPY 


21583 


51951 


A 


21711 


1168 


1851 


L H RTG QRP A A Q RTETH HPF FN H 

FARLQVDTVVINHHQHTVAFQ 

NRTFRSEI*RNNVDIFQPDVLPD 

ILLGPVREREDADAFAFVNLPV 

VVVPQLRALIFRIPAMEAVTER 

VNSLFSAGFLFVTARTTEGG1KT 

VFVORLFOAFSFHNIGMFRAAV 

HEWINPHRHAFRVFMHOOFAA 

VG FSSTI AELl HL AEFPAGI DMQ 

QRERQRTWIKRLARQMQHDAG 

IFTDRVEH 


21584 


51952 


A 


21712 


1 


2653 




21585 


51953 


B 


21713 


632 


709 i 
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BNSDOCID: <WO 0175067A3_IA> 
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SEQ ll> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \-possible nucleotide insertion) 


21586 


51954 


A 


21714 


1 


1214 


MHDQQVIDAYHPDLRRTRAAS 

QSI1PVDTKLAAGITRFFPQFND 

RFEAIAVRVPTINVTAIDLSVTV 

KKPVKTDVGGAGTVKLNRCQI 

ARTSRQDVITPPGCVFEKALTLL 

IASGRNDTLARQNNHTKESLVE 

KPFRK1LV1KMRYHGDMLLTTP 

VISTLKQNYPDAK1DMLLYQDT 

IP1LSENPEINALYG1SNKGAGTF 

DK1KNVLSLIKTLRANNYDLVI 

NLTDQWMVALLVRCLPARMKI 

SQLYGHRQHG1 WKKSFTHLAPI 

HGTHIVERNLSVLEPLGITDFYT 

DTTMSYAEDCWKKMRRELDA 

LGVKDHYVVIQPTARQ1FKCRD 

NDIISKV1CMIRGSPTEGRWSVF 

FFYPADFTFVCPTELGD/GC*PL 

RRTAETGRRRIRSIYRYSLHPQS 


21587 


51955 


A 


21715 


25 


1086 




21588 


51956 


A 


21716 


1 


1113 




21589 


51957 


A 


21717 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


21590 


51958 


A 


21718 


1 


2076 




21591 


51959 


A 


21719 


2742 


3109 


VWTEGTGNASRARR/WKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLMQLARQVSRLEKRAV 

SATQLMAKAVKGQSSLLPVSL 

VKKKNHPG AL1 RKPPLPAR WPI 

LLIQLARQVSRLETGQ 
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BNSDOCID: <WO 0175067A3_IA> 
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PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21592 


51960 


A 


21720 


174 


1608 


TAAKRKIPSAS1RSIND*KY*VC 

KRT*CVGQLAA\ENADGTVAEY 

NGYHVVFALAGSPKDADDTSI 

YMFYQKVGDNSIDSWKNAGR 

VLMNPLMILVKIIKLSLTLACH 

ALLDCKTLTLTELGRNLPTKAR 

TKHNIKR1DRLLGNRHLHKERL 

AVYRWHASFICSGNTMPIVLVD 

WSDIREQKRLMVLRASVALHG 

RSVTLYEKAFPLSEQCSKKAHD 

QFLADLASILPSNTTPLIVSDAG 

FKVPWYKSVEKLGWYWLSRV 

RG KVQYA DLG AEN WKPI SNLH 

DMSSSHSKTLGYKRLTKSNPIS 

CQILLYKSRSKGRKNQRSTRTH 

CHHPSPKIYSASAKEPWVLATN 

LP VE 1 RTPKQ LVN 1YSKRMQT E E 

FRFHTMI 1 IAI Ml DI TPWl Anv 

ri/A v^rvv^/vj w L/i\.nr v<f ' * I V rvlNixJN 

VI QTVRI CiMFVI RH^P.YTITRP 
v Lij i v rvi^vj jvi c v Li\n ovj I 1 1 i i\c 

ni I V A ATI I A DIM! FTHP.VAI 


21593 


51961 


A 


21721 


1 


3285 




21594 


51962 


A 


21722 


1095 


1188 




21595 


51963 


A 


21723 


568 


1263 




21596 


51964 


A 


21724 


2 


1688 




21597 


51965 


A 


21725 


1456 


2046 


SKGKVAIVSSHQEVRASPRRSP 
LGSEERPGPHTSRQAAGQPHPG 
TCSS V HCQG S WG LQTQN SE V I H 
DGDVEAISVGEDAAPGPRVHG 
ADLGQEEEAFR*VVMGGLPDR 

n^Af APVPFPMHRHWAVR A A F 

GAVQNDPVGGSERSWGAGSHS 
QPFSHRP A PHTRG L AQAQTEA A 
GEGAVPEVHRGAVLAGVRAPG 

WAOP 


21598 


51966 \ 


A 


21726 


335 


595 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRJSTGKLVARJHGSFADAE*! 
L\WTGGDNESVS/MR*FFRPLER 
DLYNRJWHEIGLLLVSLL 


21599 


51967 


A 


21727 


80 


428 


RWLATHYLTVKLSLLPNLAVT 

TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNGLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


21600 


51968 


A 


21728 


622 


1281 





BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


21601 


51969 


A 


21729 


1066 


1827 


V PQ AKGNN V V ITS Y MTN RGF F 

EDKKATFAPSFLNWIKGNKTSV 

VKNSILEQGQLTWLQVAKRAG 

LGGGQSGRTVLRERVRIEIAST 

H1ALQHAIVTGDAVGMDDIPQE 

ARQYRHNQAYAYS1QGDGAED 

DDERJAFASHTIQECRSQGPGG 

YPFKIYSSRKDRJPISQSLLESHF 

TVHEETAPDLETTG*PGCKDHG 

NLCC/LSSVKLRYSMYRIKAGL 

WMTHPG*RTYWV 


21602 


51970 


A 


21730 


I 


1326 




21603 


51971 


A 


21731 


1 


1971 




21604 


51972 


A 


21732 


1 


1626 




21605 


51973 


A 


21733 


1 


1810 




21606 


51974 


A 


21734 


305 


442 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKLVARIHGSFADAE 


21607 


51975 


B 


21735 


1 


1938 




21608 


51976 


A 


21736 


531 


669 


AGLFKSRKVSSIC1RFE*ILTSCL 
GVR1STGKLVARTHGSFADAE 


21609 


51977 


A 


21737 


80 


428 


RWLATPYLTVKLSLLPNLAVTC 

QPKREQN1TSNESTDC*VIVTST 

KSDSLYTVGMLALSVRAIRCPL 

YLLTGLISVSKNGLWYCELQSH 

YTVVLLLFMRKRSRFQSNVQR 

KLMTNF 


21610 


51978 


A 


21738 


10 


426 




2161 1 


51979 


A 


21739 


314 


451 


AGLFKSRKVSS1CIRFE*ILTSCL 
GVRJSTGKLVARTHGSFADAE 


21612 


51980 


A 


21740 


1 


1 139 


MWGIGSRTP1YNK1LVYSSPEVS 

CEKPKYVKSQTSTHTGFESHKR 

YIFYLRLVGKNLHVSAMGLGK 

SQERRKKALKSQPQQPADSFPS 

LPTVEGLTTSGEVAAGFWLSGE 

ALSSC*LLSASVHLLLACLGMG 

KCSCSGFWLYF 


21613 


51981 


A 


21741 


306 


444 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \= possible nucleotide insertion) 


21614 


51982 


A 


21742 


189 


1089 


HHTAHCQ*CWL*S/DHGINPLRS 

WVGTG*V/GVRGKVQYADLGA 

ENWKPISNLHDMSSSHSKTLGY 

KRLTKSNPISCQILLYKSRSKGR 

KNQRSTRTHCHHPSPKIYSASA 

KEPWVLATNLPVEIRTPKQLVN 

IYSKRMQIEETFRDLKSPAYGL 

GLRHSRTSSSERFDIMLL1ALML 

QLTCWLAGVHAQKQGWDKHF 

V^/AiN 1 V IVJN rVJ N vj jLL 1 IN W ro V i I 

IGTDLDAVRTPEPLEEFPKREDQ 

EGSPPETSLPYKWVVEAANLLI 

PAVGSSLSEALDLIES 


21615 


51983 


A 


21743 


1 


1135 




21616 


51984 


A 


21744 


80 


430 


RWLATPYLTVKLSLLPNLAVTC 

V<i JVrvC.V^ iN * * kJlN Co 1 V 1 V lol 

KSDSLYTVGMLALSVRAIRCPL 
YLLTGLISVSKNGLWYCELQSH 
YTV VLLLFM RKRSRFQSN VQR 
KLMTNF 


21617 


51985 


A 


21745 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
pnPk' p pr^7NjiTQ"MPQTr^r , *\/T\/T'c 

^V^/r IS^rvtlV^lN 1 1 oIN t3 1 UK, V J V lo 

TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 

rvTvl^lvi i in r 


21618 


51986 


A 


21746 


773 


1015 


AGLFKSRKVSSICIRFE*ILTSCL 

fSVRl^Tr~SI<rf VARTHr.^FAnAQF 
vj V rvlo 1 VJIVL* V /\tv 1 1 Ivjor AUAjr 

STDLYHGTLKPASLTMSGVVLL 
GRMLARSARNWS 


21619 


51987 


A 


21747 


391 


527 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 


21620 


51988 


A 


21748 


671 


1030 


AGLFKSRKVSSICIRFE*ILTSCL 

fiVRKTHI^l VARTHr,<iFAnAF*l 

LGDGW*Q*VRVER*FFRPLERD 
LYNRILACPLrNT*PTPVVRLKP 
*TVWSMGPVVGTPARPIRTSGA 
rwwrw 

w w w 


21621 


51989 


A 


21749 


221 


478 


AEQDCTILPVLRHFTFFKSRKVS 
SICIRFE*ILTSCLGVRISTGKLV 
ARTHG SF A DDQTLFFMTLA VS 
GELWTPSPWRPNSIRTS ! 


21622 


51990 


A 


21750 


590 


940 


RWLATHYLTVKLSLLPNLAVT 

P Ci P \C R P ON 1 T<i>J P HP * V T VT Q 
l^V^rrvIVCrfls^lN 1 I jlNC/kJ I V J V 1 o 

TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELOS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


21623 


51991 


A 


21751 


473 


613 


AGLFKSRKVSSIC1RFE*1LTSCL 
GVR1STGKLVAR1HGSFADADT 
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SKQ ID 

NO: 


SfcQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


21624 


51992 


A 


21752 


342 


1459 


SFLWRFRLRGGSERFCLAG1PSA 

SGV*NIPSASIRS1ND*KY*VCKR 

T*CVGQLAA\ENADGTVAEYN 

G Y H V V F A L AG SPKDADDTS I Y 

MFYQKVGDNSIDSWKNAGRVF 

KDSDKFDANDP1LKDQTQEWS 

GSATFTSDGKIRLFYTDYSGKH 

YGKQSLTTAQVNVSKSDDTLKI 

NGVEDHKTIFDGDGKTYQNVQ 

QFIDEGNYTSGDNHTLRDPHYV 

EDKGHKYLVFEANTGTENGYQ 

GEESLFNKAYYGGGTNFFRKES 

QKLQQSAKKRDAELANGALGII 

ELNN DYTLKKVM KPLITSNTVT 

DEIERANVFKMNGKWYLFTDS 

RGSKMTIDAKSTLLESTEGSMT 

PPMTATEPFLRFLKGEIAQPKPH 


21625 


51993 


A 


21753 


2094 


2201 




21626 


51994 


A 


21754 


81 


1080 


HHTAHCQ*CW r L*S/DHGINPLRS 

WVGTG*V/GVRGKVQYADLGA 

ENWKPISNLHDMSSSHSKTLGY 

KRLTKSNPJSCQILLYKSRSKGR 

KNQRSTRTHCHHPSPKIYSASA 

KEPWVLATNLPVE1RTPKQLVN 

IYSKRMQIEETFRDLKSPAYGL 

GLRHSRTSSSERFD1MLLIALML 

QLTCWLAGVHAQKQEHPLWSL 

ALVRRRSPAQSPHVGTGSSGST 

GCSSQAPCMKSNNALIV1LGTV 

TLDAVGIGLVMPVLPGLLRD1V 

HSDSIASHYGVLLALYALMQFL 

CAPVLGALSDRFGRRPVLLASL 

LGATIDYAIMATTPVLWIYPLV 


21627 


51995 


A 


21755 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


21628 


51996 


A 


21756 


1 


593 


MGVNDLWQILEPVKQHIPLRNL 

GGKTIAVDLSLWVCEAHPVKK 

MMGSVMKKHLRDFADFGTTIK 

QDFRLLGQTSVDRLLQLSQGQ 

AAYPIPDDQVQSVLISMLLIAL 

M LH LTCG LAG VH A Q KQG WD K 

H FQ ANTVRN RN VLSTV RLG M E 

VLRHSGYTITREDSLVAATLLT 

QNLFTHGYVLGKL*GDLSVLSL 


21629 


51997 


A 


21757 


410 


547 


AGLFKSRKVSSIC1RFE*ILTSCL 
GVRISTGKLVARIHGSFADAE 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sco, uence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21630 


51998 


A 


21758 


719 


814 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRIFNR 


21631 


51999 


A 


21759 


1 


1596 




21632 


52000 


A 


21760 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
COPKREONITSNESTDC*VIVT<s 

X^V^l 1\1VL/W 1 i 1 1 iJI i L^iJ I L/ V^* V I V 1 

TKSDSLYTVGMLALSVRA1RCP 
LYLLTGLIFVSKNDLWYCFLOS 
HYTVVLLLFMRKRSRFOSNVO 
RKLMTNF 


21633 


52001 


A 


21761 


1343 


1480 


AGLFKSRKVSSIC1RFE* I LTSCI 
GVRISTGKLVARTHGSFADAF 


21634 


52002 


A 


21762 


2 


151 




21635 


52003 


A 


21763 


258 


396 


AGLFKSRKVSS1CIRFF*H TSCI 
GVRISTGKLVARTHGSFADAF 


21636 


52004 


A 


21764 


1 


3081 




21637 


52005 


A 


21765 


449 


586 


AGLFKSRKVSSICIRFE*H TSCI 
GVRJSTGKLVARTHGSFADAE 


21638 


52006 


A 


21766 


563 


2042 




21639 


52007 


A 


21767 


1001 


1093 




21640 


52008 


A 


21768 


1814 


1870 




21641 


52009 


A 


21769 


2760 


3723 


HHTAHCQ*CWL*S/DHG1NPLRS 

WVGTG*V/GVRGKVQYADLGA 

ENWKPISNLHDMSSSHSKTLGY 

KRLTKSNP1SCQ1LLYKSRSKGR 

KNQRSTRTHCHHPSPKIYSASA 

KEPWVLATNLPVEIRTPKQLVN 

IYSKRMQIEETFRDLKSPAYGL 

GLRHSRTSSSERFD1MLLIALML 

QLTCWLAGVHAQKQGWDKHF 

QANTVRNRNVLSTVRLGMEVL 

RHSG YTITREDLLVAATLL AON 

LFTHGLFGPSVDAPPPKRGFKR 

PKLPELRLORFFGGVITPPLESY 

■ 1^.1— i A. 1_iLv1VL>\/IV1 A VJ VJ VIII I JL>L>kJ J 

SLPSDPVHLFPPRRPPRQLTASP 
LRA RA P YECSSC KD A 


21642 


52010 


A 


21770 


860 


3503 




21643 


52011 


A 


21771 


4597 


6030 




21644 


52012 


A 


21772 


1513 


3464 


AGLFKSRK VSSICIRFE* ILTSCL 
GVRJSTGKLVARTHGSFADAE 


21645 


52013 


A 


21773 


1 


453 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21646 


52014 


A 


21774 


1 


1526 


MSSSHSKTLGYKRLTKSNP1SC 

QILLYKSRSKGRKNQRSTRTHC 

HHPSPKIYSASAKEPWVLATNL 

PVE1RTPKQLVNIYSKRMQIEET 

FRDLKSPAYGLGLRHSRTSSSE 

RFDIMLLIALMLQLTCWLAGV 

HAQKQG WDKHFQANTVRNRN 

CKMATLKEKLIAPVAEE\EANS\ 

PNNKIT\VVGV\GQVGMA\CAISI 

LGKVSWPDELVALVGCFWEDK 

LKGGNDGSFQHGELIFFQTPKN 

CGQDKG LF WG PPNS* RF VSW* L 

AGSPVQPRRGRJRLKSWVPEK 

WLMVFQIPLFLKIV\KYSP*FAS* 

LV VSH P V\DIPT Y VT\ WETK VGL 

PKHRVIGSGCNLDSARFRYLMA 

EK\LGIHPS\SCHGW/IFWGEHG 

DSSVAWCWNGVNVAGVSLQE 

LN PEMGTDN DSEN WKE V HKM 

VVESAYEVIKLKGYTNWAIGLS 

VADL1ESMLKNLSRIHPVSTMV 

KGMYGIENEVFLSLPCILNARG 

LTSVINQKLKDDEVAQLKKSA 

DTLWDIQKDLKDL 


21647 


52015 


A 


21775 


2 


355 




21648 


52016 


A 


21776 


2 


178 




21649 


52017 


A 


21777 


1 


888 




21650 


52018 


C 


21778 


127 


255 




21651 


52019 


A 


21779 | 


1 


1824 




21652 


52020 


A 


21780 


330 


476 




21653 


52021 


A 


21781 


452 


500 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21654 


52022 


A 


21782 


3 


1584 


DAWAAVSRGDEPGWGSGSWR 

LLQHWGVSCWSDPKRFSSALQ 

GYI1TDWCAPFNKRIWKREQPE 

ETFPNTETNGEFGKARPAEDME 

EEQAFKRSRNTVDEMVEL\RJLL\ 

QSKNA\GAVIGKGGKNIKALRT 

DYNASVSVPVDSSVPERILCISA 

DIETJGEILKKIIPTLEEGLQLPSP 

TATSQLPLESDAVECLNYQHYK 

GSDFDCELRLL1HQSLGREGIIG 

GQRCLKSKELRGGTLQTTIKLF 

QECCPHSTDRVVLIGGKPDRFVX 

ECIKIILDLISESPIKGRVAQPYDP 

NFYGWKPMDYGXGFTMMFDD 

RRGRPVGFPMRGRGGFDRMPP 

GRGGRPMQPYRRDYDDMSPRR 

GPPPPPPGRGGRGGSRARNLPL 

PPPPPPRGGDLMAYDRRGRPGD 

RYDGMVGFSADETWDSAIDTW 

S PSF WOM A YF POGfi ^fi YD Y<\ Y 

AGGRGSYGDLGGPIITTQVTIPK 

DLAGSIIGKGGQRJKQIRHESGA 

S I K 1 DEPLEG SEDRI ITITGTQDQI 

QNAQYLLQNSVKQYSGKFF 


21655 


52023 


A 


21783 


211 


1635 


KNMETEQPEETFPNTETNGEFG 

KRP A EDMEEEQ AFIRSRNTDEM 

VELRILLQSKNA\GAVI\GKGGK 

NIKALRTDYNASVSVPDSSGPE 

RI\LS1 S A DIETIG EI LKKIIPTLEE 

GLQLPSPTATSQLPLESDAVECL 

NYQHYKGSDFDCELRLLIHQSL 

AGGIIGVKGAKIKELRENTQTTI 

KLFQECCPHSTDRVVLIGGKPD 

RVVXECIKIILDLISESPIKGRAQP 

YDPNFYDETYDYGGFTMMFDD 

RRGRPVGFPMRGRGGFDRMPP 

GRGGRPMPPSVRRDYDDMSPRR 

G PPPPPPG RGG/RG LG SRA RNLP 

LPPPPPPRGGDLMAYYKRGRP\ 

GDPYDGMVGFSADETWDSPID 

TWSP\SEWQMAYEPQGG\SG\Y 

DYSY/AOGGRGSYGDI GGPflTT 

QVT1PKDL/ALGSIYWKKGGQR\ 

IKQIPS*VGELSIKIDEPL\EGSED 

\RIIT1TG\TQDQ1Q\NAQYLLQ\N 

SVKQYADVEGF 


21656 


52024 


A 


21784 


860 


1201 


TISEPPALILLPIAVPSFSTTCRLP 
EDI1VVSAFPPLLIFCVPLLILVP 
VAMP*LLIFCVPPLIMVFVAFPA 
TSITPPLS1RVASALALVKTDIVP 
LSLI I VLFAEPYAFMSK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, /—possible nucleotide 
deletion, \=possibie nucleotide insertion) 


21657 


52025 


B 


21785 


I 


3750 




21658 


52026 


A 


21786 


1 


1350 




21659 


52027 


A 


21787 


189 


1939 


TAMAGRMPCAEVISGSATRPD 

GPKALFKPIGRPHQAIRPINKPP 

AAPPKQAVTNGFMRGRVPPKT 

LTVPSESSLAPMTLVVIVVKEA 

LPPAKIFSTPVPYQPTRRAPDAE 

PLSASKTPSVYLVNFVVSPEDL 

RKLT V D V L P A LRANTRA L WQ V 

EVSAFPSFMTQATPATQPLINAE 

PAVAAPTEQNPQVGPVMPGVQ 

GADAPVVAQNGPSRDVKLTFA 

PIAPPPGSMVLRGLNPNGSLEFG 

MRSDEVVTKAMVQLELTPWH 

GYGCQCPFLPVKYLYAA1GFSV 

MIEALNQLAIFNRRRFLSANQT 

LRQRTTEAVMRLLSGQKEDAE 

LDAETASMLVDHGNQQIFNPQ 

ERRMIERVLNLNQRTVSSIMTS 

RH DI EH IDLN A PEEEI RQLLERN 

QHTRLVVTDGDDAEDLLGVVH 

VIDLLQQSLRGEPLNLRVLIRQP 

LVFPETLPLLPALEQFRNARTHF 

AFVVDEFGSVEGIVTLSDVTETI 

AGNLPNEVEEIDARHDIQKNAD 

RSWTGN/GLLPLGDCRL*QASP 

TGCINRRGS\HYGYPTLYEFRKR 

FLTPGTVC KRCDQRG DAMRVQ 

VQWVFYTY I LPL ANE 


21660 


52028 


A 


21788 


558 


1563 


TNNR1>*K*GNN**LTNQKKSRT 

RW1HSRJLPEAGC/GIASVGRNN 

CGLWRFTPAKAISWGKIHPVFQ 

RQILRVLSQTLFPN/MSLGRNLG 

YGLKMFGVPRAELKPRFKEALP 

MVNLEGFEDRFVDQISGGQQQ 

R VALARALI LKPKVLLFDEPLS 

NLDANLRRSMRDKIRELQKQF 

D1TSLYVTHDQSEAFAVSDTVL 

VMNKGHIMQTGSPQDLYRQPA 

SRFMASFMGDANLFPATFSDG 

YVDIYGYHLPRPLHFGTQGEG 

MVGVRPEAITLSDRGEESQRCV 

IRHVAYMGPQYEVTVEWHGQE 

I LLQ VN ATRLQPD VG EQYYLEI 

HPYGMFVLADAA 


21661 


52029 


A 


21789 


201 


312 


CSWHDRFPDWKAGTHLLARG* 
QLSLPVWLCPVLKLS 


21662 


52030 


A 


21790 


925 


2388 




21663 


52031 


A 


21791 


1 1 


759 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence j 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


21664 


52032 


A 


21792 


1 


1086 


MEKKITGYTTVDISQWHRKEHF 

EAFQSPAQCTKNQTVQLD1TAF 

LKT VKKN KHKF YP A F1H 1 LA RL 

MNAHPEFRMAMKGVPGGDSV 

KNTSRVWSGNERDQKLLTENA 

LNDLIPSFLLTGQQTPALGRRVS 

GV1EIADGSRRRKAAALTESDY 

RV L VG E LYDEQM PPLSRLGN D 

YRPTSAHPQKRRYASRLQNEFA 

GN1SALADAENISRVRDVNLLL 

EVLGVDSVEKTFRVWSGNERD 

QELLMEDALDDL1PSFLLTGQQ 

TPAFGRRVSGVIEIADGSRRRK 

AA A LTESDYRV L VGELDDEQM 

AALSRLGNDYRPTSAYERGQR 

Y A SRLQNEF AGN I SAL A DA EN I 

SRKJIPRCINS\AKLP 


21665 


52033 


A 


21793 


1 


935 


MLRDLLKNVDLKGFEPDVRILL 

TK YSNSNGSQSP WM EEQIRD A 

WGSMVLKNVVRETDEVGKGQI 

RMRTVFEQAIDQRSSTDNEGAP 

VIPKHTLNTQPVEDTSLSTPAAP 

MVDSLIARVGVMARGNAITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLI 

PSFLLTGQQTP A FG RR VSG V I E I 

ADGGSSRSKXRRRGCEGGRR/V 

ROfifPnOKHPA AFSVSOGKIHI 

jxv^vj r i— / v^rx_i Li r \ / » i j v jvj vj i\ 1 1 l 

SGRTPVEKRPRLPQPRDLGARA 
FAACRGSRGRPWNWLPAALRL 
HADLGCVRGGGGGWPGANPY 
PAPASSTC 


21666 


52034 


A 


21794 


181 


923 


QHAIVTGDAVGMHHIPQEARQ 

YRHNQAYAYS1QGDGAEDDDE 

RJVRFHTRCLTEAFEKLQCGGV 

VNQLSRRGNNQH1SSTYDFNRA 

DTQVRRAVNNYDI!VMSNSFN\ 

ASRSIRCGSVGSLPSSNLPINSVS 

IRCRAR/SG/EE*CQAPASKWAL 

LHK* HRPFPQDRKAGECLLHEY 

EDLVPI RDTLRLFPGGRYLPRA 

KHVAPSEPDPEQDEQKLRFCKR 

HLYGQQPRSPVEIRLQHVAIAY 

PTHHAYD 



2783 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21667 


52035 


A 


21795 


178 


798 


IRLEPFKINVLEQITKHIEKLQCG 

GVVKQLSRRGNNQHISSTYDIN 

RADTQVRRAV>TNYDIIVMSNSF 

NVASRSIRCGSVGSLPSSNLPINS 

VSIRCRAR/SG/EE*CQAPASKW 

ALLHK*HRPFPQDRKAGECLLH 

EYEDLVPIRDTLRLFPGGRYLPR 

AKHVAPSEPDPEQDEQKLRFCK 

RHLYGQQPRSPVEIRLELVA1A 

YQTHHA 


21668 


52036 


A 


21796 


499 


972 




21669 


52037 


A 


21797 


3 


1141 


SRVKLGQSSESQVAALKTREPM 

NIATLEVLVLKGLRVCFVKVNH 

PKGPASMYPGWVPILYIHAEDP 

LLPFYLGEKEDVTYAIKPTCWP 

GLDIIPSCLALPRJETELMGKFD 

EGKLPTDPHLMLRLAIETVAHD 

YDVIVIDSAPNLGIGTFNVVCAA 

DVLIVPTPAELFDYTSALQFFD 

MLRPLLKNVDLKGFEPDVRJLL 

TKYSNSNGSQSPWMEEQIRDA 

WGSMVLKNVKEFAGN1SALAD 

AENISRKIITRCINTAKLPKSVV/ 

ALFSHPGELSA\GDALQKAFTD 

KEELLKQQASNLHEQKKAGV1F 

EAEEVITLLTSVLKTSSASRTSL 

SSRHQFAPGATVLYKGDKMVL 

NLDRSRVPTEC1EKIEAILKELE 


21670 


52038 


A 


21798 


1 


617 


LEPASLS1PNLLLHPRGLRAIT1A 

VFGKQNTYIRLEPFKINVLEQIT 

KHIEKLQCGGVVKQLSRRGNN 

QH1SSTYD1NRADTQVRRAVNN 

YDIIVMSNSFNXASRSIRCGSVGS 

LPSSNLPINSVSIRCRAR/SG/EE* 

CQAPASKWALLHK*HRPFPQD 

RKAGECLLHEYEDLVPIRDTLR 

LFPGGRYLPRAKHVAPSEPILSC 


21671 


52039 


A 


21799 


181 


953 


QHAIVTGDAVGMDDIPQEARQ 

YRHNQAYAYSIQGDGAEDDDE 

RIVRFHTRRLTFKINVLEQITICHI 

EKLQCGGVVKQLSRRGKNQHI 

SSTYDINRADTQVRRAVNNYDI 

IVMSNSFNXASRSIRCGSVGSLPS 

SNLPINSVSIRCRAR/SG/EE*CQ 

APASKWALLHK*HRPFPQDRK 

AGECLLHEYEDLVPIRDTLRLFP 

GGRYLPRAKHVAPSEPDPEQDE 

QKLRFCKRHLYGQQPRSPVE1R 

LQHVAIAYQTHHAYD 


21672 


52040 


A 


21800 


1 


798 




21673 


52041 


A 


21801 


1 


1782 





2784 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO.1/08631 



SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


21674 


52042 


A 


21802 


666 


1131 


KGRGTYGNERDQELLTVEDALD 
DL1PSFLLTGQQTPAFGRRVSGV 

IFI ADCl^RRRK A A Al TP^HYRV 
1 VGFI DDFOMAAI <sRI r.wnVR 
PT<sA YFRGOR YA^R I nMPFAr, 
lSimAl AnAFNI\RkrilTRriWTRn 

mIOAL/aUA ClNli3lVPk.lI 1 IV 1 IN 1 t\\£ 

1 PK ^ V VPi FFn H PP.F1 QARQP,nA 
l»» rvo v vurronrucLijAixoUIJA 


21675 


52043 


A 


21803 




3297 




21676 


52044 


A 


21804 




898 




21677 


52045 


A 


21805 




1977 




21678 


52046 


A 


21806 




1929 




21679 


52047 


A 


21807 


181 


755 


QHAI VTGDA VGMDD1 PQEARQ 
YRHMQAYAYSIQGDGA\GMTM 
SALLDFIHGA***Y1RCGSVGRL 
PSSNLPINSVS1RCRAR/SG/EE*C 
OAPA^WAI I Hfcf *uppppnnp 

V^a\ r Aorv W /A. LLnl\ nivrr r yL/K 

KAGECLLHEYEDLVP1RDTLFL 
FPGGRYLPRAKHVAPSEPDPEQ 
DEQKLRFCKRHLYGQQPRSPVE 
1RLQHVAIAYQTHHAYD 


21680 


52048 


A 


21808 


181 


456 


yr HTviOAYAYNinr.nnA cnnnF 

RIVRFHTRPI A *nR R A VXTMVnil 
IVI V IVT n 1 r\.\_Lf/\ olxJVrV V IN IN I Ull 

VMSNSFNGQSEHQVWIGGQFT 
F1KFAH 


21681 


52049 


A 


21809 


1 


780 




21682 


52050 


A 


21810 


1 


1050 




21683 


52051 


A 


21811 


5 


735 


PPAAP/MGNLLMARVGVKARG 

KAHYLPLLRGESVRKTSRVGSG 

NERDQELLTEDALDDLIPSFLLT 

GQQTPAFGRRVSGVIE1ADGSR 

RRKAAALTESDYRVLVGELDD 

EQMAALSRLGNDYRPTSAYER 

GQRYASRLQNEFAGNISALADA 

EN ISRQIITRCINTAKLPKSV VAL 

FSHPGELSARSGDALQKAFTEK 

RTLKQQALTSEQKKRGI/YEAE 

EVSSSLSPQGRLSNRSASKDMY 



2785 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknov\n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21684 


52052 


A 


21812 


1 


887 


MNMMIKK1VKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETK 

AVGSGNERDQELLTEEAWNDL 

ILSFLLTGQQTPAFGRRVSGVIEI 

PDGSRRRKAAALPKSDYRVLV 

GELDDEQMAALSRLGNDYRPT 

SAYERGQRYASRLQNEFAGNIS 

ALADAENISRKUTRC1NTAKLP 

KSVVALFSHPGELSARSGDALQ 

KA FTDKE ELL KQQ A SN L H EQ K 

KAGVIFEAEEVITLLTSVLKTSS 

ASRTSLSSRHQFAPGATVLYKG 

DKMVLNLDRSRVPTEC/IEKIEA 

ILKELEKPAP 


21685 


52053 


A 


21813 


345 


921 


RWRLQNLSFCSSCSGSGSEGAT 

CFARGSAYELGQRYASRLQNA 

FAGKISALADAEIFSRKIIYTRCIN 

TAKLLKSVVALFSHPVELSARS 

GDALQKAFTDKEELLKQQASN 

LHEQKKAGV1FEAEEVITLFTSV 

LKTSSASRTSLSSRHQFAPGAT 

VLYKGDKMVLNLDRSRVPTEC 

IEK1EA1LKELEKPAP 


21686 


52054 


A 


21814 


1 


1989 




21687 


52055 


A 


21815 


6 


311 




21688 


52056 


A 


21816 


3 


848 


PGGDSVKNTSRVWSGNERDQK 

LLTENALNDLIPSFLLTGQQTPA 

LGRRVSGVIEIADGSRRRKAAA 

LTESDYRVLVGELYDEQMPPLS 

RLGNDYRPTSAHPQKRRYASRL 

QNEFAGNISALADAEN1SRVRD 

VNLLLEVLGVDSVEKTFRVWS 

GNERDQELLMEDALDDLIPSFL 

LTGQQTPAFGRRVSGVIEIADG 

SRRRKAAALTESDYRVLVGEL 

DDEQM A ALSRLGN DYRPTSA Y 

ERGQRYASRLQNEFAGNISALA 

DAENISRKIIPRC1NSVAKLP 


21689 


52057 


A 


21817 


1 


969 




21690 


52058 


A 


21818 


1 


1614 
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BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


21691 


52059 


A 


21819 


1 


832 


MDDIPQEARQYRHMQAYAYSI 

QGDGAEDDDERJVRFHTRVTV 

DSDTLASDAARLTCRHGLARD 

VKFTLEVLRGDSVEKTSRVWS 

GNERDQELLTEDALDDLIPFFLL 

TGQQTPAFGRRVSGV1EIADGS 

RRRKA A ALTES D Y R VL VG EL D 

DEQMAALSRLGNDYRPTSAYE 

RGQRYASRLQNEFAGN1SALAD 

AENISRKIITR\CiNTVAQLAKSG 

VALFSHPGELSAPSGDAL*KAF 

TD* EEFL *PQG SNL Y\EQK KA G\ 

VIFGS*KKFSLFLTSVV 


21692 


52060 


A 


21820 


678 


1338 


TL RQTKPDNS A E I A DG SRRRKA 

AALTE\SDYRVLVGELDDKQM 

AALSRLGNDYRPTSAYERGQR 

YASRLQNEFAGNISALADAEN1 

SRKIITRCINTAKLPKSVVALFS 

HPGELSA RSGDALQKAFTDKEE 

LLKQQAS1MLHEQKKAGVIFEAE 

EV1TLLTSVLKTSSASRTSLSSR 

HQFAPGATVLYKGDKMVLNLD 

RSRVPTECIEKIEAILKELEKPAP 


21693 ! 


52061 


A 


21821 


1 


1809 




21694 


52062 


A 


21822 


2 


1010 




21695 


52063 


A 


21823 


284 


2177 




21696 


52064 


A 


21824 


1 


1296 




21697 


52065 


B 


21825 


1 


1044 




21698 


52066 


A 


21826 


637 


1073 


IRLEPFK1NVLEQITKHIEKLQCG 

GVVKQLSRRGNNQH1SSTYDIM 

RADTQVRRAVNNYDI1VMSNSF 

NXASRSIRCGSVGSLPSSNLPINS 

VSIRCRAR/SG/EE*CQAPASKW 

ALLHK*HRPFPQDRKAGECLLH 

EYEDLYPSVIH 


21699 | 


52067 


A 


21827 


1 


2403 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


21700 


52068 


A 


21828 


1471 


3186 


LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFTPV1 

GVAAIKTGTTVHIVSSSSLLGG 

DHGPSRIGGLLLVCDYGPLVSS 

SGISGPTRIVGLIISLGPGYHLCF 

RSDYRTG 1TDPL YIGDATI R VSL 

RVYSLPSRSRIEHVVANCGMIP 

KQQQN EK YQ V PQFDQSTI KN I E 

SAKGLDVWDSWPLQNADGTV 

AEYNGYHVVFALAGSPKDADD 

TSIYMFYQKVGDNSIDSWKNA 

GRVFKDSDKFDANDPILKDQTQ 

EWSGSATFTSDGKJRJLFYTDYS 

GVMARGNAITLPVCGRDVKYT 

LEVLRGDSVEKTSRVWSGNER 

DQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGVIEIADGSRRR 

KA A A LTESDYRV L VGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADAEN 

ISRKIITRC1NTAKLPKSVVALFS 

HPGELSARSGDALQKAFTDKEE 

LLMQQASNLHEQKKAGVIFEA 

EEVITLLTSVAKTSSASRTSLSS 

RHQF\APGATV\LYKGDKMVLN 

LDMSRWQLECLDRLHACRSTL 


21701 


52069 


A 


21829 


158 


926 


AGPVIQNYVNTQPV/EETSYSTP 

AAPMVDSLIARVGVMAPGNA1 

TLPVCGRDVKFTLEVLRGDSVK 

KTSRV WSGNERDQELLTED A L 

DDLIPSFLLTGQQTPAFGRRVSG 

VIEIADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSAYERGQRYASRLQNEFAG 

NI S AL ADAEN 1 SRKI ITRC 1MTAK 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQGGSSRV 

GDNSIDSWKTRGRVL 


21702 


52070 


B 


21830 


1 


3774 




21703 


52071 


B 


21831 


1 


1495 




21704 


52072 


A 


21832 ; 


556 


1622 




21705 


52073 


A 


21833 


I 


2616 
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2788 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21706 


52074 


A 


21834 


1412 


3310 


SVTSCLKVTSVCLTSAAASCRS 

VLMRSTAELQCASHTLRKRKA 

ARRLISLMMTARKARKITRRW 

RIGEAADLVGVSSQAIRDAEKA 

GRLPHPDMEIRGRVEQRVGYTI 

EQINHMRDVFGTRLRRAEDVFP 

PV1GVAAHKGNDPQGTASMYH 

G WV PDL H IH AEDTLLPF YLG EK 

DDVTY A I KPTC WPGLDIIPSCLA 

LHRIETELMGKFDEAQPNLGIG 

TIN VVCA AD VLI VPTPA ELFDY 

TSALQFFDMLRDLLKNVDLKG 

FEPDVRILLTKYSNSNGSQSPW 

MEEQIRDAWGSMVLKNVVRET 

DEVG KGQIRMRTVFEQAIDQRS 

STDTSLSTPAAPMVDSLIARVG 

VMARGNAITLPVCGRDVKFTL 

EVLRGDS VEKTSRV WSGNERD 

QELLTEDALDDLIPSFLLTGQQT 

PAFGRRVSGVIEIADGSRRRKA 

AALPENSNYGVLVAELDDEQMP 

A Y PRLGND Y RPTS A YE RG QR Y 

ATRLQNEF A G\N I SXALADA EN I S 

MITRCINTAKLPKSVVALFSHPG 

ELSARSGDALQKAFTDKEELLK 

QQASNLHEQKKAGVIFEAEEVI 

TLLTSVLKTSSASRTSLSSRHQF 

APGATVLYKGDKMVLNLDRSR 

VPTECIEKIEAILKELEKPAP 


21707 


52075 


A 


21835 


783 


2371 




21708 


52076 


A 


21836 


3236 


4718 




21709 


52077 


A 


21837 


1 


2481 
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BNSDOCID: <WO_0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Linkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21710 


52078 


A 


21838 


2450 


3963 


LLTAPITGGIGTINVVCADDVMI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGFEPDVRILLTKYS 

NSNGSQSPWMEEQIRDAWGSM 

VLKNVVRETDEVGKAAPMVDS 

LIARVGVMARGNAITLPVCGRD 

VKFTLEVLRGDSVEKTSRVWS 

GNERDQELLTEDALDDLIPSFLL 

TGQQTPAFGQRWSGVKEIADGI 

RRRKAAALTEVSDYRVLVGELD 

DEQMAALSRLGNDYRPTSAYE 

RGQRYASRLQNEFAGNISALAD 

AEN ISRKIITRCINTAKLPKSV V 

ALFSHPGELSARSGDALQKAFT 

DKVEDLLKQQASNLHGAEKSW 

GCYFEAEEVITLLTSVLKTSSVA 

SRTSLSSRHQFAPGATVLYKGD 

KMVLNLDRSRVPTEYRYGVFL 

NVLLPATKYFQLHDPSLRNMEL 

NYSLASEDLVLKGLRVLLVEG 

NDPQGTASMYHGWVPDLHIHA 

EDTLLPFYLGEKDDVTYA1KPT 

CWPGLDHPSCLALHRIETEYNG 


21711 


52079 


A 


21839 


1573 


2858 


EPVFEQAIDQRSSTDTSLSTPAA 

PMVDSLIARVGVMARGNAITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDL1 

PSFLLTGQQTPAFGRRVSGVIEI 

ADGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGNDYRPT 

SAYERGQRYASRLQNEFAGN1S 

ALADAENISQ* 1CWKYFCAG*C 

GKYF\RKIITRC!NTAKLPKSVV 

ALFSH PG ELS A RSG DALQKA FT 

DKEELLKQQASNLHEQKKAGV 

1SPPEEVITLLTSEIKTSSASRTSL 

SSRHQFAPGATVLYKGDICMFIT 

VK1AKRSQAPCMKSNNALIVIL 

GTVTLDAVGIGLVMPVLPGLLR 

D1VHSDSIASHYGVLLALYALM 

QFLCAPVLGALSDRFGRRPVLL 

ASLLGATIDYAIMATTPVLWIY 

PLVNSPSC 


21712 


52080 


B 


21840 


63 


368 




21713 


52081 


A 


21841 


189 


204 


SLPSGIKPQSSSKASSRIQVAPT 
M * SLPRQP LA WPSGHE ACPQG 


21714 


52082 


A 


21842 


153 


370 


LIAGAFRKASGGNN1FRRPKTL* 
LRRQPR* PQK STPRRN KLG H Y A 
1 1 KFPLTTES A V KK 1 EETNTL V FT 
VLV 
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BNSDOCID: <WO 0175067A3_IA> 
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PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21715 


52083 


A 


21843 


842 


1770 


CTPEKCLPAVHRRNWLRNAEPP 

VWKRHLSPICRKRQGRATKPK 

RRPWYTTPPTRRVRDVALRPYS 

RH/GRQPHAKKKIRMSLTFRRP 

KTLRLRRQPRYPRKSTPRRNKL 

GHYAIIKFPLTTESAVKKIEENN 

TL VFT V D V KANKHQ1 RQ A V KK 

LYDSD V A KHTEERRHDEQNN IL 

TREAKNRNDNTRNRARTETNT 

ETQKNSGYQALISFHSYYSDTS 

WNLLIRMTCRSLQHTYDIQSTQ 
IASCFHPVSVRVNLRLYCANYG 
GISAVFMPLRKELLILTRSSNSK 


21716 


52084 


A 


21844 


353 


605 


EMA PKA K E AP A HPKA E A K A KA 
LKAKKAVLKGVRSHT/RKKK1R 
MSLTFRRPKTLRLRRQPRYPRK 
STPRRNKLGHYAIIKFPLTT 


21717 


52085 


A 


21845 


301 


946 


PGSYLKPLSWTVALSLRPGFMS 

RWPCQRLTWQRRSVTQASGAS 

GASLCASRLPRDKTAPKAKEAP 

APPKAEAKAKALKPKKAVVER 

CPHTHAKKRIRMSPTFRRPKTL 

Rl RROPRYPRK^TPRRTMkTT f.HY 

ATTKYFPT TTF\<s AfiKTCTsIkr kTMNlTP 
/a iirvM r l< j 1 c \ jau rvrv i> rvrvi n in i r 

YDSDWAKVTTLICPDKEKKAY 
VRLAPDYDALDV ANKIGU 


21718 


52086 


B 


21846 


12 


115 




21719 


52087 


A 


21847 


1397 


1489 




21720 


52088 


A 


21848 


519 


747 


SGSV1SPIAAT*YRIFAVL*SVQ* 
**AGPGDLSGDGELP*SVA1QPN 
VFIAVSSITCNWLPFGKCGSTY 
WMCOSM 


21721 


52089 


A 


21849 


185 


456 


QHQPLEVASQWKVCSVSVKLL 
SQSSDVTRVPLEGLDRLSERSG 
SLSVL*SGILWALDAASQLVSL 
LP*LTRYHDPRVSSL/SSTYV*SP 


21722 


52090 


A 


21850 


789 


1086 
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BNSDOCID: <WO O175067A3_IA> 



WO 01/075067 



PCT/US01/0863.1 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21723 


52091 


A 


21851 




766 


SGRKEANYWGSLTQAGTVSLG 

LDAEGQEVFVPFSAVLPMVAP 

NDLVFDGWDISSLNLAEAMRR 

AKVLDWGLQEQLWPHMEALR 

P/LGLAVYIPEFIAANQSARAVD 

NVLIPGSRAQQLEQIRRDIRDFRS 

SAGLDKVI VLWTANTERFCEVI 

PGLNDTAENLLRTIELGLEVSPX 

STLFVAVASILGGLCLSFNGSPQ 

NTLVPGALELAWQHRILVGGD 

DFKSGQTKVKSVLVDFLIGSGL 

KTMSI VS YNHLGNN DG EN 


21724 


52092 


A 


21852 


2 


2122 


WKSWMVFTAMKLVKAHHRLK 

LRJLKGYLPVTCLEGTRMQR1AA 

TIRHNRARGRHQ1TAMSEIVRE 

LSQLGWDDNKIGKELGMDSDE 

VLRLKQING LQELF ADRQ YSRA 

WTLKLAQAFSCCQQRRFLLGK 

TETNQFM WEG 1 G A KHRQRNRR 

YAVLLRQPLAKLNIIQARYPNQ 

HRQHAGECNPHCQAGGD1VDR 

CPA RCFTKGDSKDGSPPQATWP 

FHNSATMTAKRLSEASQCGSK 

KSILRER11YRPSITRYPFQSTMN 

HPLPEQTLGCIATDYGSSPSPDR 

SPGPAHYYWTDHSTANIRYQV 

AAEENGEYTYVERVKIPLDHGT 

LLIMERATQADWQLEQIRRDIR 

DFRSSAGLDKVIVLWTANTERF 

CEVIPGLNDTAENLLRTI/D/RSV 

WEVSPSTLFAVAS1LEGCAFLN 

GSPQNTLVPGALELAWQHRVF 

VGGDDFKSGQTKVKSVLVDFLI 

GFRLQRP/SSIVSYNHLGXNNDG 

ENLSAPLQFRSKEVXSRSNVVD 

DMVA\SNP\VLYTPGEEPDHCV 

VI K YVPYVGDS* RALADE YTSEL 

MLGGTNTLVL\HNTC\EDSLL\A 

APIML\DLGAA*PSCCQRVTFLA 

LDIGTPSRRPFHPVLVPAQAFFF 

KGATLSPPGKP/VLVNAAFSAS 

AAAIENI\LRACVGLPPQNHMLL 

EHKMERPGPSLKRVWTPWLPP 

YPMLNKKGPGSRCQPMAAPVD 


21725 


52093 


A 


21853 


1 


1908 




21726 


52094 


B 


21854 


1 


1833 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cocion for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21727 


52095 


A 


21855 


1 


749 


MFQLMKASSGGEAACMPAGL 

MENYKHTTVLLDEAVNGLNIR 

PDGIYIDGTFGRGXLGEEGRLLA 

1DRDPQAIAV/AKTIDDPRFSIIH 

GPFSALGEYVAERDLIGKIDG1L 

LDLGVSSPQLDDAERGFSFMRD 

GPLDMRMDPTRGQSAAEWLQT 

AEEADIAWVLKTYGEERFAKRI 

ARAIVERNREQPNDPELEEIEQA 

LKSSLNVLAPGGGVSIISFHSLE 

DRJVK/RFMREHQFCVVVRSGV 

GLKT*SVR 


21728 


52096 


A 


21856 


532 


1418 


CFASGFIGELRKNIVGFIEQDHT 

RGLVFRLTPGRTLRAESLNLVIC 

LPMNFQPYDSDADWVITGVPF 

DMATSGRAGGRHGPAA1RQVS 

TNLAWEHNRFPWNFDMRERLN 

VVDCGDLVYAFGDAREMSEKL 

QAHAEKLLAAGKRMLSFGGDH 

FVTLPLLRAHAKHFGKMALVH 

FDAHTDTYANGCEFDHGTMFY 

TAPKEGLIDPMHSVQIGIRTEFD 

KDNGFTVLDACQVNDRSVDDV 

I A Q VKQ I VG D M P/ V YLTL YNCG 

GPS*QFHSLRPAQSPLDRCRAR 

YLAPQCVPDFRTLQR 


21729 


52097 


B 


21857 


64 


1842 




21730 


52098 


A 


21858 


1 


503 


MRWLVSP1EDTGHKALLFACL 

ALHRACVSGHCLSPKCVGVDG 

RSHEMVAPGLFLDWLLDGTGV 

WDGTSTNVEGAQEHAVLILLII 

TDGVISDMEETGMPWCRLPSCP 

CPSSSGRGQCGLRCHGVPGWG 

RRMLRSHTGEEAARDIVSSFPF 

ESSATMSEEVYDPRSLYERLQE 

QRTGSSRTARQEAVVGSKVTV 

SQPGHRQETTVLEHLVQY/FILL 

I ITDGVISDMEE/TRHAV VQASK 

LPMSIII/VGVGNADFAAMEFLD 

G D A/G MLRSHTGEEA ARDI /VQ 

FVPFREFRNNVRGGL*PSISI 


21731 


52099 


A 


21859 


2223 


2363 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21732 


52100 


A 


21860 


-» 


693 


GDDGKWMLVHRTEVIKYTLDP 

VWKPFTVPLVSLCDGDMEKPlQ 

VMCYDYDNDGGHDFIGEFQTS 

MSQMCEARDSVPLEVFECINPK 

KQRKKKNYKNSGIIILRSCKINR 

DYSFLDYILG\GCQLHVSPLG1D 

F\TASNG\DPLDPSSLHYINPMG 

TNEYLSA1WAVGQ1IQDYDSDK 

MFPALGFGAQLPPDWXVSHEF 

AINFNPTNPFCSGVDGIAQANYS 

TCLPHIRFYGPT 


21733 


52101 


A 


21861 


1 


2231 


MYSQEGNQFCNRTDCQELLPPP 

PAPMAHIPSGGAPAAGAAPMG 

PQYCVCKVELSVSGQNLLDRD 

VTSKSDPFCVLFTEN1MGRW1EY 

DRTETAINNLNPAFSKKFVLDY 

HFEEVQKLKFALFDQDKSSMR 

LDEHDFLGQFSCSLGTIVSSKK1 

TRPLLLLNDKPAGKGLITIAAQE 

LSDNRV1TLSLACRRLDKKDLF 

GKSDPFLEFYKPGDDGKWMLV 

HRTEVVIKYTLDPVWKPFTVPL 

VSLCDGDMEKP1QVMCYDYDN 

DGGHDFIGEFQTSVF\KMCEAR 

DSVPLEFECINPKKQRKKKNYK 

NSG 1 1 1 LRSCK VNQRGQ ARA RG 

QVSGHTEGTDRALDLEPARPVF 

KSR1XHILALVVPSELHLTRPQSP 

HLWNGDINEAEHVQGYSSLTFL 

CGGQGRHELTFQGLSWWENCH 

CELLPPTVGMQGAEDIGWGHP 

VLSGISVTVTPM1NRDYSFLDYI 

LGGCQLMFTVG I DFTASNGN PL 

DPSSLH YIN PMGTNEYLS AIWA 

VGQ1 IQD YDRPRSFLKPDPWAG 

TEAVTGQHVMFSVYETHVEWG 

RQIGLPDVANQNTRHPVK.FEFQ 

V S HEF A IN FN PTN PFCSGVDG I A 

QAYSACLPHIRFYGPTNFSPIVN 

HVARFAAQATQQRTATQYFILL 

IITDGVISDMEETRHAVVQASK 

LPMSIIIVGVGNADFAAMEFLD 

GDSPHAALPTRGRRQPRDIVQF 


21734 


52102 


A 


21862 


694 


825 


QPGLSIN1EAGAVPRPFARRYW 
GNLG*FLFLGVLRCFSSPGSPH 


21735 


52103 


A 


21863 


1032 


1127 


FYAKAEAGDRTVA*PHKPICMF 
LSIHHRVAKI 


21736 


52104 


B 


21864 


1 


564 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21737 


52105 


A 


21865 


43 


617 


P11QKVRSHTPKRAPTACTYTVS 

GSFSLPSPGFFSPFPHGTGSLSVS 

QEYLALEEWSPHISARDCTCSG 

LLIELPSTGIFVYGAVTLYRAPF 

OTLPVTHALIOALGCSPXFARRY 

WGNLG*FLFLGVLRCFSSPG<sP 

H*PMDSVNDSVSKHT/EVSPFG 

NXPGYNGSYHLTDAYRRLARPS 

SPLT\PGHPPLYG 


21738 


52106 


A 


21866 


2969 


3593 




21739 


52107 


A 


21867 


1219 


1503 


HFTDGONNROHGCGVRROACi 

KOVVCKVEHONOYNHRCVW* 

FSFOVRTHGTGFPVNKTRT^OA 

VSHHNQSCQVDQCVPCAVIAG 

NVFPRHMVQGQH 


21740 


52108 


A 


21868 


193 


378 




21741 


52109 


B 


21869 


1 


1473 




21742 


52110 


A 


21870 


3536 


3926 


PKMVRWLARKCWNTVSTVRC 

FWMAMPTPVFAPCAAIKTASA 

R*MSWASSR*PNRGCVKSATI R 

QFS*VAAMK*PPVAQ*WW\LGR 

NASTAGGDSGAGRSLDDGEPTP 

CGMGLEQKRHGNPAGCVAPSR 

WS 


21743 


52111 


A 


21871 


140 


901 


MAMSKVKS1TRESWILSTFPEW 

GSWLNEE1EQEQVAPGTFTMW 

WLGCTGIWLKSEGGTNVCVNL 

WCGTGKQSHGNPLMKQGQQM 

PPMAGVKKLQPNLRTTPFVLDP 

FAIRQIDAVLATHDHNDHIDVN 

VAAAVMQNCADDVPFIGPKTC 

VDSW1GWGVPKERCIVVKPGD 

VVOVTALEIHAPDAFDRTAPIT 

WLADOKRRRTVKG/MDDAPI * 

QVSYRPSTPPRCCYWSLLSSSV 

YYSKRPFAHGYARLCIPFMD 


21744 


52112 


A 


21872 


287 


392 




21745 


52113 


A 


21873 


1 


492 




21746 


52114 


A 


21874 


569 


1061 


SGTVLDM/SEYSRVQIRKQPYLS 

KGYIPVRQKTKAAWLLKAVTFI 

DLTTLSGDDTSSNIQRLCYKAK 

YP1REDLLKALMMHDKVAAGF 

PAGQTH LKTRLEEI RL A VEDG A 

TEIDVVINRSLVLTGQWEG/LYS 

PVVYSALPCNl*HSRLFLPSGNA 

LLLWLWCLHS 
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SEQ It> 

!NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=posstble nucleotide 
deletion, \=possible nucleotide insertion) 


21747 


521 15 


A 


21875 


2 


1072 


ARSN IRM VTAFRSLPAGSSG A A 

RA\MSArfNRGTELDLSWISKIQ 

VNHPAVL\RRAEQ1QARRT\VK 

KDWQAAWLLKAVTFIDLTTLS 

GDDTSFNPRLCYKAGYPIREDL 

LKALNMHDKGITVTAAVCVWP 

ARV\CDAVKGTSRPAG/CVNIPV 

GISRAAGF\PAG\QTH\LKTRLEE 

1\RLAVEDGSLQKIDV\V1NRSLG 

A*QAQWE\ALYDE1RQF\RKAC 

GEA\HLKTILA\TGELGTLTNVY 

KAASMIA MM AGSDFU KTSTG KE 

TVNATFPVAIVMLRA1RDFFWK 

TGNKIGFKPAGGIRSAKDSLAW 

LSLVKEELGDEWLKPVELFRIGA 

ST\LLSDI ER\Q 1 Y H SCGLG R YG S 

LFMDLSQCL 


21748 


52116 


A 


21876 


3 


221 




21749 


521 17 


B 


21877 


49 


342 




21750 


52118 


A 


21878 


1 


828 




21751 


52119 


A 


21879 


1362 


2405 


RPPWRHWDGNSSVLVHFQLHF 

LLRPLQTLSLGLEEELLQRGIRA 

RLREHGISLAAYGTIVSAELKG 

GSRPCAVWWPSEPGAGRCPGN 

SFSCGNSQCVTKVNPECDDQED 

CSDGSDEAHCECGLQPAWRMA 

GRIVGGMEASPGEFPWQASLRE 

NICEHFCGAAIIN/DQPLRS*NHR 

FQDPTKWVAYVVRPTSAARRP 

APCGPSKKA/WISGWGYLK/EG 

LP*ASPRPAMVKPEVLQKA/DW 

ELLDQALCASLYGHSL/TDRMV 

CAGYLDGKVDSCSVLFLFRGTI 

SFFFSEDRNLIRYVLLYS1FVVN 

CISGKPQPGPPVLRALCQHPHQI 

DAG PQ YRA SC WVT VPKLQG I F 


21752 


52120 


A 


21880 


600 


904 


SVSLLDEETALPFSWDELRLSA 
LLDT* A AFQEIEL A FQDPQC VG 
LLTAP/YADAAFSGSTDIAMFLL 
VPILSARKPASPRSS*TFSHLATE 
PLPASIK*AAA 


21753 


52121 


A 


21881 


393 


572 




21754 


52122 


A 


21882 


165 


432 


PGMAVSYEKISKYPVEFLPAQA 
NIAGHNDAPEEREPFQW*LWLL 
LPNF*LQEKCSPTLCHFLSRRTQ 
SEFPSSTAAGNLSVSLLYPCKS 


21755 


52123 


B 


21883 


1 


101 I 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21756 


52124 


A 


21884 


783 


1234 


YYRRCGAASPHGRDPVQIG*TS 
SQPR*SAYRN/PASVIPVARHSA 
RAPA I LRP* V V V AERSERSIPGL 
RATPA E 1 RTTSA PSS AG V ASSPE 
KPL1FTAIDSHTGSHWSDI1HVC 
AKKLQNYVPKLNASLLLTPSIY 
VTRTTRSGPI PPARQ 


21757 


52125 


A 


21885 


249 


398 


GYFDJFSYDTA1PGQSAEQDAR 
ED*AF*MPDRAYSQPCSSLVFP 
KGCKK 


21758 


52126 


A 


21886 


309 


845 


CGAREERGRGCHHVHSQLRGP 

GPAPGQVQQPQLVPAPVVPELP 

G LRGLSWQA RRTRA RH RQG Q V 

QDHQPDPTVHAQLRGVQLGEA 

PLQLHHGD*DHRAP*GYFDIFS 

YDTAIPGQSAEQDARED*AF*M 

PDRAYSQPCSSLVFPKGCPVPG 

RGCAAGVQAAGAAHPPLDHPA 

LQPLQGR 


21759 


52127 


A 


21887 


1236 


2100 


DLLCGRGCQGRRPRHLQPQTEL 

E A PE V PA ERPGRGPA VAARSDP 

RAQAEDVPGYNPLSGKPAKQQ 

VHEGHHPGAPGHRRPGGAAVP 

AGGPHRCLPAQPARPCGGAAEP 

RGGPAGAH*ARGSRAAGEGQP 

WWPSPRLGAGPPAAPVHAAPG 

SHLLPGHHLPTQPSALAAAQVPL 

AEEPREQ/PGAGGPQPGSPTLRG 

VEVVPLPHAAGGAGAVPVGGA 

ACPTA PHPAA S A PAPVLLSQLG 

TQHPPRRDPPHCSCAGIQDSGW 

AGPPALWSLLHVAKPAQARRP 

CALLHPGV 


21760 


52128 


A 


21888 


1931 


2185 


AKAFSFFR Y 1 SR VSRNRTCLSRS 
SMRRSFDSSNADAAFSGSTDIA 
MFLLVPILSARKPASPRSS*TFS 
HLATEPLPASIK*AAA 


21761 


52129 


A 


21889 


1254 


1760 




21762 


52130 


A 


21890 


1 


2001 


S 1 RRPKRA RP I RI KK I PEQQG/PQ 
PAVLPVQTVATRDRELPQMP/P 
VGPETLKRDPPVRAMTIPATAA 
VYKPYWGATPLPIA\KPSPAG*Q 
*SRRFSKGYFGFD 1 


21763 


52131 


A 


21891 


195 


545 


HSPGSFYSRRDAQSPAPAIRAA 

V*AEVQ*TPLCHDRJTHFPEDW 

RGWQRS*F*PAACRVAGSLPVP 

VSPQIQHPYCRSSAQYLPCGAG 

LPLPGFDRLCPRSLFQGLAVTG 

GSCGPS 
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SEQU) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21764 


52132 


A 


21892 


825 


1299 


YSCRTEHPPRLATAEYRHHQRA 

ADAGR*RHAGVAFYP1KERYR 

QPEPAFSYQ/PRRWSASRNRRPS 

R*RMRRFPANSSTPFPPAPPLRR 

KRVASLIGGRMLRLTGAGIAEE 

RMIAPQLPECILHELTERPHPFP 

LGIDLILTCGERLLA1PRTTHVE 


21765 


52133 


A 


21893 


1460 


1810 


RATHVLTWVRGTPKRAEMILG 

SSRSMSAAAVTVL1SPATAQRW 

ITRAP*PSPIRSPSVSRLTATRPSS 

1TKARALSPMAAPALRSTVTTP 

PRITVEKPLLMEKIPRVPKSRA1 

SAL 


21766 


52134 


A 


21894 


231 


704 


QSQKPDTRGRLFVAKAPPCVQR 

HKVRWLRLVMITSAHYLPLRR* 

♦PAHPASGGCCPNRAKYTQRPA 

E*ISYRPD*EAVR*SRAPAKVTQ 

SNPASRVALRRPAPRAVHQATI1 

PVDESTLLPAPLAVSARQKVRQ 

AIPLRDSPVRRPTLDVRHRATG 

L 


21767 


52135 


A 


21895 


1291 


1925 


RQLLRWSNR*IAR*SLTQPARRF 
PAYHYAHPAAAAAPGDPLGAD 
LQLCARHYHRQRHCVPRHAGY 
PRSDGLHPQPRGRWRJRCSDCL 
RVPF | 


21768 


52136 


A 


21896 


1 


445 


MFISGLDDFFIDVVYWVRRIKR 

KLSVYRRYPRMSYRELYKPDE 

KPL/DDYGSGVE*NGRHRQYGR 

AGGDHARLRKLSYLCWHLPQR 

PRYSA*C*RSVRSLPECA*GSLR 

ASWP/HPAKPTV*TTCWTPSPN 

LSVAP1SLLLVLFCMTPKM 


21769 


52137 


A 


21897 


79 


377 


SRKSG1SIGAVKRPTH*GS*KAR 

SIC*NAAYVSKKAESLSSFPEKS 

ESTQRVKAVLSS**ASQGCGDT 

AQYVLLSFKGSQQA*QVCGR* 

ICAY**DLSRE 


21770 


52138 


A 


21898 


1282 


1535 


GSTYEIASATPSPSAKPSNRSPSP 
MSRPQSNPKPNSLHSC*P*GNL 
RSTPESGK*ATPPPPPAYTLVLF 
KLANPQLPEESPWAF 


21771 


52139 


A 


21899 


3775 


4031 


CRRTAASRTPRKRTQTA PTHAT 
NKPQKPQTSTDRGNRREPEKTE 
PS* H LRPNPQEPGRRGQTQQ\EP 
APRHQPPKPQGEPTTPQKQ 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


21772 


52140 


A 


21900 


1 


2595 


MESHTVTDYNFGRLLNESFAN 

CETDRNYLG1FKCGFWLSGTRK 

SAFLTKSQVTLTRPVDHTLRNE 

VLGSTKYQVPGYRRKTNTNLE 

ESNVLIGYDVAPGGGKQIDGKK 

AEGRELMVPVAGRPLCRSSSM 

ELLLLLPLHIPREQMLLADAYW 

NLHQSCQSKTSPDTAKCPLDRC 

PRVFKSQSYKASTFDGLSMDTE 

VIKSNGKQGWRQRRLANMKDI 

DKQTQAATFVLSQGMQRSGND 

RI I L VTG ASDG IGREA AMTY AR 

YGATVILLGRNEEKLRQVASHI 

NE ETG RQPQ WF I LDLLTCTS EN 

CQQLAQRIAVNYPRLDGVLHN 

AGLLGDVCPMSEQNPQVWQD 

VMQLFRAGIINADPGAFFVTGF 

RR YCCFTLCCRSFRFG F YRRRF 

RHRSCRQRAMRHSGTGQGQGN 

EQCFNSVFHTVFSLFVNSGITLT 

AVKTVNKWQCSEMEKAAKAT 

FSCYSCNAFFCEAASGLLLFQRJ 

AN FDFRLFTQ VTHQSFKDDLG I 

KM ETTKPSFQD VLEF VRLFRRK 

NKLQREIQDVEKK1RDNQKRVL 

LLDNLSDYIKPGMSVEAIQGttA 

SMKGDYEDRVDDYIIKNAELSK 

ERRDISKJCLKAMGEMKNGEAN 

RKERSSMFRDRPLKRMKSKRD 

DDS YDED VEDDEG VG E VR VHR 

VNHAPANAQEHEAARPSPQHQ 

YQPPYASAQPRQPVQQPPEAQV 


21773 


52141 


A 


21901 


1 


96 




21774 


52142 


A 


21902 


105 


430 


ASIFVMLVRGAEPMEKRQQRG 
LFTVPGLLLAFCSHVLSCVNPLI 
P VDNP Y Y PPLSEL I P A PPQPNDR 
AQRVSERGSGRAPNTQTASPRA 
LA DSLMQL AR\QVSRLESGQ 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


2" 2 
8. Z 


SEQ ID NO: 
in LJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21775 


52143 


A 


21903 


843 


2055 


HHRMAQNLSRYGNDKRPEESQ 

FRVVNVKPVTLYDVAEYAGVS 

YQTVSRVVNQASHVSVAKTRJEK 

WEAAMAELNYIPNRVAQQLAG 

KQSLLIGVATSSLALHXAPSQ1V 

AA1KSRADQLGASVVVSMVF\R 

SGLVACHTAPHNLL/ARKRGPA 

GLI INYPLDDXQDAI A VEAVACT 

NVPALFLDVSDQTPIYNS1IFSHE 

DGTRLGVEHL\VALGH\QQI\AL 

LAGPLSSVSVARLRLAG\WHNFL 

TGN\QIQPIA\ER\EGDWSAMSGF 

QQTVLQMLNEG IVPHWRJLLVAQ 

RSRMALG\AMRRHYPESGLRV 

GA\D1LRVGGNTTIPED\SSCYIP 

AL*PPIKQDFRLLGA/QTSVDR\L 

LQLSQGQAVKGNXQLLPVSLW 

KRKTTL\APNTQTA\SPRALPRF 

H * MQL A\RQVSRLESGQ 


21776 


52144 


A 


21904 


1 


1201 




21777 


52145 


A 


21905 


1 


492 




21778 


52146 


A 


21906 


646 


934 




21779 


52147 


A 


21907 


1 


1713 


MLCTKWDKLGLEKNAGKNKN 

AYKWYGWPANAPDEPHIEQLV 

GECRVMRQLKRLISRIAPSPSSV 

MVVGESGTAIPVVSHAEFKGGF 

ADIGVHYLDWTSRTTEKSSTKS 

HKDDFGYLEFEGGANFSWGEM 

YGFFDWENFYNGRJTNKPGSEQ 

RYTFKNTKPYLSWVDTGFSLYL 

HAYGTYGSANRVNFLDDMXFL 

AGFGFQF* PAGG W/WGSNPFF A 

K\RYTRSKPYYTVGDNGYV\AG 

WVAGYNFMLGSEKFTLTNWN 

EYEFDRDATYAADFLPLYDVD 

CQDNGNLEYDTYSQPEWKKNL 

FDHYLAVLYRFKDESGKEQFSG 

A V VKTRE ATPG KEIE A ITRRM L 

DFSPRLKKLADCPSPRPVFEALC 

ICSMLDALLLLCPLDYHASCDN 

YS Y A LLDPQG FPLPH RRLWG P Y 

IDVDVPMLHL1QHAWAQDALL 

SCLYSDLLYMSSFPYPAGTLTR 

LMG VTSYN HKNTLLTYCITLMS 

TIRFAYDGDEEIAMKYTDFLKG 

ELSMNIRPLHDRV1VKRKEVET 

KS AGG 1 V LTGS A SAKSTRGEV L 

AVGNGRILENGEVKPLDVKIGD 

1VFFNDGYRGEI 


21780 


52148 


A 


21908 


2060 


2404 




21781 


52149 


B 


21909 


1 


1377 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


21782 


52150 


A 


21910 


52 


1719 


IGQVVDVDTCFTRJHLVFVNFD 

NDTGSIHVLNDTTTFSYRSYTG 

VNGNSTFHTSTNQRL1SAQSRN 

G LTL H V RTH QCT VG V I V FQERD 

QGRTDGYHLLGGYVHVVNLV 

AAEQAGFAFATASYQVFYEVA 

FFIQVGVRLGDNVVAFFDSRQV 

VNFVSYNTVGHFTIRSLICEAVF 

VSLCVHGQRVDQTDVRTFRGF 

DWTDATVVSRVYVSNFEACTF 

TGQTAWAECGDTTFVRNLRQR 

VVLVHKLRQLAGTEELFHCCG 

SQDPQQPWGWNLRVNPLAQTT 

GHAHEAQRKQWHKGNEEADD 

PEPERAFTPGFVQFETERFRPPV 

GHPCEAAEDHAADDHVMEVR 

NQEQAVMQNEVRARYGQQHA 

SHPAHREGDDKTDGPQHRRJVfE 

HDAAL1HGEQPVEDLHPGRDG 

DNHCG DTKEG V Y V RA RTHRKE 

V VQPN D E RQHG DTDG CP YQRG 

ITKQTFTREGCRNFGEHTENRQ 

DQDVNFRVAPGPNQVDVHHH 

VATHIVGKEMGAQIA1QGQHAT 

YRQN G KDL * SN RG V A SGN PQC 

RHRAH RRATDCQTV I KQPVFFG 
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BNSDOCID: <WO 0175067A3_IA> 
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SKQ ID 

NO: 


SKO lO NO: 
of peptide 
sequence 


Met 
hod 


SKO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=l)nkno\vn, | 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


21783 


52151 


A 


2191 1 


608 


2508 


YITATSCSGWM1RWCAKAAKC 

CA/CSRGPGGKLRRHKGAEETL 

CGNTRVLIAPQLPAVI1ATLSGS 

RSQTG RREG PTPTTVM 1QDHTG 

SSTDDECSANVQRIFNRIMLCSI 

VSRPRTIPFHDLAQSFRQFRNVK 

CLWCAFEGAQLMRIQPA1VMV 

KTIHRERLNSGQFRCHQEARN1 

PPHRQSRFLASRGLLAELMFML 

YGIGELPEIVTLPKEIRGNVDNS 

RHAVFLANSGMPELRF1RTHGS 

RFTSQDCTLFNWLARIITPVLQS 

WLNDEEQQVALRLLEKDRDHH 

RVLVDITNAVLSHLDLDDLIAD 

VAREIHHFFGLASVSMVLGDHR 

KNEKFSLWCSDLSASHCACLPR 

CMPGESVLLTQTLQTRQPTLTH 

RADDLFLWQRDPLLLLLASNG 

CESALL1PLTFGNHTPGALLLAH 

TSSTLFSEENCQLLQH1ADRIA1 

AVGNADAWRSMTDLQESLQQ 

ENHQLSEQLLSNLGIGDI1YQSQ 

AMEDLLQQVDIVAKSDSTVLIC 

GETGTGKEVIARA1HQLSPRRD 

KPLVKINCAAIPASLLESELFGH 

DKGAFTGArNTHRGRFEIADGG 

TLFLDEIGDLPLELQPKLLRVLQ 

EREIERLGGSRTIPVNVRVIAAT 

NRDLWQMVEDRGVI 


21784 


52152 


A 


21912 


147 


2699 


MTIRAICSCCPLPDA*NVLM*1Y 
MSTFQASGNGQQLQIARIV1QNI 
TG 


21785 


52153 


A 


21913 


432 


1016 


FCPSSCLAATAPAA*AGWSFLP 

SPAEQNRWRFPLSRFCQ1PAPL/ 

LGTLIISLSVFCS1LAASAAEIPG 

SVDGIYNKSPSLIVWVKIPRQLY 

♦AAREPSAPKAPPPAAWFSASA 

VLSATAVMFNTNQKA I ERVTAFR 

RNFATDPVAHQDRDHYDRQQR 

RTRH RIRFGERQRA KQTPFLPFQ 

GEDRDKRQRDNQQTDK 
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SEQ IO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21786 


52154 


A 


21914 


1 


1 146 


MTTSMLNAKLLPSAPSAAVVV 

VRVVVVVGNAPTSRKVGPEEK 

DWSMASSGTTSTRKRFTGAEF1 

VHFLEQ/PGH*DCDRHSG/S/CSI 

LP V YD A L SQSTQ1 RH I L A RH EQ 

GAGFIAQGMARTDGKPAVCMA 

CSGPGATNLVTAIADARLDSIPL 

1CITGQVPASMIGTDAFQEVDT 

YGIS1PITKHNYLVRHIEELPQV 

MSDAFRIAQSGRPGPVW1DIPK 

DEQTAVFEIETQPAMAEKAAAP 

AFSEESIRDAAAMINAAKRPVL 

YLGGGVJNANARVRELAEKAQ 

LPTTMTLM ALGM LP1CA H PL^L 

GMLGMHGVRSTNY1LQEADLL1 

VLELAGVQTVDTDVNASKPAS 

ATRHIAFQTVTIGCDRNLADSV 

VFPHSVDDIGKVAA 


21787 


52155 


A 


21915 


1001 


1037 


MVGMASSCMPAFTRLELYSV1S 

QSTQIRH/ILARHEQGAGFIAQG 

MA/RTDGKPAVCMACSGPG/AT 

NLVTAIADARLDSIP/LICITGQV 

PASMIGTDA/FQEVDTYGI/STM 

TLMALGMLPKAH/ALSLGMLG 

MHGVRSTNYFCQEADLSIVLG 

ALFDAGQIGKTSSFCPNAKI/IH 

VDIDRAE/REFPCP1 PKACDLLS 

H/YGLIN A V AAC VDDN A 1 1TTD 

VGQHQMWTAQAYPLNRPRQW 

LTSGGLGTMGFGLPAAIGAALA 

NPDRKVLCFSGDGSLMMNIQ* 

MIIAIPTGVKIFNWCSPCIRPHR 

VPFCDAVAIGFIVTFSDVIOTASI 

YEIPCRDPTGVASTEYSSSSCRR 

RRNTTLCDPGSPAQRQSPQAGQ 

NPSCPAHRRSATGVGD 


21788 


52156 


A 


21916 


135 


449 




21789 


52157 


A 


21917 


5 


214 i 




21790 


52158 


A 


21918 


2 


337 


IGIAKHAQQLLLNVMQTRAVG 
AEVOTVSATGSAVROALANNL 
QPF AIFFQINA/W* * RAG RYPDD 
HGISPETALYGWHTSATGTAG 
MR* S VRP WLQSGQGCSG WRRQ 
QPRWSP 


21791 


52159 


A 


21919 


1 


774 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21792 


52160 


A 


21920 


2 


914 


RJ4IRTPAHLERFIVDIALNVADG 

HRAKLI VQSAGTFAQTVLRADS 

SANFRQGVGLVRQFRRFKNTPL 

VGELQPVRDVVVYRAFPLAVW 

VAARQAAVSLRFGLAFGKRLV 

NFNKLNFADLQRFLWRINAAQ 

LSCATTT/ADPAVLLHHWTSV* 

PAQI*WR\S*PVRQNLFTALRAG 

MLHMLGDKTTQMLFMDRQSV 

N A* DLDQFRVNAFAEIAAFIEN 

VSETAGHARTEVNAGFTQNAD 

DTTRHIFTTVVANAFYHGDSTG 

VTHAETFTRAACGIQTTTGRA1 

QAGVADNACFMAAEGGTNRR 

TNGD 


21793 


52161 


A 


21921 


204 


371 


PGPAGAQSAALYRWSPGQAVS 
RADWFRFADC*IYPENRRNAGS 
AYRPRLSPAYCG 


21794 


52162 


A 


21922 


2664 


2970 


TPDTAPAGCRSRAPDGPSLPRQ 
MPRRRG* FHTARYCRTPRAITA 
*R*TE*STCPARTGEWYAHARY 
APGTSRQTATMPPTMPRRRASS 
YSSTQPDGRRQNC 


21795 


52163 


A 


21923 


318 


459 




21796 


52164 


A 


21924 


577 


888 


TNSSNQQLAEGNRERLIGRNTA 

GPERITAGRR*LFSCQNRPCGW 

RFNKCHIGMPVVVIWRIIVMG1 

QHDDLVNPFGMRVNRVNMQF 

AKTLGQRALLLRRNSLIA 


21797 


52165 


A 


2192^ 


-> 
-> 


711 


AGAHSGPSHPALATTAARQSV 

AGNRSGISGFSGHSRNPTRMSA 

RCL*SS\ALERLMRRLNGGEIQI 

SDVTTTTPS\LSPQVYCSAMSRN 

LCTRATPRWQSAGHPYCRWTA 

SYCAIYSDRSIRGNYSTRQSFAS 

GRRVVPTGSWQKTESEKDCSTC 

CANWANDRTPLPTSTSSANCST 

NVQTSVVPVLRRW1WLTSLRV 

VLTVSLKSVCARGTSPQASCWF 

VKRAASSATSPVV1TTC 


21798 


52166 


A 


21926 


244 


535 


TRYPDDHGISPETALYGWHTSA 
TGTAGMR*SVRPWLQSGQGCS 
G WRRQQPRWSP* * RSC* *CSVY 
PATL*FCRLYNQTSGPGHSDLP 
AFPDSDRRKI 
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SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, ^possible nucleotide insertion) 


21799 


52167 


A 


21927 


869 


2923 


PKKDLKIATSAMMEAAYSV*SR 

TLFW/SPVRDSQVTDTQWQGL 

MSQLRLQGFDTLVLQWTRYGD 

AFTQPEQRTLLFKRAAAAQQA 

GLKL1VGLNADPEFFMHQKQSS 

AALESYLNRLLAADLQQARLW 

S A A PGITPDG WY I S A E I DDLN W 

RSEAARQPLLTWLNNAQRLISD 

VSAKPVYISSFFAGNMSPDGYR 

QLLEHVKATGVNVWVQDGSG 

VDKLTAEQRERYLQASADCHD 

GAAPHGKAVFKLIIA*RARR 


21800 


52168 


B 


21928 


72 


690 




21801 


52169 


A 


21929 


1 


2241 




21802 


52170 


A 


21930 


1607 


1893 


NKRIFPSDVKVAEPDHSCV*SFR 

IGSLASNLSLSLKTRPAFFQLLIK 

HVD/SMCHQRLSGSRKSKHNVI 

AVVFSYCSVSVFSASCPTHQVL 

LQTQYF 


21803 


52171 


A 


21931 


1 | 


3960 




21804 


52172 


A 


21932 


1 


1281 




21805 


52173 i 


A 


21933 


1 j 


1491 


— — — — — — — — — — — _ _ _ _ _____ 


21806 


52174 


A 


21934 


1 


1254 




21807 


52175 


A 


21935 


1 


723 




21808 


52176 


A 


21936 


740 


880 


NKRIFPSDVKVAEPDHSCV*SFR 
IGSLASNLSLSLKTRPGFFPTVN 


21809 


52177 


A 


21937 


1 


1191 




21810 


52178 


A 


21938 


1033 


1248 




21811 


52179 


A 


21939 


1 


1425 




21812 


52180 


A 


21940 


1 


2784 




21813 


52181 


A 


21941 


676 


1467 




21814 


52182 


B 


21942 


1 


3288 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21815 


52183 


A 


21943 


145 


1929 


VSGVIEIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAECDNLKTCHT 

SHGSVMAETAVRsJHKKRKNSP 

RI VQSN DLTEA A YSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

E1HVAKYAE1FGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

HINPYLIPFFIGVLQNRFTQFRLS 

ETKE1TNPYAMRLYESLCQYRK 

PDGSGIVSLKIDWIIERYQLPQS 

YQRMPDFRRRFLQGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQY ANRLSPR VG RFINAAGTTG 

FPTWKAGSERNAINDDVTYAIK 

PTCWPGLDIIPSCLALHR1ETEL 

MGKFDEGKLPTDPHLMLRLAIE 

TVAHDYDVIV1DSAPNLGIGT1N 

VVCAADVLIVPTPAELFDYTSA 

LQFFDMLRDLLKNVDLKGNSN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQ1RMRTVFE 

QAIDQRSSTGAWRNALSIWEPE 

CNE1SIGVSLDQDGGSNSVLRK 


21816 


52184 


A 


21944 


1790 


2947 


TDFSVRCKGCRTGPFLRLIFQDR 
IVGVELIAVF*NTGPRFSSCRLS 
WRRPFDKTCRMRWHQRJLSGFP 
QEQNDGKQQP1LC 


21817 


52185 


A 


21945 


1 


888 




21818 


52186 


A 


21946 


252 


1863 


RKNPF1LH*LFR*TLRQTKPDDS 
AG KGVKI * * HTQNQRSG RSQN D 
F*RRLW 


21819 


52187 


B 


21947 


1 


1794 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21820 


52188 


A 


21948 


138 


341 


PNPRGLLNTITPEHFKSKLHIPT 

TY RQSNGITASH YS Y A RN * R VG 

VMARGNA1TLPVCGRDVKFTL 

EVLRGDSVEKTSRVWSGLLELL 

KAAASLVFLEQHKPYEEIGTSF 

GSVLVSVVGEGPFVEEDLRKSF 

PGR WDKKH K MFDA1 EEPKKDS 

DKFD ANDPI LKDQTQE W SG S A 

TFTSDGKIRLFYTD YSG KHYGK 

QSLTTAQVNVSKSDDTLKINGV 

EDHKTIFDGDGKTYQNVQQFID 

EGNYTSGDNHTLRDPHYVEDK 

GHKYLVFEANTGTENGYQGEE 

SLFNKAYYGGGTNFFRKESQKL 

QQSAKKRDAEL ANG ALG 11ELK 

Y D YTLKK VMKA A DH FQTPVTD 

E1ERANVFKMNG 


21821 


52189 


A 


21949 


761 


916 


NKRIFPSHVKVAEPDHSCV*SFR 
IGSLASNLSLSLKTRPAFFQLSIE 
LSPT 


21822 


52190 


A 


21950 


1 


1437 




21823 


52191 


B 


21951 


50 


1690 




21824 


52192 


B 


21952 


1 


1032 




21825 


52193 


B 


21953 


1 


1974 




21826 


52194 


A 


21954 


878 


1202 


SVYNKRJFPSDVKVAEPDHSCV 
♦SFRIGSLASNLSLSLKTRPAFFQ 
LS1E\FRRPFDKTCRLMCHQRLS 
GFPHEQTQRDSTCIQLLFRQRF 
AAA SCPTHQ VLLQTQ Y F j 


21827 


52195 


B 


21955 


7 


1702 




21828 


52196 


A 


21956 


527 


665 


NKRIFPSDVKVAEPDHSCV*SFR 
IGSLAFNLSLALKTPARVFSTVD 


21829 


52197 


A 


21957 


469 


687 




21830 


52198 


A 


21958 


2 


1018 


EGSDSRAFAKENNQKAYKETY 

G VSHITRHDMLQI PKQQQNEK Y 

Q VPQFDQSTIKN 1 ES A KGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNS1DSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDRKTYQNGQQFIDEG 

NIPPATPYAERPYYFEDKGLKY 

LGKPTVEPSVCGGRLESPWQTA 

GVSPTVQKLKSLKFDVRGQEES 

VWEKDEAALANWTVPNHTCD 

NLKTCHTLHGSVMAETAVFNP 

KKLKNSPRMVQSNHLI 


21831 | 


52199 


B 


21959 


7 


1113 




21832 


52200 


B 


21960 


1 


1188 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SKQ ID NO: 
in USSN 
09/S40.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


21833 


52201 


B 


21961 


1 


1414 




21834 


52202 


B 


21962 


1 


1515 




21835 


52203 


A 


21963 


1652 


1916 


RKNPFILH*LFR*TLRQTKPDNS 
AGKCVK1**HTQNQRSGRSQND 
F*RR 


21836 


52204 


A 


21964 


1 


1353 




21837 


52205 


A 


21965 


1 


1507 


MAAQDAMVTRTSSQTDCKEPG 

LKWAGVVLMLLLCWLMFQVL 

WEACQQKTGEHKTMLQMILCN 

KSYQQLRLV1TPMYLMLGDWL 

SKNCGQNSTPSLGDNPPERQTQ 

EWSGSATFTSDGKJRLFYTDYS 

GKHYGKQSLTTAQVNVSKSDD 

TLKINGVEDHKTIFDGDGKTYQ 

NVQQFIDEGNYTSGDNHTLRDP 

HYVEDKGHKYLVFEANTGTEN 

GYQGEESLFNKAYYGGGTNFF 

RKESQKLQQSAKKRDAELANG 

ALGIIELNNDYTLKKVMKPLITS 

NTVTDE1ERANVFKMNGKWYL 

FTDSRGSKMTIDDLHIHAEDTL 

LPFYLGEKDDVTYAIKPTCWPG 

LDIIPSCLALHRIETELMGKFDE 

GKLPTDPHLMLRLAIETVAH*P 

AEK*HQNHSSPF*PRFFAVSLRT 

GSSYHCILSSH 


21838 


52206 


A 


21966 


729 


843 


NKRIFPSDVKVAEPDHSCV*SFR 
IGSLASNLSLL1NM 


21839 


52207 


B 


21967 


1 


1416 




21840 


52208 


A 


21968 


1 


1794 




21841 


52209 


B 


21969 


1 


1 171 




21842 


52210 


A 


21970 


1108 


1250 


NKRIFPSDVKVAEPDHSCV*SFR 
IGSLASN LSLSLKTRPGG ASRVP 
K 


21843 


52211 


A 


21971 


1 


2535 




21844 


52212 


A 


21972 


743 


898 


NKRJFPSDVKVAEPDHSCV*SFR 
IGSLASNLSLSLKTRPAFFQLS1E 
LSAT 


21845 


52213 


B 


21973 


1 


1605 




21846 


52214 


B 


21974 


1 


1873 




21847 


52215 


B 


21975 




2946 




21848 


52216 


A 


21976 


1419 


1498 




21849 


52217 


A 


21977 




2314 




21850 


52218 


A 


21978 




1215 
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SEO H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21851 


52219 


A 


21979 


1 


1851 


PWISAPVPVDVVEGAMDSVTV 

LSFGGLMLYFCAGWPPARRWC 

FPES1SCGSMERDQWWGLQVA 

KRAGLAGGQSGRTVLRERVRIE 

IASTHIALAARHSDWRCCRNGR 

YPARGPAALQNFQRYTGIQHV 

HRJGMAERMWCDRNRERHTVS 

SSGGNRLPNPGPDRSCDNLKTC 

HTSHGSVMAETAVINHKKRKN 

SPR1VQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVA\KYVEIF\GLPFAEAS 

KDIRQALKSFAGKEVVFYRPEE 

DAGDEKGYESFPWFIKRAPSPS 

KGLYSVHINPYLIPFF1GLQNXRL 

TQFRLSETKEIPNPYAM/RLYTN 

TLCQYRKPDGSGIVSLKIDWIIE 

RYQLPQSYQRVWTPGINCPEPC 

PGVWTPGrNCPGAWGIHGPHGS 

AENTGPLHPGQTSAQLETSLLP 

SLRSARELELAQLSPRRKQNRS 

LQNIGVTPSLRVPWPKASNVQQ 

FIDEGNYTSGDNHTLRDPHYVE 

DKGHKYLVFEANTGTENGYOG 

EESLFNKAYYGGGTNFFRKFSO 

KLQQSAKKRDAELANGALGIIE 

LN N D YTLKK VM KPL ITSNTVTD 

E1ERANVFKMNGKWYLFTDSR 


21852 


52220 


A 


21980 


3197 


5376 




21853 


52221 


A 


21981 


543 


5690 


RKNPFILH*LFR*TLRQTKPDNS 
AGKCVKI**HTQNQRSGRSQND 
F*RRWSRSY 


21854 


52222 


A | 


21982 


2241 


2614 


ETLTTLKTKA1NTLYSKPTREQ 

KTDTKAKNLYLTKRTTAAART 

SSVKKAISFNRALKNAMLS*RT 

APSVS*IRHRV*NLTMRSSSSSA 

PSPWML*A*AWLCRYCRASCGI 

SSIPTASPVTMACC 


21855 


52223 


A j 


21983 


31 


892 




21856 


52224 


A 


21984 


548 


855 




21857 


52225 


B 


21985 


1 


1825 





BNSDOCiD: <WO 0175067A3_IA> 



2809 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21858 


52226 


A 


21986 


1 


3146 


MEWGKFKRLVLPSQGKSKPEQ 

RCQYRHTVGDQATLPLRSRVE 

KRNGEAEGRIYRKLWDVALLC 

CVQEVINGERKPLRALTEVKSG 

FRJLRJEDSDKFDANDPILKDQTQ 

EWSGSATFTSDGKIRLFYTDYS 

GKHYGKQSLTTAQNVQQFIDE 

GNYTSGDNHTLRDPHYVEDKG 

HKYLVFEANTGTENGYQGEES 

LFNKAYYGGGTNFFRKESQKL 

QQSAKKRDA EL ANG A LG 1 1 ELN 

NDYTLKKVMKPLITSNTCDN 


21859 


52227 


A 


21987 


1 


3107 


MNEMKREEKFREKRRERNEQI 

LQE1RDYVKRSNLHLIGVSKSD 

GENGTELENTLQDUQENFPNLA 

RQANIQIQEIQRMLQRYSSRRTT 

PRHIIVRFTKVEMKEKMLRAAR 

EKGRVTHKGKPIRLTADLSAET 

LQATKEWRPI FN ILKJEKN FQPRI 

SYPAKLSFISEGETKYFTDKQM 

LRDFVTTRPALKELLKEALNME 

RNNRLVKSLAWASQNGFRSPA 

LLPLSLMLCAPLQEADGTNLG 

WLAHCGLLCTGDH 


21860 


52228 


B 


21988 


239 


2825 




21861 


52229 


A 


21989 


7533 


11119 




21862 


52230 


A 


21990 


1 


3718 


MEVIPEGYRLSELKKCSKW1VV 

MVARLYEYTKNQQIIHLKWVN 

HMLGCLLDRNDPLRDVDEAAV 

PVLCICSADDPVCGPPDHTLTTE 

LFHSNPYFFLLLSRHGGHCGFL 

RQEPLPAWSHEVILESFRALTEF 

FRTEERIKGLSRHRASFLGGRRR 

GGALQRREVSSSSNLEEIFNWK 

RSYTRLMAAAAGAAAAPGSRE 

PQDRPECG A G H PGPRYYRHPE R 

WLLRPEAFLGPLRTRAPSAEDS 

QRERPAARSGPEM 


21863 


52231 


A 


21991 


1 


697 




21864 


52232 


A 


21992 


1 


978 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


21865 


52233 


A 


21993 


145 


1929 


VSGVIEIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAECDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

EIHVAKYAE1FGLTSAEASKD1R 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

HFNPYLIPFF1G\LQNRFTQFRLS 

ETKEITNPYAM RL YESLCQ YRX 

PDGSGIVSLKIDWIIERYQLPQS 

YQRMPDFRRRFLQG FCRFRN H 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPT WKAGSERN AINDD VT Y A I K 

PTCWPGLDIIPSCLALHRIETEL 

MGKFDEGKLPTDPHLMLRLAIE 

TVAHDYDVI VI DSAPNLG IGTFN 

VVCAADVLIVPTPAELFDYTSA 

LQ FFDMLRDL L KN V DLKGN SN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQIRMRTVFE 

Q A I DQRS STG A WRN A L S I WEPE 

CNEISIGVSLDQDGGSNSVLRK 
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SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=LJnkno>vn, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possihlc nucleotide insertion) 


21866 


52234 


A 


21994 


1184 


2229 


RSSVATVALLHAVINHK7KRXN 

SPRI VQSNDLTEA A YSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

DIRQALKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIKRAHSPSR 

GLYSVHINPYLIPFFIGLQNRFT 

QFRLSETKE1TNPYAMRLYESL 

CQYRKPDGSGIVSLKIDWI1ERY 

QLPQSYQRMPDFRRRFLQVCV 

NEINSRTPMRLSYIEKKKGRQT 

THIFFDMLRDLLKNVDLKGFEP 

DVRILLTKYSNSNGSQSPWMEE 

QIRDAWGSMVLKNVVRETDEV 

GKDTSLSTPAAPMVDSLIARVG 

VMARGN AITLPVCG RD VKFTL 

EVLRGDSVEKTSRVWSGAVSQ 

GGESF1YMPLTGAAAFLSEMPC 

PERRNLKKQCGYSGFAACGYQ 

SQERKNSPRIVQSNDLTEAAYS 

LSRDQKRMLYLFVDQIRKSDGT 

LQEHDGICEIHVAKYAEIFGLTS 

AEASKDIRQALKSFAGKEVVFY 

RPEEDAGDEKGYESFPWFIKRA 

HSPSRGLYSVHINPYLIPFFIGLQ 

NRFTQFRLSETKEITNPYAMRL 

YESLCQYRKPDGSGIVSLKIDWl 

1ERYQLPQSYQRMPDFRRRFLQ 

DHNSSPEREQNWMENEFDELT 

EVGFRRWVITNSSELKEHVLTQ 

CKEAKNLDKRLQELLTRISNLE 

NIDDLMELKNTAQELHETYTSI 


21867 


52235 


A 


21995 


82 


325 




21868 


52236 


B 


21996 


220 


1173 




21869 


52237 


A 


21997 


1 


1599 




21870 


52238 


A 


21998 


188 


421 




21871 


52239 


A 


21999 


1 


596 


MGMTDMGKSKXKSQGPPSFPP 

GGAPPPAIGAPAGRERPPGTGD 

PFNQRPCDNLKTCHTSHGSVM 

AETAVINHKKRKNSPRIVQSND 

LTEAAYSLSRDQKRMLYLFVD 

QIRKSDGTLQEHDG1CE1HVAK 

YAEIFGLTSAEASKDIRQALKSF 

AGKEVVFYRPGEDAGHEKGYE 

SFPW/FIKRSPE*RRGKFPFTQM 

GQD 


21872 


52240 


A 


22000 


1 


1527 




21873 


52241 


A 


22001 


2 


870 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


21874 


52242 


A 


22002 


1 


4304 


MAETAVINHKKRK1MSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDG1CEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWF1KRAHSPSRGLYSNRFT 

QFRLSETKE1TNPYAMRLYESL 

CQYRKPDGSGIVSLKIDW1IERY 

QLPQSYQRMPDFRRRFLQCINA 

GHEMTKAIA1AQFNDDSPEARK 

ITRRWR1GEAADLVGVSSQAIR 

DAEKAGRLPHPD 


21875 


52243 


A 


22003 


740 


1159 


SLPNLDNSAICSSSSSPTRTR*SL 

SVSAAALRRRLPSAISMTPDTL 

RPNAGVC*PVSRKEGMRSSSAS 

SVSSSWSRSLPDHTREVFSTLSP 

RSTSRVNFTSRPHTGKVMALPR 

AITPTRAINESTIETAGEDNEVSS 

TG 


21876 


52244 


A 


22004 


664 


1844 


SGNLKACHPSHGSVMAETAWI 

NHKKRKNSPR\IEQ*KDGYQQA 

YSLSRDQKRMLYLFVDQIRKSD 

GTLQEHD\GI\CQ1HGAQYR*Q1S 

D*PFAEASKDIRQALKSFAGKE 

VVFYRPEEDAGDEKGYESFPW 

FIKRAHSPSRGLFSGHIPPWLIPF 

FIGVKNRLTQIXRLFETKEIPHPS 

AL\RYYESLGQDRK\PDGSSIGS 

LKAIDWIIERYQLPQSYQRMPDF 

RRRFLQHFLAHAGCPKGTQNFT 

FRMKFI1FSIKKVLPPVDT1LAHD 

PVIHTCHLRESFGSVSPSSPKSN 

RLPCPEVILFHYGESWNLLRAD 

QRLIFAKSWPRASRYQQGHQD 

LFILRSDLPSQVFIRDKLMERRN 

RRTGRTEKARIWGSDGQNGQE 

PG Y VE AGCPPL LLT V 


21877 


52245 


A 


22005 


3 


272 




21878 


52246 


A 


22006 


1 


528 




21879 


52247 


A 


22007 


461 


831 


LLNLATWRYLGTLTRGTASWA 

VAGILAALRITNNKLSNHVFVF 

QGAGEAAMGIAHLLVMALRRK 

K\GTERTTATRKIWMVDSK\GLI 

CQGEGSHLN/HHEKEMFAQDH 

PEVNSLEEVVRLVKPTAM 
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SEQ ID 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21880 


52248 


A 


22008 


3 


1894 


EGEDRGLPRTMGAALGTGTRL 

APWPGRACGALPRWTPTAPAQ 

GCHSKPGPARPVPLKKRGYDV 

TRNPHLNKGMAFTLEERLQLGI 

HGLIPPCFLSQDVQLLRIMRYY 

ERQQSDLDKYI1LMTLQDRNEK 

LFYRVLTSDVEKFMP1VYTPTV 

GLACQHYGLTFRRPRGLFITIHD 

KGHLATMLNSWPEDN1KAVVV 

TDGERJLGLGDLGCYGMGIPVG 

KLALYTACGGVNPQQCLPVLL 

DVGTNNEELLRDPUYIGLKHQ 

RVHGKAYDDLLDEFMQAVTD 

KFGINC\LI\QFEDFANANAFRLL 

NKYRNKYCMFNDDIQGTASVA 

VAGILAALRITNNKLSNHVFVF 

QGAGEAAMG\IAHLLVMALE\K 

EG V PKA\E ATRK I W\M V DF\KG L 

IVKGRSHLNHEKEMFAQD\HPE 

SNSLDEVVRLVKPTAIIGVAAIA 

EA\FTEQILRNMASF\RRAPI IFA 

LSNPPRKAECTANEKCYRVTEG 

PRGFFASGKSFLRSVDL/ESMGK 

TFI PGGRGNTM A* RVPRG WQLG 

VHSPGGDPGHIPVDEIFLPDSRA 

KLPQEVSEQHL\SQGRLYP\PLS 

TMRJDVSLRJA1KVLDYAYKFTNL 

V\SYYPEPKDKEAFCK1PGSYTP 

DYDSFYT/VDSYIWAQGKAMN 


21881 


52249 


A 


22009 


322 


567 




21882 


52250 


C 


22010 


338 


603 




21883 


52251 


A 


2201 1 


127 


417 




21884 


52252 


A 


22012 


253 


424 




21885 


52253 


A 


22013 


124 


1235 


YLCLLPKGQGDRALSRTSQWP 

QMSQSQACGGSEQIPGIDIQLN 

RKYHTTRKLSTTKRFPTACWR 

KKVGAFTKIIEAMGFTGPLKYS 

KWEDLRLRALRJVY*LCGRKLD 

FEGFFSK\CS\MPDTFNSWFLINP 

YFHVWMCLVRMKQEGRSGKY 

MCRJIVHFMWEDVQQRGRVM 

GVNPYILKKNMILMTNHFYAVA 

ILGYDEGILSDDHGLAAALWK 

NLL\N\RKCEDPRHLELLVEYVR 

KQ1QYLDS\MNGEDLLLTG E VS 

WRPLVEK1MPQSILKPHSPTYND 

RGTFDGLGPPHGPPAGFRGTSR 

EEKCLVGPRTPARKWPELDLLN 

KHLSKYLAPICVEFPLSVPQESD 

LLGYRA WENPLALPGCPSSLRG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21886 


52254 


A 


22014 


282 


435 


GGGASPAACSGSPDSS\HSATA 
GTGCRRPARPPPAPPTPTPWRS 
RQQGSRAS 


21887 


52255 


A 


22015 


-» 
-> 


399 


1VALPFGHHHSQTSPLPNLLQTA 
ACLLLHFLLLSGVETGRPGPWQ 
PRJRARG PP A PPG P ARPA KPRRR 
/GCRGPAREACWYGCRRPARPP 
PAPPTPTHGAAGSREAERASEL/ 
C*GARPLRLGSAGTiMVSACVP 


21888 


52256 


A 


22016 


279 


872 


KIPHSLSLKLGQASSKI1PTPQNP 

HLSPGTKRDSSFQPWSLSAFIIT 

GQCCSYIVRWGLWKPRL1LVV 

KKYAALSAEMLLVKVEEPSPA 

ACSGSPDSSSFCNCW*PAAAGR 

L/ASAAQRPPTPNAHKRSRQQG 

SRASERAS/CKGRGRYGLGALG 

GRGGRALGGSRWPPPLPGETLF 

SGCKHRRRRRGSDAAPGEEAG 


21889 


52257 


A 


22017 


106 


398 


NAAPFSRHAAFQGFSWAVCIFR 
LPAERALRLFPASCLVLPGGPS 
GVAPXHGWPLPTTAPPLLQGVW 
RVEVGEH EMAEIFSS AKKE A AG 
ALQRPCIPVW 
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SEQID 

NO: 


SKQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21890 


52258 


A 


22018 


1 


1806 


MRGNTAGGPGDEKPDSTHPPW 

EGTLQEAQEMKKVVRFMWTS 

GGPDPQHWRGSGLYGQLVAQ 

MLHIDVAQVYMDSWWPRCST 

LAWLRFIWTAGGPDAPHWLRS 

GLGGQLVAWMLHVGVAQVYV 

DSWWPSCSASMWLSFMEHKQ 

CLTLGYEVALFLQHFLSRAFVL 

VWVPRKEKAQVLRQGLSLTFR 

ENPGVCVMSSYRPWLITAAAD 

MQPSKPGGTGSYCSYWSPTDN 

TPRLAAACTWNLGSSHGSAPG 

VRTFIEAGFSPPFLAPKALALTL 

SDSDSRWGPNPVYAQPQP/PEP 

AWGPNPV*GQPQPRMRPG\PEP 

C V C STPTA E PP WG PN P V STPTA 

EPAWGPNPVYA/PTPTAEPPWG 

PNPV*GQPQP/REPAWGPNPVY 

GQPQPRNRPGSXPPQGNLYCSA 

ALGATDPSQSWHQCSQNLLPA 

DKGAKREAPW/PRPPSGEVDHQ 

VWHLHGWPLPTTAPPLLQGVW 

RVEQTPASHHRQPRPRQSSPST 

KA PP VITVNQG PA SH H RQPRPR 

QSSPSTKAPPVITVNQGPASHH 

RQPRPRQSSPST/TGPASHHRQP 

RPRQSSPSTKAPPVITVNQGPAS 

HHRQPRPRQSSPSTICAPPV1TVN 

QGPASHHRQPRPRQSSPSTKAP 

PV1TVNQGPASHHRQPRPRQSSP 

STKAPPV1TVMQGPASHHRQPR 

PRQSSTLTKAPPVITVNQSPASH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


21891 


52259 


A 


22019 


27 


1367 


RILAGPARAEAGSASDRSTGHL 

FPRGVGMDLCHPQPAELSSGET 

DELPRJ*WHRKQLLED1QKLKD 

E1ADVFAQIDCFESAGDSRMAH 

KENELCIGRKKFNMDPRQGRW 

LWRARATGCGGCMGAPAWXFL 

SGEGLNKTA1GTYLGER*ERVE 

P*RGRK*RCAGVYRCVDVQAL 

R* VVLGQG PG PQG WH SPSG WG 

CRDPRYCLCNPGVFQSTGARRG 

VG PRA PG P LQ HCQ A * 1 SQTRPPF 

ERF VSMNRG FNNG SDLPEDQLR 

VREAQPTQPGPGESRRDLSLDG 

WPFFNPDREGWLLKLGERPTD 

TRRRTHTHARAGTHRCMHTTV 

SRVLLGLPLPPPLPAQPTSQ/PPT 

SRC/LRLQDPE/CWSHWEIS*TE 

RGESRVVEGKHESYRISATSAE 

ERDQWIESIR*GVPRSGDGFPSP 

SRRPCFFWVLRDSWRWHWGL 

VTLRVPSPAAPGDP 


21892 


52260 


A 


22020 


140 


356 




21893 


52261 


A 


22021 


2 


1147 


APARGPAVASGPSPGPAAEPVQ 

NTETAAMTTHVTLEDALSNVD 

LLEELPLPDQQPCIEPPPSSIMYQ 

ANFDTNFEDRNAFVTGIARYIE 

QATVHSSMNEMLEEGHEYAV 

MLYTWRSCSRAIPQVKCNEQP 

NRVEI YEKTVE VLEPEVTKLM K 

FM YFQRKA I ERFCSE VKRLCH A 

ERRKDFVSEAYLLTLGKFINMF 

AVLDELKNMKCSVKNDHSAY 

KRAAQFLRKMADPQSIQESQNL 

SM FL ANHNRJTQCLHQQLE VIP 

GYEELLADIVNICVDYYENKM 

YLTPSEKHMLLK VMGFG LYLM 

DGNVSNIYKLDAKKRINLSKID 

KFFK/HAAGGAPFRRHADRAGQ 

I H * DQCSL* REQ VQ VDVHPEQH 

QPPVQYLRADGSDPG 
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2817 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21894 


52262 


A 


22022 


47 


1581 


ALVLMYLASSICMSPKRGTTCS 

CLERGSRCPTSEPPPPPEPPPGRS 

SRCRPGLGPYGGGGEKMADDP 

SAADRNVEI WKIKKLIKSLEAA 

RGNGTSM1SL1IPPKDQISRVAK 

MLADEFGTASNIKSRVNRLSVL 

GAITSVQQRLKLYNKVPPNGLV 

VYCGTIVTEEGKEKKVNIDFEP 

FICPINTSLYLCDNKFHTEALTA 

LLSDDRQVWDFIVIGG/SVGALF 

GHTPKGNTRGGPWHKFTVGJFP 

K\KHG*EGGQ\SALRFARLRME 

KRJTNYVRKVAETAVQLFISGD 

KVNVAGLVLAGSADFKTELSQ 

SDMFDQRLQSKVLKLVDISYG 

GENGFNQAIELSTEVLSNVKFIQ 

EKKLIGRYFDEISQ/DLTG1CYCF 

GVEDTLKALEMGAVENXLIVYE 

NL\DIMRYVLHCQGT\KEEKILY 

LTPEQEK\DKSPFH\DKETGQE\L 

ELIESMPLLEWFANNYKKFGAV 

TLEMFTDKSQKGSPV**KDLGG 

IGGMLRYQSRFPGEWNTKKET 

MNFLTLMTTR 


21895 


52263 


A 


22023 


1 


296 


VEDERVC AGPA WERQAGQERP 

ARKVQGKAPEAEGKHGCLLDI 

LVCTYLAEKGLSGSCGLTEALV 

AFGEGSSLGRKNCRDPWGSLR 

QEPHWSDP/WSGPPERCKGKPQ 

RRRGSTDAF WTS WSART* PRRG 

SLAAVG*QRHWWPLGRAAV*E 

ERTAETPGAPSGRSLTGQTLGS 

LHV 


21896 


52264 


A 


22024 


5 


309 


LPDADLFCPACGAAAGRARSA 
GMRPVFAVSVARTPSPR/PPPAE 
PQFPRLPCGSIGSPFFRDI DTIQK 
FPDMLSSFFFRDIDTIQKFPDML 
VFNCCCLLNQSR 


21897 


52265 


A 


22025 


t 


258 


RGRSRIARSASGPRPALVRPPAR 
PPAP*TPRSWSCWSSC*PRSASA 
TGSPSA*ATDAHADSSKAMLPE 
PTSSISKFSTLQTVPFRJL 


21898 


52266 


A 


22026 


1 19 


692 


PSSHSVRTATYSSLRQSAVSTRT 

STTTTLAFMARAGGRAGGRAR 

VGGRTPSGQCGCPACGAAAGR 

ARSAGMRPVFAVSVARTPSPR/ 

PPPAEPQFPRRPQR\GAPAPSGG 

GASLPAPRALASSIPAQLMKPG 

RAKGSAGNLHPG\EGRPGARRS 

DPAGAARSLACP*!WPKQTPSP 

LASSSSFFLSETPECAH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


21899 


52267 


A 


22027 


2 


246 




21900 


52268 


A 


22028 


1 


927 




21901 


52269 


A 


22029 


251 


1077 


VTMGKVLAVSSLPAGPPPPPVP 

ALVGLPPPPP*HPGFRLPPLGGG 

LG A RTSVGRGLERTPGA ATAS A 

AGG A EDG ACRCLPNPCTFEECH 

RKCKEL* MEGVKFTENKAL/SS 

KMAIQTQQSKFVKWQVDGEYR 

GSDFTVDVTLWNPDVLMGSGJ 

LVAHYLKSITPCLALGSELVYH 

RRPGEEGTVMSVAGKYTLNNW 

LATVDVEFEASTRMQDTNVSF 

GYQLDLPKANLLFKGSVDSNW 

IVGATLEKKLPPLPLTLALGAFL 

NHRKNKLRSGFGLTIS 


21902 


52270 


A 


22030 


1 


1371 


GGGSGFGCAWRTGWERSPGRE 

QAPPPATMGNVLAASSPPAGPP 

PPPAPALVGLPPPPPSPPGFTLPP 

LGGSLGAGTSTSRSSERTPGAA 

TASASGAAEDGACGCLPNPGTF 

EECHRKCKELFPIQMEGVKLTV 

NKGLSNHFQVNHTVALSTIGES 

NYHFGVTYVGTKQLSPTEAFPV 

LVGDMDNSGSLNAQVIHQLGP 

GLRSKMA1QTQQSKFVNWQVD 

GEYRGSDFTAAVTLGNPDVLV 

GSGILVAHYLQSITPCLALGGEL 

VYHRRPGEEGTVMSLAGKYTL 

NNWLATVTI GOAfiMHATYYH 

KASDQLQVGVEFEVASTRMQDT 

SVSFGYQLDLPKANLLFKGSVD 

SN WI VG ATLEKKLPPLPLTL AL 

GAFLNHRKNKFQCGFGLTIG 


21903 


52271 


A 


22031 


14 


434 


CYCQGILSPPPCPPFLLGSAQTS 
AICSWVRGVPAESSTSSFPKAP* 
VALESRGEAPTLHLPVTSRFLQ 
CVSSEQECVPWKP/HSSPRPRFL 
DISPSPTCVRL*APGPVPFDPHQ 
KTWRSPLGTRAQGVGPRDRDS 
CRIVPG 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21904 


52272 


A 


22032 


989 


1859 


VYGDSRWSLALSPRLECSGAMS 

AH*NLCLPGSSDSPASRJTGISG 

ARHHAQLI/L/YVFLVEMRFHH 

VGQAGLKLLTSGNP/HHLGLPK 

CWDYSRKPPPRPPRPII\FSFFFL 

RWSLALVAQAGMQWDDLSSL 

QPLPPGFK*FSCLSLLRSWDYG 

CPPPRLANFVCVCVCVLV/VDG 

GFTMLARLGLELLTSGDLPPFG 

LPKCLGFTGMSHCARPiFFFXFE 

MESCFATQAGVQWCDLSSLQP 

LPPRFK*FSCLSLLSSWDYRHM 

PPCLANF/CFG1FSRDRVSSCWP 

GRSQTPDLK 


21905 


52273 


A 


22033 


157 


376 


SHQDFMRTAANLLQTGWCTGS 
NTGAGARWGLCRASLSRCRCA 
APSAPCSGSRCS*RSWKGTHPS 
LPPRCRGRS 


21906 


52274 


A 


22034 


298 


399 




21907 


52275 


A ! 


22035 


1 


185 




21908 


52276 


A ; 


22036 


311 


516 


WKAERRTRHLLQTGWCTGSNT 
GAGARWGLCRASLSRCRCAAP 
SAPRSGSRCS*RLWKGTHPSLPP 
RCR 


21909 


52277 


A 


22037 


I 


1487 


MMGHSSAIPLTATPGELKGQSP 

TKMPDPELGCQGAKSQGCSRN 

ARHQKARSMPLQDQHLALAIL 

LELAVQRGTLSQMLSAILLLLQ 

LWDSRAQETDNERSAQGTSTL 

LLSLLQTFQSIICSKDTPPSEGN 

MHLLSGPLSPSESFLRESFFTVQ 

NCRNNEEVTLICKADLEKHNK 

DGGFW1VIDEKVYDIKDFQTQS 

LTGNSILAQFAGENPVVALEAA 

FEFEVTRESMHAFCVGQYLEVR 

LYALSDAEDGRGHPLMASVIHL 

LWRLQTSQIHYSYNEEKDEDH 

CSSQWAHLPANRDCSHRWALG 

DHSQAFLQAIADKNIQDHNVKT 

HQEQGRSYKEVCTPVIERLRFL 

SNELRPAVGNDLSIISEFKLLSSL 

PRWRRJAQKIIRERRKFCR1PKKP 

ESTADEEKIGNEESDLEEACILP 

HSPINVDKRPIAIKSPKTITSENP 

LG/REPG EH PASPLPPDDAQH A 

HPAAQRKQPRPPAQFRHAGPHS 

DGTAPDWPQL 



2820 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USOJ/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uitknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21910 


52278 


A 


22038 


263 


375 


AGPRRMRRISAWAVSTPLTDSP 

SPGHQPA/GEVAGAGSF**HPP/P 

PCPSRYCPQMTPPPPPPAPPPAL 

PPPPPPAPASPPLPPAPSPPPHAP 

PQ ALPPPP ALPPPPPA SPPLLPPA 

LSPPLPAPP/PPSAPPASPPPAPPP 

PPAPPPSPPPAPPPSAPSSPAPLPP 

APASPPNSPAPPPPAPPPAPHPPSP 

PAPPCPPLPRPRGPSVPQEKVHQ 

V*IPVP\PAGEGGPAPGRJWPQG 

WRRAfiKPPTWFFAl AAFPPWT 
wi\i\A\ji\.rr i w GLnLrtnr rr w i 

AI PPASAVPAOPPR AH* VAPAI 

* WALHRRSDSDSDSSNLSPRIPG 

TGGQRRQPR*DS*APACSEVAG 

AGSF 


21911 


52279 


A 


22039 


1 


2001 




21912 


52280 


A 


22040 


1846 


7725 


PEPFCHRAAHWSNQYCPFQFQ 

DTDSPRQTLTVLIKDNGEPSLST 

TATLT VS VTEDSPE A RA E FPSG S 

APREQKKNLTFYLLLSLILASV 

GFVVTAFGV1IFKVYKWKQSRD 

L Y RAPVSSLYRTPGPSLH ADA V 

RGGLMSPHLYHQVYLTTDSRR 

^DPI 1 KkfP^AA^PI A^RfYNTT R 

SCDPVFYRQVLGAESAPPGQIR 
YPVPEESQEGTFVGNVAQDFLL 
DTDSLSARRLQVAGEVNQRHF 


21913 


52281 


A 


22041 


108 


340 


PQPSQVMSFHGDSGSCRRWAT 
AGT*ATSPPCSSSIFLRRMHSGH 
WCSCWPVRGTPCRDFTAQMAG 
PSRGSKTNRSMW 


21914 


52282 


A 


22042 


275 


752 


EKTHKTCRCGRGCGKRGTL*H 
CWWECNLLQPLWKMVWXKWL 
KELK V EL LC DL A VPL/LGINPEE 
KKSI YEKDTCT/R/I FMAAOl AI 
AKK WNQPKCPS IN K WLQKL W 
Y I YMME Y YS A IKRNXLT AF A AT 
WMRLETIILSQGDPLESTCSRSQ 
ANRQEITSVPKA 


21915 


52283 


A 


22043 


25 


202 


DAEAWAMELADVGA*ASSQG 
APQPEEPAASLGVNEKGGAGG 
RSGRRPLGRDRPRPTRLL 



2821 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21916 


52284 


A 


22044 


1 


2290 


MEKLGVEPEEEGGGDDEEDAE 

AWAMELADVGAAASSQGAPQ 

PEEPAASLGVNEKGVHDQVLPT 

PNASSRVIVHVDLDCFYAQVE 

MISNPELKDKPLGVQQKYLVV 

TCNYEARKLGVKKLMNVRDA 

KEKCPQLVLVNGEDLTRYREM 

SYKVTELLEEFSPVVERLGFDE 

NFVDLTEMVEKRLQQLQSDEL 

SAVTVSGHVYNNQSINLLDVLH 

IRLLVGSQIAAEMREAMYNQL 

GLTGCAGVASNKLLAKLVSGV 

FKPNQQTVLLPESCQHLIHSLN 

HIKE1PG1GYKTAKCLEALGINS 

VRDLQTFSPKILEKELG1SVAQR 

IQKLSFGEDNSPVILSGPPQSFSE 

EDSFKKCSSEVEAKNKIEELLAS 

LLNRVCQDG RKPHT V RL 1 1 RR Y 

SSEKHYGRESRQCH1PSHVIQKL 

GTGNYDVMPPMVDILMKLFRN 

MVNVKMPFRLTLLSMCFCSLK 

AVNTATTRLIDYYLMPTISITSR 

SGKHSFKMKDTHMEDFPKDKE 

TNRDFLPSGR1ESTRTRESPLDT 

TNFSKEKJDINEFPLCSLPEGVDQ 

EVFKQLPVDIQEEILSGKSREKF 

QGKGSVSCPLHASRGVLSFFSK 

KQMQDIPINPRDHLSSSKQVSS 

VSPCEPGTSGFNSSSSSYMSSQK 

DYSYYLDNRLKDER1SQGPKEP 

QGFHFTYN SN PAX VS A FHSXFPN L 

QSEQLFSRNHTTDSHKQTV\AT 


21917 


52285 


A 


22045 


2 


141 




21918 


52286 


C 


22046 


278 


489 




21919 


52287 


A 


22047 


130 


426 





BNSDOCID: <WO 0175067A3_IA> 



2822 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21920 


52288 


A 


22048 


357 


1579 


QRRPRPFPSQGISMTECFLPPTSS 

PSEHRRVEHGSGLTRTPSSEEIS 

PTKFPGLYRTGEPSPPHDILHEP 

S*SNGLMDEKDHGKKKGNFKK 

KEKRTEGYAAFQEDSSGDEAE 

KLMPRFEEAYGRTTETEKVQEF 

QRLLKELPEGNYLLISLFVVHM 

DHVITKELEAKMNIQNIYIVVSP 

TVQISNLVLYVFFTHVQELFGN 

VVLKQVTKTRRWSNVATMPTL 

PETQAGFKEEIR1QELLLNCLHQ 

DLQGGIKDLSEEERLWEEKEIL 

TKQEELLGMEQFLRRQIASEKE 

FIFPI R A FT A FlO^Hnnnr.I cut 

EEYSSESESEDEEELQIILEDLQR 
QNEELEIKNNHLNQA1HEESEA 
VIEPRMQPWLLQLQPDRAKQQ 
AQEDEEPE WRG G A MQTPKN G I 


21921 


52289 


A 


22049 


182 


2212 


VTEKTSSLPSQG I SMTECFLPPT 

SSPSEHRRWEHG/SAGLTPGPPA 

SEE1QPLPKFPGLY\RTGEPPHPP 

P*HPSHEPSLM*CPDDEKDHGK 

KKGKFKKKEKRTEGYAAFQED 

SSG DE AESPSKMKRXSKGIH VFK 

KPSFSKKXREKDFKIKEKPKEEK 

HKEEKHKEEKHKEKKSKDLTVA 

ADVVKQWKEKXKKKKPIQEPE 

VPQIDVPNLKP1FGIPLADAVER 

TMMYDGIRLPAVFRECIDYVEK 

YGMKCEGIYRVSGIKSKVDELK 

AAYDREESTNLEDYEPNTVASL 

LKQYLRDLPENLLTKELMPRFE 

EACGRTTETEKVQEFQRLLKEL 

PECNYLLISWLIVHMDHVIAKE 

LETKMNIQNISIVLSPTVQISNR 

VLYVFFTHVQELFGNVVLKQV 

MKPLRWSNMATMPTLPETQAG 

IKEE1RRQEFLLNCLHRDLQGGI 

KDLSKEERL WE VQRILTA L K RK 

LREAKJvQECETKIAQEIASLSKE 

DVSKEEMNENEEVFNILLAQEN 

EILTEQEELLAMEQFLRRQIASE 

KEEIERLRAEIAEIQSRQQHGRS 

FTFFY^F^F^F^FDFFFI OUT F 

DLQRQNEELEIKKNHLNQAIHE 
EREAIIELRVQLRLLQMQRAKA 
EQQAQEDEEPEWRGGAVQPPR 
DGVLEPKAAKEQPKAGKEPAK 


21922 


52290 


B 


22050 


34 


322 





2823 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SEQ U> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


21923 


52291 


A 


22051 


137 


1546 


QMLGGRPPPRWLQLAKARALA 

RRRPPPSLHLTLPTALSLKS/RTP 

VPKSIP1SETPNIPPVSVQPPASIG 

PPLGVPP/PEPSHGDDQPRPGXPL 

PIFMEQQIMQQIRPPF1RGPP\PM 

PPTPTAPCPTPCFPASGPRPVAP 

ET W APLPA PCTG PC Y\PPH PPPE/ 

PPPP/SPGNPPGLLPPPPPGAPLPS 

LPFPPVSMMPNGPMPVPQMMN 

FGLPSLAPLVPPPTLLVPYPVIV 

PLPVPIPIPIPIPVPSATPSPPTGSP 

ATGRTSFRTPLATPRRRAASQA 

DTPCPPGTPSRARPSPRTRPPAA 

RARP*AWRPRPPSMAGARWWT 

* RG APA\PPGPPG RG RP A RLPRR 

AAGPAGRRHRPDRGPPSPAAQR 

DPPRAA/PRTSRRSASRAPRSAG 

PAAAAGTATAARPPPATQARA 

PRRAPRRPRPATSS*TARAAPPP/ 

SG AKS A EPPPEQPPPPPPP APPK 

KLLSPEEPAVMRARVGQGE 


21924 


52292 


A 


22052 


762 


2049 


RSSFSMGADLLACST/SGLGNM 

PYVDLLRGMEPTLGCSFEDLAL 

A* PGGITQEUtlNEMRV APEQQ 

MI\AD1HFMIAAGQDLDWIDAQ 

GATLLHIAGANGYLRAAELLLD 

HGVRVDVKDWDGWEPLHAAA 

FWGQMQMAELLVSHGANXLNA 

RTSMDEMPIDLCEEEEFKVLLL 

ELKXHKHDVIMKSQLRHKSSLS 

RRTSHRQAS/SVGKVVRRTQPV 

GTG PNLVYRKE YE/GEE A ILWQR 

SA\AEDQRTSTYMGDIRJET\RTD 

QENKDPNPRLEKAPVLLSEFPTK 

IPRGELDMPVENGLRAPVSAYQ 

YALANGDVWKWHEVPDYSMA 

YGNPGVADATPPWSSYKEQSP 

QTLLELKRQRAAAKLLSHPFLS 

TH LGSSM ARTG ESSSEG KAPLI 

GGRTSPYSSNGTSVYYTVTSGD 

PPLLKFKAPIEEMEEKVHGCCRI 


21925 


52293 


A 


22053 


2 


306 


SKEAFAIGLGGGSASGKTTVAR 

M1IEALDVPWVVLLSMDSFYK/ 

NAFDFDLIISTLKKLKQGKSVK 

APIYDFTTLSRKMDWKTLYGA 

NVIIFEGIMAFADKTL 


21926 


52294 


A 


22054 


2 


379 





2824 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=posstble nucleotide insertion) 


21927 


52295 


A 


22055 


352 


1227 


GDVSPQLSPRQKSGPLCTSCCA 

WPVCSPHSDAQPSCGEGGLWE 

KTPFLSVPHRFVPRAALASAHQ 

CHPLPRTLSVLKSTPQVRGMHT 

IIRDKETSRDEF1FYSKRLMRLLI 

EHALSFLPFQDCVVQTPQGQD\ 

*RITGVSILRAGETMEPALRAVC 

KDVRIGTIL1QTNQLTGEPELHY 

LRLPKDI SDDHVI LMDCTVSTG 

AAAMMAVRVLLDHDVPFDKTF 

LL\SLLMAEMGVH\SVAYAFPR 

VKKSSPRRWDKAGQLTFFRJIP 

GIGNFGDRYFGTDAVPDGSDEE 

EVAYTG 


21928 


52296 


A 


22056 


72 


2746 


FLVETGLHHVGQAGLKLLTSN 

DPP A S A SQSTG 1TG M SH H A QPR 

QSSYVPPMSLPASAMPVEGVG 

GDALWAGHASGYLGGGQLWA 

TSEYIPLCSSNAESLDRLLPPVG 

TGRSPRKRTTRQCKSEPPLLRTS 

KRT1YTAGRPPWYNEHGTQSKE 

AFA1VPVEQEKEAGQPQAAAA 

GWAPLGPICAGSLPVPHRGSPL 

PPAGLGGGSASGKTTVARMIIE 

ALDVPWGGSSLSMDSFYKVLT 

EQQQEQA AHNNCNFDH PDAFD 

FDLIISTLKKLKHGKSVKVPIYD 

FTTHSRKKDWKTLYGANVIIFE 

GIMAFADKTLLEGPGPAPCTGP 

EDS1IRHIAAPSLHKASSRANYC 

VLSMGTDPKLATSPIPQCVGAS 

YPKQRCPGEVALARPTDQAAS 

VQGLVPVSPCPLLASGHSLARC 

LHQLLDMKIFVDTDSDIRLVRR 

LRRDISERGRDI EGVIKQYN KF V 

KPSFDQYIQPTMRLADIVVPRG 

SGNTVGHRP* LLQH VHSQLEE V 

SGVPRPHGLAPSPSTHFSAATTP 

SWPVHL1PLRSLSPASS\SSQPAQ 

LCQQELGNCSKXLGLGRGRIPL 

SLPKGRH AGG A ALA SAHQCHP 

LPRTLS V LKST\PQ VRGMHTIIR 

DKETSRDEFIFYSKRLMRLLIEH 

ALSFLPFQDCVVQTPQGQDYA 

GKCYAGKQITGVSILRAGETME 

PALRAVCKDVRJGTILIQTNQLT 


21929 


52297 


A 


22057 


61 


341 




21930 


52298 


A 


22058 


1 


1086 




21931 


52299 


A 


22059 


1 


498 




21932 


52300 


A 


22060 


104 


3395 




21933 


52301 


A 


22061 


1 


1653 





2825 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ in 

ISO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=$top codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


21934 


52302 


A 


22062 


1 


1717 




21935 


52303 


A 


22063 


172 


13375 


EDLFKCIMAHAASQLKKNRDL 

EINAEEEPEKKRKHRKRSRDRK 

KKSDANASYLRAARAGHLEKA 

LDY1KNGVDINICNQNGLNALH 

LASKEGHVEVVSELLQREANV 

DAATKKGNTALHIASLAGQAE 

VVKVLVTNGANVMAQSQNGFT 

PLYMAAQENHLEVVKFLLDNG 

ASQSLATEDGFTPLAVALQQGH 

DQVVSLLLENDTKGKVRLPAL 

H1AARKDDTKAAALLLQNDKN 

ADVESKSGFTPLHIAAHYGNI 


21936 | 


52304 


A 


22064 


1 


360 




21937 


52305 


A 


22065 


1 


2577 




21938 


52306 


B 


22066 


323 


3154 




21939 


52307 


A 


22067 


93 


791 


1RMSYAEKPDEITKDEWMEKL 

NNLHVQRADMNRL1MNYLVTE 

GFKEAAEKFRMESGIEPSVDLE 

TLDERJKIREIDT*KGQIQEAIRL 

♦FNSLHPEL/LWDTT4RYLYFHF 

ASNSILIPS*FRQ\GKTRGRRWG 

VAQTQLADXRGEESRECLTEME 

RTLALLAFDSPEESPFGDLLHT 

MQRQKVWSEVNQAVLDYENR 

ESTPKLVAKLLKLLLWAQNELD 

QKKVKYPKMTDLSKGGD 


21940 


52308 


A 


22068 


171 


426 




21941 


52309 


A 


22069 


5 


655 


LLQPSVQLPNGTANTSLSFAAV 

SAVSPPPCRTSTATTLPPPMPSF 

FCVFPSPSMSPSPSEFLSCIASVS 

RVHSLSSSSSGSSSTASSLNFSAI 

MGSSSATASWVLSTTSTPPCPS 

ALPSSPAQES* SLAASSSA WLSE 

HPSFSSFTLSWASGAFCDEVSLS 

FSGSKLSFLSSKGDCGIPFI*TSA 

CPSSLDFSPCFSSSTSKSSSYSEI 

GKSPQPI 



2826 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possibie nucleotide 
deletion, V=possible nucleotide insertion) 


21942 


52310 


A 


22070 


87 


1180 


NQASLEVLPSPVDSPDSIPSLPP/ 

SDNPNRNFSAAPVSCLPSPLPVA 

ASWPSDPSSCSCPSPEVFRSRAP 

GVPTPASVVYVTVISSAAGTSSP 

LRANSSTTTFPAAAVFPTNSSC 

WCQVSSSATSEKEEALFA1VFSS 

AVSEPANTSLSSAAVSAVSPPPC 

RTSTATTLPPPMPSFFCVFPSPS 

MSPSPSEFLSCIASVSRVHSLSSS 

SSGSSSTASSLNFSAIMGSSSAT 

ASWVLSTTSTPPCPSALPSSPAQ 

ES*SLAASSSAWPVAGISPSGAC 

TED ATC A C/^ A A 1/ A DC DC \1/DPDC 

FRALFSLLDSSSLSLCSVSLASL 

SLSPPPSFLRAVMFPATFKSRRC 

FKYGNHCLFSDLLWLEVCAL 


21943 


52311 


A 


22071 


841 


1052 


1GEVLLDN VLKSVF* LGSVLPIT 
SLKLLP/SGSKRDPAKMSHSHP 
AG * VTTG AFPRCGR WRLQPAA 
PPPPS 


21944 


52312 


A 


22072 


817 


866 


HANPVSPPTSWPKE*SWP*CSG 
* *RTFQSVSFAGGRRRGS WLKP 
PPATAWKSSSCHLPSGVRMAHF 
LKJrrurKOKUr AUfO 1 IIKQDF 
RLLGQTSVDRLLQLSQGQAVK 
GNQLLPVSLVKRKTTLAPNTQT 
ASPRALADSLMQLARQVSRLES 
GQ 


21945 


52313 


A 


22073 


2 


3238 


TTFPAAAVFPTNSSCWCQVSSS 

ATSEKEEALFAIVFSSAVSEPAN 

TSLSSAAVSAVSPPPCRTSTATT 

LPPPMPSFFCVFPSPSMSPSPSEF 

LSCIASVSRVHSLSSSSSGSSSTA 

SSLNFSAIMGSSSATASWVLSTT 

STPPCPSALPSSPAQES*SLAASS 

C A WPVAfUQPCr. A PTCDA ric A c 
o/\ Wrv AuloravjAL I rrAuoAo 

HA AIT A PQPCU/DPDCPD A I TTCI T 
uAAN-Aroro W Ktror KALr oLL 

DSSSLSLCSVSLASLSLSPPPSFL 
RAVMFSSDFSNPGVASNMGTT 
VSF 


21946 


52314 


C 


22074 


88 


4374 




21947 


52315 


A 


22075 


73 


616 


VKESLTQKSKRFQNKLINRRG 
WERPRSGASWTQRRALGGRGC 
VDRWLG 1 1/ WPHR1PG ARLRGFP 
ALNPTPQTA PSPSPDPRPRPP/CP 
SDPGPRTFAOCSI \PPPP\P^PRH 
LDPGPEPPTPLTQQGQKGTRAP 
RPRCPRSQK*ATSGPAVRRREA 
RGSASLRTRAPSRDSTHAG1QG 
NVALQP 



2827 



BNSDOCID: <WO__0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SKQID 

NO: 


S£Q ID NO: 
of peptide 
seq tiencc 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
iocation of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21948 


52316 


A 


22076 


1 


421 


GTVVMGLPKYFISLSTKFPLSFS 

LSADELH1ASLFLWPRSKPFGVI 

QRSCASQLNALPEVLKNPGDPD 

KMLRFAESPRNLPAGVL/GDIW 

TDGKGSVSLQEQVYHFPL1RPT 

PGS * A R A SFLSCG * EEFRRHG LT 

FSSTRE 


21949 


52317 


B 


22077 


211 


2041 




21950 


52318 


A 


22078 


200 


1525 


IMASAHLATSAFCTRSSSSGRSG 

SCKRGSWDSEQALIRAWTTLPS 

SLHAADGSFAGGRGIPSKRWS 

WRAGQQSSLCLIMQTSSNCGNS 

FQLVSEGASWRGLPHCSCAELQ 

DSLNFSYHPSGLSLSVRPSSPGN 

SPKEQPFSQVLRPEPPDPEKLPV 

PPAPPSKRHCRSLSVPVDLSRW 

QPVWRPAPSKLWTPIKHRGSGG 

GGGPQVPHQSPPfCRVSSLRFLT 

SSQCLFSMCPSSQTLQPSFLQPG 

PGP\SSSRPCAASPQSGSWESDA 

ESLSPCPPQRRFSLSPSLGPQAS 

RFLPSARSSPASSPELPLAT*G/L 

SATFPESRSQPCDLDARKTGVK 

RRHEEDPRRLRPSLDFDKMNQ 

KPYSGGLCLQETAREGSSISPP 

WFMACSPPPLSASCSPTGGSSQ 

VLSESEKEEEGAVRWGRQALS 

KRTLCQRDFGDLDLNLIEEN 


21951 


52319 


A 


22079 


1 


117 




21952 


52320 


A 


22080 


3 


632 




21953 


52321 


A 


22081 


1 


448 


MQSETETVHLFIPALSVGA1IGK 

QGQHIKQLSRFAGASIK1APAEA 

PDAKVRMVIITGPPEAQFKAQG 

RIYGKIKEENFVSPKEEVKLEA 

H 1 R VPSF A AG R V 1G KGGKTA STA 

*QNLCSGMKGKALKAKPSTYN 

CVGCGWSPRPRCSLN 



2828 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21954 


52322 


A 


22082 


233 


2096 


RREDEGNKTSWIHPSPWVVLIF 

RFFSLFFFKQPLFTMNKLYIGNL 

SENAAPS\DL\KSIFKDAKIPVSG 

PFLVKTGYAFVDCP\DESWA\LR 

A1KAFSGKIELHGKPIEVEHSVP 

KRQRIRKLQIRNIPPHLQWEVL 

DSLLVQYGVVESCEQVNTDSET 

AVVNVTYSSKDQARQALDK/L 

LDKLNGFQLENFTLKVAYIPDE 

MATQQNPFLQPRGRRGLGQRG 

S\SRQGSPGSVSKQKPCDSPLRL 

LVPTQFVGAIIGKEGATIRNITK 

QTQSKIDVHRKENAGAAEKSIT 

IPSTPEGTSAACKSILEIMHKEA 

QDIKFTEEIPLKILAHNNFVGRL1 

GKEGRNLKKIEQDTDTKITISPL 

QELTLYNPERTITVKGNVETCA 

KAEEEIMKKIRESYENDIASMN 

LQAHL1PGLNLNALGLFPPTSG 

MPPPTSGPPSAMTPPSPQSEQSE 

SETVHLFIPALSVRALISKQGQH 

IKQLSRFAGASSKIAPVEAPDAK 

VRMVMIAGSPEARFKAQGRIY 

GKIKEENFVSPKEEVKLEAHIR 

VPSFAAGRVIGKGGKTVXNELQ 

NLSSAEVVVPRDQTPDENDQV 

VVKITGHFYACQ\VAQRKI*EFL 

TQ VRQHQQQKALQSG PPQSRR 



BNSDOCID: <WO 0175067A3_IA> 



2829 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21955 


52323 


A 


22083 


8 


1675 


TASCRLAMALHVPKAPGFAQM 

LKEGAKHFSGLEEA V YRN IQAC 

KELAQTTRTAYGPKGMNKMVi 

NHLEKLFVTNDAATILRELEVQ 

HPAAKMIVMASHMQEQEVGD 

GTNFVLVFAGALLELAEELLRJ 

GLSVSEVIEGYEIACRKAHEILP 

NLVCCSAKNLRDIDEVSSLLRT 

SIMSKQYGNEVFLAKLIAQACV 

YLFFLIPAISMLITSEFVK/FLGS 

GISSSSVLHGMVFKKETEGDVT 

SVKDAKIAVYSCPFDGMITETK 

GTVL1KTAEELMNFSKGEENLM 

DAQ V KA I ADTG AN V V VTGGK V 

ADMALHYAMKYNIMLVRLNSK 

WDLRRLC KTVGATA LPRLTPP 

VLEEMGHCDSVYLSEVGDTQV 

VVFKHEKEDGAISTIVLRGSTD 

NLMDDIERAVDDGVNTFKVLT 

RDKRLVPGGGATEIELAKQITS 

YGETCPGLEQYA1KKFAEAFEA 

IPRALAENSGVKANEVISKLYA 

VHQEGNKNVGLDIEAEVPAVK 

DMLEAGILDTYLGKYWAIKLA 

TNAAVTVLRVDQIIMAKPAGGP 

KPPSGK*NWLNFYCR 


21956 


52324 


A 


22084 


175 


278 





2830 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Vict 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21957 


52325 


A 


22085 


208 


1976 


GPSPLKEHFSGLEETAYM\NILT 

CMELAQTTRTAYGPNGMNKM 

vrNHLEKLLVTNDAATILRELE 

VQHPAAKMIVMASHMQEQEV\ 

GDGTNFWLVFAGSFPVNYLKN 

UWRJGLSVSEVIEGYEIACRKA 

HEILPNLVC\CSAKNLRDIDEVS 

SLLRTSMMSKQYGLMKVFALAK 

P Y LLQACRJ YFS WIP A 1 S M LI TS E 

FVK/FLGSGIRSS\*VLAGMVFK 

KET\EGDVTSVKDAK\IAVYS\C 

PFDGHG*QET*GEQCLDKRTAL 

KDLDG I FR* G EQENLHG/A ATSP 

KAIADTGANVVVTGGKVADM 

ALHYANKYN1MLVRLNSKM/W 

DLRRLCKT\VGATALPR\LTPSL 

SLKEMGHCD\SVYLSEVGDTQ\ 

VVVFKHEKEDGAISTIVLVRGST 

DN/L*LDDIER\AVDDG\VNTFQ 

GSLQRDKRLVP\GGGSNRNLN* 

PKQ1TS\YGET\CPGLEQY A/ILK 

KFA*GHLKAIPPAHWQKYSGE 

NSG VKAQ WK* SPKL Y A VHQEG 

\NKTMV\OT DTFAFVP/^I VKTIMI 
E AG I PRYLTLG K Y W A I PL ATN A 
AVTVLRVDQHTLV*FFFMQIIM 
AKPAG/GGPKPPK WG RKTWGD 
DQNGLKIGFNFYCR 


21958 


52326 , 


A 


22086 


1 


346 


PF*CTPSCLWAF*TARSAQTWS 
APSTR^WC^FWPTC^I PQPTWI R 

♦FRKVSSYSWSQSWSSPTASTD 
S SRPPH S LG A SC HPGHQRSLMP 
PSR*RATSTAYASLSSSHRPNTQ 
PSPS 


21959 


52327 


A 


22087 


3 


484 


RSSQPRVGLCGKSLQP/SSEGSC 
HLQGWCSFPRSVSSIMAEA*RT 
♦PRVSSSMHGRGPTQNREATKK 
ASSSETSV/OVTAOFAOAFPfJA 

AGVAG/SPASAPQDSAGACWPA 
QVL*GGSDRSCRGSHPGNTEPP 
SVLRTGTAPGA*G/SSPFSPTTQS 
GSCCFPFSS 


21960 


52328 


B 


22088 


181 


359 





BNSDOCID: <WO 0175067A3JA> 



2831 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


21961 


52329 


A 


22089 


290 


2014 


STCTPLPTASSQSRPHPPPTPTPP 

APWRSSNGQVPTLT'PGSTLPP 

G/SGKSPP/VASGGPARAKPHRA 

VHVSPAPSGGSPGDVAELPAAV 

AVRA*QAGSGQRLPAPVCVGE 

MGTLCPGEPADVHQVVCGLSE 

PRA PH RPGQPQARAHG VPSGQS 

LCPAQPG*DDS/AKVSSYSWSQ 

SWSSPTASTDSSRPPHSLGASCH 

PGHQRSLMPPSR*RATSTAWRA 

RTASTPRCLGPRPAPWSCASLSS 

SHRPNTQPSPSPTSVRRARLATP 

SSHG WALAPWTPMAPTQPTTW 

TRWGKTVSGRQNfNTWRRPWS 

TCARYSGSAKRSSGSSHSPWAP 

PRMRMEKSNSPTASWVRTDSS 

LRPWGGTRSSMGCEGLKLSTR 

GTRSCSPSGAMRSPAWSAHSLG 

CRLPSTTDLQDRWRLCVPGMT 

SSAASVATTSQNLGWPAGTC*A 

LWGGGRWPATPAAXQAQPALP 

GQLPTRWSRCCWPSSWPLCSAS 

GPSHARCCSPWAMSSTPLP*HC 

* PSGGSCTSPEG VSCLQSRLEGF 

ATQPHPWAERTWEAPPGGNTV 

ILGLLERGSCSRRGIWRKRNQE 

RKAGRAPAICE 


21962 


52330 


A 


22090 


363 


487 




21963 


52331 


A 


22091 


234 


282 




21964 


52332 


A 


22092 


742 


990 




21965 


52333 


A 


22093 


1 


206 


LFPAFSDSRECKLM KKLLEA\H 
EEQNVD\SYTEA\VKEYDSIFPG 
WTQWLTTL\LLRIKKTIQG\DEK 
DLR 


21966 


52334 


A 


22094 


128 


1062 


KPFEAAMYNSGKEAEAMALLA 

EAER\KV\KNSQSFFSGLFGGSS 

KIEEACEMYARAANMFKMAKN 

WSAAGNAFCQAAQLHLQLQSK 

HDAATCFV\DAGNAF\KJCADPQ 

GGPFNCFDCVAFEIY\TDMGR\F 

TIAAKHHISIC*DLLRQKLVDIE 

KA1A\HYRALADYYQGEESNS\S 

ANKCLLKVAGYAVALLEQYQKA 

AIDIYEQGWGPNAHWTSPPPSK 

Y\SAKDYFF\KAALCHFCMDML 

QA\KXAF\QKYEELFPVFSDSRE 

CKLMKK\LLKA\HGEQNVD\SY 

TE\SVKGITDSISRL\DQWLVTTH 

CLRIUCKT1RGD 


21967 


52335 


A 


22095 


1 ( 


1038 





2832 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21968 


52336 


A 


22096 


20 


2482 


RVCSSSASTASQAVMADAWEE 

IRRLAADFQRAQFAEATQRLSE 

RNC1EIVNRL1AQKQLEVVHTL 

DGKEYITPAQ1SKEMRDELHVR 

GGR\TN1VDLQQVINVDLIHIEN 

RIGDIIKSEKHVQLVLGQLMDEN 

YL\DRVGQEVNDKLQESGQVTI 

SELCKTYDLPGNFLTQALTQRL 

AIIUGH1DLDNRGVIFTEAFVAR 

HRARIRGLFSA1TRPTAVNSLIS 

KYGFQEQLLYSVLDELVNSGRL 

RGTVVGGRQDKAVFVPDIYSR 

TQSTWVDSFFRQNGYLEFDALS 

RLG1PDAVSYIKKRYKTTQLLFL 

KAACVGQGLVDQVEASVEEAI 

SSGTWVD1APLLPTSLSVEDAAI 

LLQQVMRAFSKQASTVVFSDT 

VVVSEKFUNDCTELFRELMHQ 

KAEKEMKNNPVHLITEEDLKQ1 

STLESVSTSKKDKKDERREXAT 

EGSGSMRGGGGGNAREYKIKK 

VKKKG RKDDDSDDESQSSHTG 

KKKPEISFMFQDEIEDFLRKHIQ 

DAPEEF1SELAEYLIKPLNKTYL 

EVVRSVFMSSTTSASGTGRKRT 

1KDLQE\EVSNLYNN1RLFGKRG 

WKFFVADDTQG WLLPKHLLE V 

OCVLISLNLIVFNFXLGFGn MDG 

Q* DDPGRPFTS\E L RKEI\LSKLS 

EETKVALTKLHNSLNEKSIEDFI 

FCVLDSAAEACDIMVKRGDKKR 

ERQILFQHRQALAEQLKVTEDP 


21969 


52337 


A 


22097 ; 


1 


711 


VLSLFDGIATGYLVLKELGIKV 

GKYVASEVCEESIAVGTVKHEG 

NIKYVNDVRNITKKNIEEWGPF 

DLVIGGSPCNDLSNVNPARKGL 

YEGTGRLFFEFYHLLNYSRPKE 

GDDRPFFWMFENVVAMKVGD 

KRDISRPLECNPVMIDAIKVSAA 

HRARYFWGNLPGMNRPVIASK 

NDKLELQDCLEYNRIA\RIFGFP 

VHYTDVSNMGRGARQKLLGRS 

WSVPV1RHLFAPLKDYFAC 



2833 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 j 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknt>wn > 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21970 


52338 


A 


22098 


406 


2885 


GRG1LVNGACSDQSSDSPPILEA 

IRTPEIRGGWAVGTGVVSGAD1 

VSGHCRQWSLLSLFQGSGTLSL 

AFITWAFRETRTRSESPAVSSHT 

SSQSTCGQHST*HT*HARGRQG 

RNHV DESP V EFPA TR VG SPDAQ 

TPARSL*LGDMPHSLTIDLTDDT 

EDTHGTPQSSSTPYARLAQDSQ 

QGGMESPQVEADSGDGDSSEY 

Q\DG REGLL PR V/I * G P * T RGKTS 

YAMV VS WKATSKRQAMSGMR 

WVQWFGDGKFSEVSPGKGKGF 

CRPEAVPACLPLNKLVSYRKA 

MYHALEVTWDEGMRAKP*EQ 

G*SKRPTELEDQLKPMLEWAH 

GGFKPTGIEGLKPNNTQPGGNE 

SPWQHPLPLLVGPLLGRVRLKT 

NCYNNGKDRGDEDQSRGDCW 

VPGIMGQMGGGRCRSGIDVIPL 

TPW1.GL*ACLVCQTCRVSPPTT 

ALDLPPLASSNSPLLPCEGRELL 

LCSNTSCCR*ALGPVGWMWVG 

PQGSYVPAV*EPWSCYMCLPQ 

RCHGVLRRRKDWNVRLQAFFT 

SDTGLEYVSHRLPPLPPQIPGAQ 

GVGKLWFDGIATGEFGEHLETL 

LSCHNRVARESEES1AVGTVKH 

EGNIKYVNDVRNITKKNVRAV 

CTLRASSLPVFFPSPPHPNPARK 

GLYGEHPSLWQSLESLCHLTTG 

PGAGNK/RGLGWRFQMMPALS 

SFLSTAGVQRDISRFLEVRESGD 


21971 


52339 


A 


22099 


729 


896 





2834 

BNSDOCID: <WO 0175067A3_IA> 



wo 



01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21972 


52340 


A 


22100 


1 


2672 


MAYKQGFLKVMVHFRKAEVT 

GKNHTSVHEGYTLISPAAQVLT 

ISCKKSILLQEQVSFKDVCVDFT 

QEEWYLLDPAQKILYRDV1LEN 

YSNLVSVGYCITKP\EVIFKI/ES 

KGEEPWWLEKGIPQAQCPPQK 

RKWKV/EMNVVREQPRKMKM 

TIFGEPP1PTTN KTVS VENGDRG 

SKTFNLGTDPVSLIKLSL*NM*L 

\SEMNLKNISGLIITKKNCSRKK 

PDEFNVCEKLLLDIRHEKIPIGE 

KS Y K YDQKRN A IN YHQDLSQP 

SFGQSFEYSKNGQGFHDEAAFF 

TNKRSQIGETVCKYNECGRTFl 

ESLKLNISQRPH LEMEP YGCSIC 

GKSFCMNLRFGHQRALTKDNP 

YE YNEYGEIFCDNS AFN HQGAY 

TRKILREYKVSDKTWEKSALLK 

HQ1VHMGGKSYDYNENGSNFS 

KKSH LTQLRRAHTGEKTFECGE 

CGKTFWEKSNLTQHQRTHTGE 

KP\L * CTECVG KAFCQKPHLTNH 

QRTHTGEKPYECKQCGKTFCV 

KSNLTEHQRTHTGEKPYECNA 

CGKSFCHRSALTVHQRTHTGE 

KPFICNECGKSFCVKSNLIVHQR 

THTGEKPYKCNECGKTFCEKSA 

i Ti/nr\nTTTTr i rt/n\/rr'\i a *s 

L 1 KJiv^)K 1 H 1 ucKPY hCN ACCjK 

TFSORSVT TKYOFMHTRVfcT A I * 
-i a uv^i\o v i~j i rv i v< i \ 1 1 1 i jv v rv/A 1_> 

TS*MLEAFIHL/SKLVIQFQKRRS 
EKA KECQKF VEXKTSCLN M * KL 
SRK1KTFH*KICKLTVKNKGNK 


21973 


52341 


A 


22101 


I 


2817 





BNSDOCID: <WO 0175067A3JA> 



2835 



wo 



01/075067 



PCT/USO 1/0863! 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21974 


52342 


A 


22102 


474 


2766 


NQTALYNQAQLLHGSRFAMMS 

AEGYQYRALYDYKKEREEDID 

LHLGDILTVNKGSLVALGFSDG 

QEARPEEIGWLNGYNETTGERG 

DFPGTYVEYIGRKKISPPTP1CPR 

PPRPLPVAPGSSKTEADYEQQA 

LTLPDLAEQFAPPDIAPPLL1KL 

VEAIEKKGLECSTLYRTQSSSNL 

AELRQLLDCDTPSVDLEMIDVH 

VLADAFKRYLLDLPNPVIPAAV 

YSEMISLAPEVQSSEEY1QLLKK 

LIRSPSIPHQYWLTLQYLLKHFF 

KLSQTSSKNLLNARVLSEIFSPM 

LFRFSAASSDNTENLIKVIEIL1S 

TEWNERQPAPALPPKPPKPTTV 

ANNGN4NNNMSLQNAEWYWG 

DISREEVNEKLRDS\ADGT\FLV 

RDASTKMHGDYTLTLRKGGNN 

KLIXKIFHRDGKYGFSDPLTFSSV 

VELINHYRMESLAQYNPKLDVK 

LLYPVSKYQQDQVVKEDNIEA 

VGKKLHEYNTQFQEKSNREYDR 

LYVEEYTRTSQEIQMKRPAIEAF 

NETIKIFE\EQCQTQERYSKGNY 

HLEKFKP*RAMEKEIQR1MHNY 

DKLKSRISEIIDSRi^RLEVEDLKK 

QVAAEYREIDKRMNSIKPDLIQL 

RKTRDQYLMWLTQKGVRQKK 

LNEWL\GNENTEDHYSLV\EDD 

EDLPHHDE\KTWECLGSS/RTRN 

QSLKNLFARGSRDGTFLVRESS 

KQGCYACSVVVDGEVKHCVIX 


21975 


52343 


A 


22103 


3 


392 




21976 


52344 


A 


22104 


168 


404 





2836 

BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21977 


52345 


A 


22105 


49 


1760 


YQSPAWQSHWHQKLQVRKEN 

MAKRVAIVGAGVSGLAS1KCCL 

EEGLEPTCFERSDDLGGLWRFT 

EHVEEGRASLYKSVVSNSCKE 

MSCYSDFPFPEDYPNYVPNSQF 

LEYLKMYANHFDLLKH1QFKT 

KVCSVTKCSDSAVSGQWEVVT 

MHEEKQESA1FDAVMVCTGFL 

TNPYLPLDSFPGINAFKGQYFHS 

RQYKHPDIFKDKRVLVIGMGNS 

GTDIAVEASHLAEKVFLSTTGG 

GWVISRIFDSGYPWDMVFMTR 

FQNMLRNSLPTP1VTWLMERKI 

NNWLNHANYGLIPEDRTQLKE 

FVLNDELPGR1ITGKVFIRPSIKE 

VKENSVIFNNTSKEEPIDIIVFAT 

GYTFAFPFLDESVVKVEDGQA\ 

SLYKY1FPVAHLQKPTLVAI1GLH/ 

IKPLGLP*LPTGETQVRWAVSG 

S*KVLTRLPPPSVMIEEINARKE 

NKPSWFGLCYCKALQSDY1TYI 

HFT 1 TVITMTT^PMT /PQI U/I I mp 
LJLLi-iL^ 1 i UN 1 IN L,/ r oL W L*L, I JJr 

TSGLWTVFFGP\C\SPYQFRLTG 
P\GKMGKGAQEIALHGPQW\DP 
NISRVHSKVRSCYKEFSIFPFGK 
FFLKVFSFPGFGLWLFFLIFPYK 


21978 


52346 


A 


22106 


262 


969 


EWSSVRRSLVEKRALRRPHPQC 
LCFRMKTI LVSNQT VD1 PE\N VDI 
TLKGRTG I REGPPEGTLR\RDFN\ 
HINWELSLLWKEKKRGSRVDKA 
WWGNQKRNWPTRSD*FVSHV 
QN\MIKGWLHWGFRLQG*GPV 

YA HFPHOPI 1 l^lsjnV^WT WII? 

I A nr my rLL OINAINVJ V o W LMiv 

rvr l wvjciv i lxivrs. V ovj ivrvjL/LL 

VSVSQGPRKDEINPLKG\NDIEL 

VSK/SSAGF*FQQATTS*KTRNI 

RKFLVDGIFCLLEKGLFRQA 


21979 


52347 


B 


22107 


211 


457 




21980 


52348 


A 


22108 


1 


159 


KEAENOCI DI^PGM^CiHROni-? 
DSLEHDELREIFNDLSSSSEDED 
ETQHQDEK*LDISSPGMSGHRQ 
GHDSLEHDELREIFNDLSSSSED 
EDETQHQDEK 


21981 


52349 


C 


22109 


167 


367 





BNSDOCID: <WO 0175067A3JA> 



2837 



WO 01/075067 



PCT/US01/0863! 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


21982 


52350 


A 


22 110 


754 


1950 


VKGKDDAPHELGE/SQF1LRLPP 

\EYASTVRRAVQSGHVNLKDRL 

TVIELHPDGRHGIWRVDRVPLAS 

KLVD\LP\CVMEEPENPLLKKPF 

SKTA1IGQMLVSTVDGDLFPPV 

EEPSCLALDPKASXKKKDKDKE 

KK\F1W\NHGITLPLKNVRKRRF 

RKTAKLKEIYLNLPDV*KKELKR 

\LLEVPDA\EAVSTRWGIICPKV 

ETKG\AENQG\LDISSPGMSG\H 

R\QGH\DSLEHDELREIFNDLSSS 

SEDEDETQHQDEEDINIIDTEED 

LERQLQDKLNESDEQHQENEG 

TNQLVMG1QKQIDNMKGKL\QE 

TQDRAK\RQEDL1M\KVGNLGS 

PRTDFQAVLGMSFNQREDREK 

EQLXSSLQEELESLLREVKKNLM 

FNFQSFRLVQHLGKFFGLLLLL 

GYLRPCSS 


21983 


52351 


B 


22111 


227 


355 




21984 


52352 


A 


221 12 


121 


486 


WGPALCIGGYLASFLASVHLMP 

LR*GEMLSP*GLSFSFRFPGFKE 

VRLVPGRHD1AFVEFDNEVQAG 

AARDALQGFK1TLSPLKVSPPL 

GAFLEPCVSEWSPHSIVPRVCPQ 

TLHLALLGRN 


21985 


52353 


B 


221 13 


8 


165 




21986 


52354 


A 


221 14 


1 


218 




21987 


52355 


A 


22115 


566 


1412 


TLHSM A VPETRPN HTI Y IN\N LN 

EKIKKDELKKSLLRPSFF/SSLG 

QILGYSWGIHGRP*RMEGARPF 

SIFKEVSSGTNALR\SMQGFPFY\ 

DKPMRIPVLPRTRLQDIHLPRIE 

RAPFIGSRDPKAGERGRPKSQG 

DPGPPKEGLCKGGGSHPRGGG 

LSRGPGPGHCPPM^KAPR1\MH 

HMPG\QPPLTAAPLDMIPPPG\L 

APGQIPPGVAMPP\QQLMPGQMP 

P\AQ\PLWRMPP\NH1LF\LTNLP\ 

EETVNELMLSHAFSNQVPPGFICE 

GPVWVPRAGNEHRPSVEV 



2838 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tfnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21988 


52356 


A 


22116 


2 


1 176 


FGELSTFDAVRGPPRRCPPDAD 

PRAPGLALPGR1XVSNSRRTHS 

RESRAPPAPHLLGARAGMAPPQ 

VLAVFGLLLAAATATFAAAQEE 

C VCEN YKALAVNCFCE* INRQC 

Q\CTSVGAQNTVICSKLGCQMF 

W*MKAEMNGSKLGRRAKPEG 

GLQVNNDGLYDPDCDESGLFKA 

KQCNG\TSTC\WCVNTVAGVRRT 

HKDTEVTCSERVRTYWIIIELKH 

KAREKPY\DSKS\LRT* LQKE1TT 

R YTLGSKFLSR VF WY EKN V ITI\ 

DLFQNFFSKKLRNDVDIADVAY 

YFXFKDVkTVriF^T FHX^sK'RrMni T 
i r \t»rvi-/ v ix. \vjiliJ-L<i n \orvivivii^/L, i 

VNGEQLDLDLLIPGQTLAIYNVD 

EKAP*/DFSMQGLK\AGVIAV1V 

VVVITSCCWKLLVLV1SQKGRE 


21989 


52357 


A 


22117 


3 


257 


AKALQWPLGRGGGGTPRGSRP 
PGPH*SERGAVQPRSLPRQAA* 
RVPSGPADGQ*DGHGAADPGS 
RQRCKPWSEAADLHSECYSS 


21990 


52358 


A 


22118 


1467 


1 748 


S F YN C C F I n C PO P <s Wfi P WH R Cl\ 
oLi i ii^v^ijiuviyro vvur vvui\\j\ 

TDV R OH O VfrF F F V Hfi/F C*Ci C 

SQG*RPG**AGSPAP*PGTWTGT 
AQQGPAAVLDPLRV*GGGIERH 
PLHSVGL 


21991 


52359 


B 


22119 


1 


1461 




21992 


52360 


A 


22120 


29 


417 





2839 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


21993 


52361 


A 


22121 


616 


1671 


TATCKPWSMRTTISSSQPQKLT 

NSVKLPPSAKCISVSRIGGFLVS 

LTSRMKLRTLL1CSKLLPSGGV 

RG L AG SG V KLQTFT V S VTA L K 

AACLELFTSPGGFMVLLASEVK 

LQTFSAGDSDCLGQGRRAQRRP 

GPGVSAVGASGQQRAPESNERP 

AEEPTPAPMPSSAPRGPTEPALR 

RPSSADRPLAPGAORAPGAMAS 

PSGSSKATGKPRGRDGRPRREE 

DDVTPEEKRLRLLLEEGSAQPD 

DG E D A PRPG RKETG TQTG G DG 

RGAARAALLAVGGIRAPLPSLG 

VAPGC\PMSKPPRRHPGATPR/P 

GQGGSDAAHGEEGCPCCSSAV 

ATCLGAGLLPXPGRGASSPSSGC 

ALPSSSNSRSLFSSGVTSSSSLLG 

RPSLPRGLPVALELPEGLAMAP 

GALPAPGASGLSAELGRLSAGS 

VGPRGA\G*ASGRAWAPPRAAR 

CSLAPSAGXPRAHRGHAGPWPA 

LSSP/GPGPSSRCPLPRRSAASLL 

KPAR/AINPPGEVN1MSRHAALR 

AVTLTVKVCSFTPEPARPRTPPE 

GRSFEHFRRVRSFILEVSETKNP 

PILDTLIHLALGGSFTLFVNFCG 

WDELIVVLIDQGLHVAV 


21994 


52362 


A 


22122 


892 


1931 


CTWNENQRME1VWEVLFLLQA 

NFIVCISAQQNSPKIHEGWWAY 

KEVVQGXNFVPVPSFWGLVNSA 

WNLCSVGKRQSPVNIETSHM1F 

DPFLTPLRINTGGRKVSGTMYN 

TGRHVSLRLDKEHLVNISGGPM 

TYSHRLEE1RLHFGSEDSQGSEH 

LLNGQAFSGEVQLIHYNHELYT 

NVTEAAKSPNGLVVVSIFIKVS 

DSSNPFLNRMLYNRDTF\TRN*H 

FKNDGIFYYRGL*YRGELLFQG 

TSSFITYDGVDGLFPTPGY/SRT 

ASWIIMNKPV*YNPGCKMHSLR 

LL\SQEPAISRSFLSMSDNFRPV 

QPLNNRCIRTNINFSLQGKDCP 

NNRAQKLQYRVNEWLLK 


21995 


52363 


A 


22123 


17 


417 




21996 


52364 


A 


22124 


63 


449 


CHPALLGPTGHGAWPRHRAPD 

TLRASAGGRDP*GRRSAPA*ER 

QP*PPVYCAGISQYD*TALSSCL 

RRSVRTSTDFRSLLDKSNYSVF 

LCFLQLAGRRYFAMWTRPEFFL 

ARDPRSLSWGLEWRPLSL 


21997 


52365 


B 


22125 


1 


1131 





2840 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21998 


52366 


A 


22126 


359 


548 




21999 


52367 


A 


22127 


755 


1031 


TRGVLEHMALGKGTLKDPSGP 
AP*NHPE\VSHAASTOFAAGPP 
AGRPGHGSGCLALPASSTSI FP 
GLRQDHDLLLQLLWREQEVFH 
DVIQLL 


22000 


52368 


A 


22128 


1 


277 




22001 


52369 


A 


22129 


1 


933 




22002 


52370 


A 


22130 


339 


863 


PSPVPARPVCPSSAPISMRPPCP 
WREAEAADLRPEAPGHRDGED 
VGFLSSGQLSGLCSKRKLQPTR 
AAI TI TPSAVNKIKXHFI KlvJNPF 

iiAL 11,11 jn V IN IX. I IX. Ml 1 L> IN. IN 1 N I C 

HVGVKVGVRTRGCNGLSYTLE 
YTKTKGDSDEEVIQDGVRVFIE 
K\KAQLTLL*TEMDYVEDKLSK 
GVGVMTPNIKGTCGCGESFNI 


22003 


52371 


A 


22131 


16 


419 


QIQHRPWP/SRSYTNVLGRKVV 
YLPSFFTYAKYIVQVDGKIGLF 
RGI SPI MMS1MAI YTATRTFMK 
KDLPPDEI EQ VSNKDDMTTSLN 
KVANDTSYEMMMHCVSRMLP 
HPLHVISM RCMDQIVG REAK YS 
GVLSSIG 


22004 


52372 


A 


22132 


<-> 


441 


RSYTKFVMG1AVSMLTYPFLLV 
GDLMAVNNCGLQAGLPPYSPV 
FKSW1HCWKYF SVOVGA^TGRR 

i i vo vv ii i vv rv i i^o v \vj / V o i vjivrv 

RPFLFFATSFS*NGFVDASLHAK 
GQLFRGSSXCFSAGCHQDHALP 
WSN LNHLKNTVSTWPP WVRPD 
HLGTPARRLQPNNNQM 


22005 


52373 


A 


22133 


1 


1232 


MAGAGAGAGARGGAAAGVEA 

RA RDPPP A H RAHPRH PRPAAQP 

SARRMDGGSGGLGSGDNAPTT 

EALFVALGAGVTALSHPLLYV 

KLL1QVGHEPMPPTLGTNVLGR 

KVLYLPSFFTYAKYIGQRDGVRE 

G L VPRLSPRLMSN ALSTVTRGS 

MKKVFPPDEIEQVSNKDDYEDF 

P*RKLLKETSYEMMMQCVSRM 

LVAHPLHVISMRCMVQFVGREA 

KYSGVLSSIGKIFKEEGLLGFFV 

GLIPHLLGDVVFLWGCNLLAHF 

INAYLVDDSVSDTPGGIGKRPE 

SRFPXFSQALALRSYTKFVMGIA 

VSMLTYPFLLVGDLMAVNNCG 

LQAGVPP\YSPVFKSW1HCWKY 

LSVQGQ\LFRGSS\CFSAGCHQD 

HALPW\SNLNHLKNTV\STWPP 

WV\RPDHLGTTARRFQPNNNQ 



2841 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ir> 

tNO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22006 


52374 


A 


22134 


3 


1156 


PRHPRPAAQPSARRMDGGSGG 

LG SG DN A PTTEA LFVALGAGV 

TALSHPLLYVKLL1QVGHEPMP 

PTLGTNVLGRKVLYLPSFFTYA 

KYIVQVDGKIGLFRGLSPRJLMS 

NALSTVTRGSMKJCVFPPDEIEQ 

VSNKDD M KTSLKK V VKETSYE 

MMMQCVSRMLAHPLHV1SMR 

CMVQFVGREAKYSGVLSS1GKI 

FKEVEGLLGFFVGLM PHLLG\D V 

VFLWG\C\NLLAHF\INAYLVDD 

SFS\QAL\AIRSYT1CFVMGIAVS 

MLTYPFLLVGDLMAVNNCGAA 

SWGSPPYSPVFKSWXIHCWKYL 

SVQGQLFRGSS\CFSAGC\HQDH 

GFALGVN*NHLKNT\VSTWPPW 

VRPDHLGTPARRLQPNKNQMC 

SSPAG\FQFHICHVSV\QMWG 


22007 


52375 


A 


22135 


2 


425 




22008 


52376 


A 


22136 


2 


430 




22009 


52377 


A 


22137 


2 


406 




22010 


52378 


A 


22138 


1 


297 




22011 


52379 


A 


22139 


1 


111 




22012 


52380 


A 


22140 


1 


398 




22013 


52381 


A 


22141 


1 


409 




22014 


52382 


A 


22142 


500 


1234 


GPNCRPPSCSAVEGAWPRPQGA 

GARAAIALSQKLELGGVGLVQ 

VQCPSLAPSSTSS1LFLCLLPHPP 

PHRCLQENTTCLLGVEGVLLLQ 

SPFPLLKTDHSSLPALAPTQSQA 

ALWGFADFGFMFESSPGGNLG 

WEPD1KLTDEMVM1MGGKMEA 

TPFKWFMEMCVRGYLAVRPY 

MDVVVSLVTIMLDTGLPCFRG/ 

QIKFLKHRFSPNMTEREA*NFIM 

KVIQSCFLSNRSRTYNM1QYYQ 

NDIPY 


22015 


52383 


A 


22143 


2 


6378 


SAGPAGPLQVQKLLCMCPVDF 

HGIFQLDERRRDAVIALGIFLIES 

DLQHKDCVGPYLLRLLKGLPK 

VYWVEESTARKGRGALPVAES 

FSFCLVTLLSDVAYRDPSLRDE1 

LEVLLQVLHVLLGMCQALEIQ 

DKEYLCKYAIPCLIGISRAFGRY 

SNMEESLLSKLFPK1PPHSLRVL 

EELEGVRRRSFNDFRSILPSNLL 

TVCQEGTLKRKTSSVSSISQVSP 

ERGMPPPSSPGGSAFHYFEASC 

LPDGTALEPE 



2842 



BNSDOCID: <WO 0175067A3^iA> 



WO 01/075067 



PCT/USO.1/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


22016 


52384 


A 


22144 


3 


398 


IHKAASGVPQQPDAGCPGTGEQ 

QGGQRCGQ*AGP/AQAPC*SRA 

GTR/PTCFFVLTSLRSWYRVDSP 

1 ™ IXvJL/l VJ INI Li V AVJI 1 VJ/ V I lV-'VJOvJV/^-' 

LRKCSSARDRAPDARPGLDLAQ 

GRCCHCNKACLHASETGVGTT 

SVL 


22017 


52385 


A 


22145 


344 


498 




22018 


52386 


A 


22146 


344 


406 


FLADOFDPI DPRAGCR*FTTAP 

RIPSKGPSSTEPLHASTAVPPCQ 

GELGCSRASPASEKI/DLAGRLIS 

PCNSDTVSPGLGGFMTCAQSLI 

SRRPGGPIGPPGWLQGPHLG 


22019 


52387 


A 


22147 


3 


2058 


LSGSGAPPPGVGAQAAAAAEE 

EEREVVRVRVKVRLAVSRPSRR 

GKFRSFAVDPQITSLDVLQHILI 

RAFDLSG*VGRCWGLLGRDRL 

GQEVYLSLLSDWDLSTAFATAS 

KP YLQL R VDIRPS ED SE Y S V PPG 

AISPKDVIGSDVLLAEKRSSLTT 

AALPFTQSILTQVFSGTLGTQQ 

VLSWSYGEDVKPFKPPLSDAEF 

HTYLNHEGQLSRPEELRLRIYH 

GGVEPSLRKVSILSHLLVYPDG 

LTGRERMDYMKRKSREYEQLK 

SEWAQRANPEDLEF1RSTVLKD 

VLRTDRAHPYYAGPEDGPHLR 

ALHDLLTTYAVTHPQVSYCQG 

MSDLASPILAVMDHEGHAFVC 

FCGIMKRLAANFHPDGRAMAT 

KPAHLKLLLRHAXDPDFYQYLQ 

EAGADDLFFCYRWLLLELKREF 

AFDDALRMLEVTWSSLPPDPPE 

HEVELVGPPSQVADTGFGDHR 

GXWPVRQRHMLRPAGGGGSTF 

EDAVDHLATASQGPGGGGRLL 

RQASLDGLQQLRDNMGSRRDP 

L VQLPH PA A LI SSKAGLSEPLLN 

YPDPLLSSFSHPDSPSSSSPPSTQ 

EASPTGDMAVGSPT MOFVGSP 

KDPGKSLPPVPPMGI PPPOFFG 

RGNPFMLFLCLAILLEHRDHIM 

RNGLDYNELAMHFDRLVRKHH 

LGRVLRRARALFADYLQSEVW 


22020 


52388 


A 


22148 


130 


387 




22021 


52389 


A 


22149 


1 


279 





2843 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22022 


52390 


A 


22150 


105 


499 


DMSDTSESGAGLTRFQAEASEK 

DSSSMMQTLLTV/TPEAREAPA 

TQASSTTQLTDTQVLAAENKSL 

A A DTKKQN A DPQ A VTM P ATET 

KKVSHVADTKVNTKAQETEAA 

PSQ A PA DEPEPESAA AQSQENQ 

DTR 


22023 


52391 


A 


22151 ! 


285 


984 


TSLSCYFSRTKDSPKLGLLMVL 

LSIIFMNGNRSSEAVIWEVLRKL 

GLRPGYDWALSALAVRVVLW 

QERTVLGLHQSGGLVERVGCW 

TG* RAQGSDLGG* WVNGPELS 

APSLSVSWASMELPSCAGNLFS 

ILEMPLPTSGKCHSLE*IYLFIYF 

SFSSLRIHHSLFGDVKKLITDEF 

VKQKYLDYARVPNSNPPEYEFF 

WGLRSYYETSKMKVLKFGCKV 

QK\KDPKEWAAQYRE 


22024 


52392 


A 


22152 


259 


578 




22025 


52393 


A 


22153 


296 


2242 


NMSDTSESG\AGLTRFQA\EASE 

KDSSSMMQTLLTVTQNVEVPE 

TPKASKALXEVSEDVKVSKASG 

VSKATEVSKTPEAREAPATQAS 

SYLLSLTD\TQVLAA\ENKSLAA 

*HQGNRMVDPQAC*QLPAT\ET 

KKVSHVADYGRFNYKGFRRLR 

LAPSXQAPADEPEPESAAAQFSG 

RFRVFGPKVKAKKARKVKHLD 

GE1CDGSSDQSQASGTTGG\RRV 

SKALMASMARRASRGP1AFWA 

RRASRTRLAAXWARRAFALPLEl 

TLKPRRAKGLRR\RVAKFQ\SSQ 

EPEAPPPRG\LALLQGRAN\DLV 

KYLLAKDQTK1PIKRSDMLKDI! 

KEYTDVYPEII\ERAGYSLE\KVF 

GIQLKEIDKNDHLY1LLSTLEPT 

DAGILGTTKDSPKLGLLMVLLS 

1IF\MNGNRS\SEAVIWE\VLRKL\ 

GLRP\GIHHS\LLGDVK\KLITDE 

FWKQKYLGLCQKVPNSNPPXEY 

EFLLGACALY**EPAKMKSPQS 

FACK/VYQKEGSPRNWGSSVPP 

REG KG RM EADFEGCKLRLTLE 

AKA KG PRL E A PNGPLG LGSG E 

MLAGP\CNWDEA\DIGNPWAK 

A RJ PRREQKLKAKAPKRSGSA\S 

TGA\STSTANNSASVASA\STSGGF 

\SAAASL\TATLHIWGSSAGLWL 

ELGCQHQSARSGAC\GVSYK 



2844 

BNSDOCID: <WO 0175067A3JA> 



WO 0.1/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22026 


52394 


A 


22154 


1 


487 


EFRQPSFRRSIWP/YFLLTQA/VR 
TGNPAKFNQVLDQFGEKFQAD 
GTYTLIIRLRHNVIKTGVRMISL 
SVsRKI AD1AOKT HI n<?PPnAP 

I 1 V AlVrtl IVJL/VJ V 1 C/A O i in n C> FvVJ I V 

QS K E M I D I YSTREPQL AFH QEG 

KDSSVYSFREWGTRTGMSWLV 

CFLKLRL 


22027 


52395 


A 


22155 


2 


429 




22028 


52396 


A 


22156 


1 


328 


GV/RSGSEGLLEEQKPGQGKPS 
GYPWASEGSVSTLPTPSLLPLPG 
V RM I SLS YSRISLADI AQKJLQLD 
SPED A DFI V AK VGLVQEPQ 


22029 


52397 


A 


22157 


138 


2206 


AVTPGAMKQEGSARRRGADK 

AKPPPGGGEQEPPVPAPAPQDVE 

MKEEAATGGGSTGEADGMCTA 

AAAA * SNFPAKSWDYSHL WKD 

IKEHRETS*RKAVSGKEPRFVLR 

ALRMLPSTSRRLNHYVLYKAV/ 

QGAFFTSNNATARDFLLPFLERA 

HGTQEADLLFRPRTGKAAGTVP 

LLPEVEAYLQLLVVIFMMNSKR 

YKEAQK1SDDLMQKISTQNRRA 

L\D L V\ A A KC Y Y YHARVYEFLXD 

KL\DVVRISLHG\RLRTATLRHD 

ADGQAT\LLNLLLRNYL\HYKL 

VPTSLRSLVSKSVFP/EEQAQQP 

NEWGQVTSYLHQGRIKAIQYLE 

YSEARRTMTNALRKAPXQHTAV 

GFKQTVHKLLI V VELLLG EI PDR 

LQFRQPSLKRSLMPYFLLTQAV 

RTGN\LPRFTQVLDQFGEKFQA 

DGTYTL1IRLRHNVIKTGVRMIS 

LSYSRI\SLADIAQKL\QLDSPE\D 

AEFI\VAKAIR\DGVIEASIN\HEK 

AYVQXSKEMIDIYSTVRDPQLAL 

HXQRISFCLDIHNMVWSRPMRV 

PSPKSYKQGSWSLQRNGRERR 

NKQDLE\FPKEMA\EDDDDSFPL 

KLGGWGGVRGKWGTRQLCPP 

WGYPLPOGTCPPF^PHTAHMI 

AFRGRGWGCWEPATPDLPPGL 

LPSRVTLLVQPGRRVGRQPPRG 

RVLASSVADRRGRISLCTPFRE 

WGTRT WD V YG LLCFLK LRL 


22030 


52398 


A 


22158 


86 


348 





BNSDOCID: <WO 0175067A3_IA> 



2845 



WO 01/075067 



PCT/USO 1/08631 



SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22031 


52399 


A 


22159 


3 


356 


LPLSMDVRAPPAVMAAVDQAL 

KEFGRIDILINCSSSSCGLPFCRX 

AAGNFLCPAGALSFNAFKTVM 

DIDTSGTFNVSRVLYEKFFRDH 

GGVIINITATLGNRGQALQVHA 

G\SAKAAVD 


22032 


52400 


A 


22160 


3 


255 


GPWSCHAGA'GPGATQVSEDQ 
GLREPHGSRDLCSLG*KH*GAPI 
CAWPMSWDGPPAAHKVRPSVS 
APPVCINTLCYNLASAFS 


22033 


52401 


A 


22161 


3 


360 




22034 


52402 


A 


22162 


240 


1356 


AGNPSGIPGTRVHRGQRGGFAS 

TWSG RG AG STPLQNSPPRQPHR 

EKEFLRQVLEGGSHTGVFRPSA 

ARLVPNPHSLVSPDLL*LVSRA 

TVPHIFLAARKLAGATGRRCLPL 

SMDVRAPPAVMAAVDQALKEF 

GRJDILINCESVLSEVGGFSQAP 

AAPAVSHSAGAAGNFLCPAGA 

LSFNAFKTVMDIDTSGTFNVSR 

VLYEKFFRDHGGVIVN1TATLG 

NRGQALQVHAGSAKAAVDAM 

TRHLAVEWGPQNIRVNSLAPGP 

1SGTEGLRRLDASQGMSWGRG 

EGAGSWGSRGLSLLLPSVGGPQ 

ASLSTKVTASPLQRLGNKTEIA 

HSVLYLASPLASYVTGAVLVA 

DGGAWLTFPNGVKGLPDFASF 


22035 


52403 


B 


22163 


214 


1647 





2846 

BNSDOCID: <WO O175067A3_IA> 



WO 01/075067 



PCT/US01/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22036 


52404 


A 


22164 


1765 


1910 


LSHPHSRTPPNRTPRRTRIPQRP 

AVMYSPLCLTQDEFHPFIEALLP 

HVRAFAYTWFNLRARKRKYFK 

KHEKRMSKEEERAVKDELLSE 

KPEVKQKWASRLLAKLRKDIR 

PEYREDFVLTVTGKKPPCCVLS 

NPDQKG KM RRI DCLRQ A DK V 

WRLDLVMVILFKG1P\LESTDGE 

RLVKSPQCSNPGLCVQPHHIGV 

SVKELDLYLVAYFVHAGRISSQS 

ESPNSQVPSDADIKDQPENGTFGA 

SRDSFVnSGVF\SVT*A*LRVSQ 

TPI\AAG\TGPNFSLSDLESSSYY 

SMSPGAMRRSLPSTSSTSSTKRL 

KSVEDEMDSPG\EEPFYTGQAR 

SPGKWTVSPSGLSVSWSQGMPS 

PTTLKKSEKSGFQQPLPFHRPPS 

LGNGFHTAFTDLFIYQGPQSKF 

H I ATPSI1AHFPRHSPFFQQPGP Y 

FSH PA [R YHPQETLKEF VQL VCP 

T PTPMI PPPPPPPMA PPVPI PVP 

DTKPPTTSTEGGAASPTSPTTRS 
/PGRTRPQQPFL/SYGPP*PHFLR 
AGIHHL 


22037 


52405 


A 


22165 


63 


250 




22038 


52406 


A 


22166 


1 


817 


SRJLGHPRKDMDDDTKATL1SY 

MSLSFRHGYCFSEDPCVHTELG 

IQSGRGGRGDPDPPGNALE*LA 

HLGP/SSHLGP*AQDGLVDAAG 

RASPLAGTEGAGRFSHLQPI/GP 

RGPPE*GAAGERFPSGVAG/GPR 

GAHGLPCPEQLQLQPPPPS'MP 

KTGSTFVAHFPSPLAQGHSPPG 

GGAGWCSGCSPDRPPLLGVGS 

HGELLNPNSPAYEVGAG/RPAT 

GSSGTRAGPPSPSHSAPGRTPSV 

SLCD/RHQCLRASPTGSIGSLPA 

HWREGLAGPLMD 



2847 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U S0 1/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22039 


52407 


A 


22167 


240 


1790 


TAKNSYLESCPLHMENSIHQWP 

RQPFPPVRRQGADAACGAGSQ 

ALVPSHSDTDGVLPGAEWLGD 

GGPARVP/GAAGGRG PAPTS* A 

GP*LSL*APLCF\SGLSGNGKQL 

LGAAGRSSSHAQMHELHPAQ* 

HE*ATDHTGGQGPP/G*KQQNG 

PP/GPDNDLPAPESTPPTWNEDF 

LPDAIPLAHPVPRQRRPTGPAGP 

PGQTGPPGPAGPPGSKGDRGQT 

GEKGPAGPPGLLGPPGPRGLPG 

EMGRPGPPGPPGPAGNPGPSPN 

SPQGALYSLQPPTDKDNGVTQG 

WPLPSWTQCW/SGVPGPRGPPG 

PPGPPGPRGPPGPPGTPGSQGLA 

GERGTVGPSG/AGGAAAERGPE 

DPGRASPHPGAHDWDPRSPGLP 

RGRFWPGCCPESQPQDEEGWH 

PTRWGPCCPAWARPWTEERG/S 

RPAAGS/RGVSDISETPGRPIYPD 

DKSQSAVSVLCARSRLRAQLRP 

GAEQMNDCKGITGTRQDIHAV 

SFASEHNIQNWVSKHLQLSPPV 

TPATQAPLKVRVPQASTLVL 


22040 


52408 


A 


22168 


104 


271 


PSCTN P YGG G RRCDS V VPNQCF 
TKHMQSRLLG*GEKALEGGGG 
RGVKSLVTKRDF 


22041 


52409 


A 


22169 


494 


1074 


KGTTLCQKH WGGGYLH WG\HF 

EMMRLTINNRSMDPKNMFAIWR 

VPSPFQ\PITRKSVGHRM\GGGK\ 

GAI*HYLTP\VKAGRLV\VEMG 

GRCEFARSAKVSLTQVALRSCP 

FA S KRL* ACG TPREG CEQDQ E E 

RERQQPRTP WTI * A E* PT AQHG 

WAYGKVPEPHMTLTPQGEILG 

ARFYMPKTCVVSVGDILYIGY 


22042 


52410 


A 


22170 


61 


329 


NQRSGKKSQPW*STITPPSLIWL 
SNSSTTLSSSKMGQSYSSS*PSY 
NCSVSRMFGSNMVPAATASGA 
SLTCPLLWLSMTHFRRKVGGW 

A ! 


22043 


52411 


A 


22171 


21 


444 


STAQSISRSDLHYFLALLVYYW 

AADARFLPGRIPWLIHKELEKS 

HTEYCLVGSSQYTPLVQVFRSN 

TLVSVLSTKTI*NQRSGKKSQP 

W*STITPPSLIWLSNSSTTLSSSK 

MGQSYSSS*PSYNCSSRAKSPTL 

TVFQS 



2848 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22044 


52412 


A 


22172 


163 


1056 


LEKSDHRISWSPGKTA\SPKSMP 

ERWHR* WAQILKD\MGIT\EYEP 

R\VIN\QMLEF\AF\RYVTTIL\DD 

AKIYSSHA K\KATVD\ADD VP1G 

QSRC\RAGSSLFTSPPPKRF/LLL 

RYLARQKKSNPFCPLIKPY\SGP 

RLPPDRYC\LTAP\NYRLKSFTE 

KGHSTSAGKELTVPVRLSVGFRL 

LSRTKVLPTLGAHPTPQXTMSVF 

Nl K *fiTPH V P^PHOR FT^TR PPT 

0\V^/iJ\r r\ V ivoryrrVJlNboyrylN V 

L\INPIH*IGSQKHSYYPLNMMS 
S\QNTA\NESSNALKRKREDDD 
DGVDDDDDDYDNL 


22045 


52413 


A 


22173 


215 


344 




22046 


52414 


A 


22174 


302 


1330 


ACEQKRGGEGGNKNRERRKGE 

KLAG RRQGTRQPCSRCMRRTKQ 

VEKNDDDQKIEQDGIKPEDKA 

HKAATKIQASFRGHITRKKLKG 

EKK DD VQ A\A E AE ANNKKDE AP 

/VFADGVEKKGEGXTTTARSSPQ 

PLAPKP\DEPGKAGETS\SEEKM 

GEG*LLAT£QGSPPRLLAS\SEE 

KAGSAETESATKASTDNSPSSK 

AE DA P AKAEEPKQ A D V PA/A FG 

VFPNPLGALLLAATTPAAEDAA 

AKATAQPPTETGESSQAEENIE 

AVDEXTKPKESARQDEGKEEEP 

EAVDQEHAWNSGEMGFPHPHPP 

GCLACLSLPSSQLHSEVPSCPAH 

VCESVLSHPLALFLSVWANI 



2849 

BNSOOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22047 


52415 


A 


22175 


2 


1577 


HGFRLPHPQPALRRLLDQRRPK 

TEDRCGHWDQILDLSIIKHLFS 

MSFIPVAEDSDFPIHNLPYGVFS 

TRGDPRPRJGVA1GDQILDLSIIK 

HLFTGPVLSKHQDVFNQPTLNS 

FMSXLGHAAWKEARVFLQNLL/ 

SL*SQARLRDDTELRKCAFISQA 

SATMH LPATIGDYTDFYSSRQH 

ATNVGIMFRDKENALMPNWLH 

LPVGXYHGRASSVVVSGTPIRRP 

MGQMKPDDSKPPVYGACKLLD 

MELEMAFFVGPGNRLGEPIPISK 

AHEHIFGMVLMNDWSARDIQK 

WEYVPLGPFLGEEFWGPLSLP 

WGGCPWDAL\MPF\AVPNPKAV 

PQAPCRYLCHDEPYTFDINLSV 

N\LKG\EGM\SQAATVICKVQILK 

YMYWT\MLQQAHSPTLSNGC\N 

LRPGGPPGLSGTHQAGPEP/EKN 

FGSMVE\LSWKGTKPI\DLG\MG 

QTVRKFLLDXGDEVIITAMATRD 

FKWYC\QGDG\YRIGFGQ\CAGK 

VLPALLPIMRFSLLFWKQRAQS 

TPFQPCDWGSSPRAVGLVPPFQ 


22048 


52416 


A 


22176 


3 


623 


DSRNSSILPRRGALLKVNQELA 

GYTGGDVSFIKEDFELQLNKQL 

IFDSVFSASFWGGMLVPIGDKP 

SS1ADRFYLGGPTSIRGFSMHSI 

GPQSEGDYLGGEAYWAGGLHL 

YTPLPFRPGQGGFGELFRTHFFL 

NAGNLCNLNYGEGPKAHYIVK 

LAECIRWSYGAGIVXLRLGNIAR 

LVELNYCVPMGVQTGDRICDGV 

QFGAGIRFL 



BNSDOCID: <WO 0175067A3_IA> 



2850 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


22049 


52417 


A 


22177 


352 


2397 


GPMSEGIASQGARRRRGIMGLR 

GLWASRADGRRG ETEPEAKQEI 

LENKDVSFLLKVLIELLVETFTS 

1HH*GDDVFKAKNL1EVGVVST 

WCAFPVSSEELVNVPM*NIDTC 

QGTYCGVVSL*FPFCPSEKSCFY 

GQNNTMVGNNEGSMVCYRLF 

TFLYWNLELGTFTL*LHSKETS 

YGLSFFKPRPGNFERK* EAQQ1 1 

EYTGLIEKLK*VAYL*KSAEYS 

VS\AFQSFPLGLGENRVAFSL1P 

KGSYLIQ*VSNGCWHLHCQPLL 

WGSYHR1LAELRVLIESTWPFE 

G*LCNGTSQAFSCGPCTPSRSSA 

RHGHSVCGQLLVADVPGVKG 

MLGENNHLFLK Y * SMNG * F A/L 

YFPLDLFSCFL*ESFPLTAPSLEG 

SRLTLETMYLLCQGGFGELFRT 

HFFLNAGNLCNLNYGKTCAIQE 

TIVVQLFSCLKAQYTKIRLGNIA 

RLELN YC V PMG VQTG DR Y VLG 

IIFHNH1PLSSNFILFWTWFASGD 

TAGAARLLRLPTDDRAFRDGG 

GCSHNRQLPFPSTPLLFSTQSPS 

WKGCSHAGCM H VCLG AQLPG 

LGAQLGHGSESQVERLLACGG 

RWGARRQGCCWHDLPKAPHA 

GCFLAGEKKVGDDOEPCTKTA 

A VREGES VGCTAEGGCLG LSG 

GCQGWLAPGLVELRSAAARQE 

GSR RRRKRRRHLLR VHPQK V V 


22050 


52418 j 


A 


22178 


1 


1017 




22051 


52419 j 


A 


22179 


1 


435 




22052 


52420 


A 


22180 


1 


1353 




22053 


52421 


A 


22181 


1 


834 




22054 


52422 


A 


22182 


2 


2675 





2851 

BNSDOCID: <WO__017S067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


22055 


52423 | 


A 


22183 


72 


1339 


AMRGANAWAPLCLLLAAATQ 

LSRQQSPERP VFTCGG I LTG ESG 

FIGSEGFPGVWVPPESKCTWKIT 

VPEGKVVVLNFRFIDLESDNLC 

RYDFVDVYNGHANGQRIGRFC 

GTFRPGALVSSGNKMMVQMIS 

DANTAGNGFMAM FSAAEPN ER 

GDQYCGGLLDRPSGSFKTPNXW 

PDR\DYPAGVTCVWH1VAPKNQ 

LI ELKFEKFDVERDN YCRYDY V 

AVFNGGEVNDARRIGKYCGDS 

PPAPIVSERNELLIQFLSDLSLTA 

DGFIGHYIFRPKKL\PTT\TEQPV\ 

TTTFPVTTGLKPTVALCQQKCR 

RTGTLEGN YCSSDFWLAGT V IT 

TITRDGSLHATVSIINIYKEGNL 

AIQQAGKNMSARLTVVCKQCP 

LLRXRGLNYIIMGPSRVKDGAR 

QNSWPNSFIMMFQTARNQKLLG 

CP*KISQC 


22056 


52424 


A 


22184 


49 


170 


HTVGDGRLLRRP*REFGASFL* 
CFLEARFGLKNWGHCWRH 


22057 


52425 


B 


22185 


597 


651 




22058 


52426 


A 


22186 




791 




22059 


52427 


A 


22187 


2 


943 


TG AC A EPRVG LLFRL KG RCRG 

GRNMELGSCLAYGFREAAEEEG 

EPEVKJCRRLLCVEFASVASCDA 

A VVAQCFL AEND WEMER A LN S 

YFEPPAEESVALERRPETISEPKT 

YVDLTNEETTDSTTSKISPSEDT 

QQENG\SMFSL\ITWEYLMGL\D 

LKQSVQRRARGVCSYLAL*VLS 

LLFNSNVSYVYTERMNQLKMV 

LKKMQEAPESATVIFAGDTNLR 

DREVSDKVSLMFEDRLLLWRLI 

♦VPFCQYTWDTQMNSNLG1TA 

ACKLRFDR1FFRAAAEEGHIIPR 

SLDLLGLEKLDCGRFPSDHWGL 

LCNLDIIL 


22060 


52428 


A 


22188 


277 


534 





BNSDOCID: <WO 0175067A3JA> 



2852 



WO 01/075067 



PCT/USOI/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22061 


52429 


A 


22189 


29 


1305 


VGVVLRVECPLCPGPAPMSVPA 

FIDI\SEEDQAAELRAYLKSKGA\ 

E1SEENSEGGLHVDLAQIIEACD 

VCLKEDDKDWESVMNSVGIPY 

SW1L\EPDKQ\EAFDLKALCEKA 

GSKFPRR*TAPSLETCSFLSNLF 

H\GMG*GILPVKIHSVICSL\IKV\ 

AASCGVAIQYHPQLEPGIKFRK 

WDFLNWN\LTTGKKSTPLLKTT 

FMKALVEXCKKSDAASKGMWE 

LLGSYP\EGNASQ\ARVDAHR\C 

IV\RALKDPN\AFLFDVHLLTALKP 

VKFFGKASLFHCSFLTKFWSA* 

MGHHMSRFYPD* LRTFH * IPLG 

PVTMDPGIWPKMRLLF/TFMGN 

GO*KNKFISF*POCOOFPSRI GA 

D\DVESHLVIDA\VRN*KWVYC 

QN WSRPRRK V V V SHSTHRVTFG 

K\QQWQTTVLTHLNAW\KQNL 

NKAVKNSLLSLF 


22062 


52430 


A 


22190 


194 


413 




22063 


52431 


A 


22191 


3 




FVKFOWVI <sl Ci*SF<sI PfcT^Fn 

RCGAGGAVHWSTALFLLGAAS 
ASSYHQRPG 


22064 


52432 


A 


22192 


268 


473 




22065 


52433 


C 


22193 


93 


500 




22066 


52434 


A 


22194 


2 


398 


FFLRRSLALSPRPDCGLQWRNL 

GSI OAPT PHFTPFSn ST P<s<sWn 

YRRPPPRPANFLYF* *RRGFTLL 

ARMVSIS*PHDPPASASQSAGIT 

nVSHR ARPFTYNFPSFTTIS9I PV 
\j v onivrtivrci i iirvornioOLr v 

EPEARKMTKNSDIGEIW 


22067 


52435 


A 


22195 


972 


2180 


PRHCCASASSAPAPSRPASSSSP 
PAACPW*GSLLGPAATPATWR 
R 


22068 


52436 


A 


22196 


2271 


3074 


RDPSTPTVVRSLGVPLLSRRRFK 

MAPSVAATKLAERNETMVQTC 

WTETQSSSDGSTPRRVRISLAL 

WRPSLFFSMADTSLVLNFPRVS 

SSGVIRPSNKRPSLAILTRISRTS 

SPKYMPLTIFSNSCFPGLRDPRSI 

SLSNSVRMSSNDPSSPKAPHS/G 

IDTHPPLVSFHQINVPQFLHVAS 

IGASADDQADFTVLVV1ATGHH 

GAHCVIHHSYDVGIIVPSLFDGF 

VKQFDH ICSFHSARFKSLCPGD 

QDGL1YFGLLARKRKRESHR 



2853 

BNSDOC1D: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ED NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22069 


52437 


A 


22197 


1956 


2747 


FAFSPK*HSCLRCPCI*FSSGLLH 

EVL*LLPLCWP*THGWDPGSR£ 

ANKSPKLHAIRCVWVLEEENL 

WLSSNSQSLQTVKN*ESH1N*SC 

RSNLI/HH*FWNQVK*K*LLNIS 

GNCFFFLRWSL/DSVAQAGVY 

WRDLGSLQPPPPGFKLRFSCLSLP 

SSWDYWHLPPCLAKLFC1FSRJDG 

/GFTIWARLVLNS*SCDLPASGS 

QSAGITGVSHHTWXLQVTYFLK 

EM RSCYFSQVG WPQTPGLKQC 

SHLKLLSSWDYRHMSPHLAISG 


22070 


52438 


C 


22198 


85 


228 




22071 


52439 


A 


22199 


2 


434 




22072 


52440 


A 


22200 


1 


1356 




22073 


52441 


A 


22201 


146 


1909 j 


ILHSLE1SALLSLMMLTIGDV1K 

QLIEAHEQGKDIDLNKVKTKTA 

AKYGLSAQPRLVDIIAXSVPPQY 

RKVLMP1CLKAEPIK\TA\SGIVV 

VAVMCKPHRCPHISFTGNICVY 

CP/GVGPDSDFEYSTQSYTG\YE 

PTSMRS/1FRARYDPFLQTKDRI 

EQ*RQLGHSVDKVEFiVMGGTF 

MA LPEE YRD Y F 1 RN LH D A LSG H 

TSNNIYEAVKYSERSLTKCIGITI 

ETRPDYCMKRHLSDMLTYGCT 

RLEIGVQSVYEDVARDTNRGH 

TVKAVCESFHLAKDSGFKVVA 

H MMPDLPN VGLERDIEQ\FTEFF 

EN PA F\RPDGLK\I YPTLVIRGTG 

LYELWKS\GRYKSYFS**PGLN 

WVARFLALVPPWTRVYRVQRD 

IPMPLVSSGVEHGNLRELALAR 

NEDLRIQCRDVRTREVG1QE1H 

HKVRPYQVELVRRDYVANGG 

WETFLSYEDPDQDIL\IGLLR\LR 

KCSEETFRFELGGGVSIVRELH 

VYGSVVPVSSRDPTKFQHQGFG 

MLL\MEEAERIS* RRNMGLGKf 

AV1SGVGTR\NYY\GK1GYRLPR 

PRTMVKMLEIMGHTQSHSFCSI 

LPWHEHRRIRISLNTQQRGL 


22074 


52442 


A 


22202 


1 


457 




22075 


52443 


A 


22203 


2 


297 


CVMYRDYPLELFMAQCY/GNIS 
DLGKGRQMPVHYG/CKERHFV 
TI SS PL ATQ/I PQ A A RG PG YG IM/ 
SIRVDGNDVFAVYNATK/EARR 
RAVAENQPFLIEARPT 



2854 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0^/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide ' 
deletion, \=possible nucleotide insertion) 


22076 


52444 


A 


22204 


*> 


1446 


DWLLAKMAEAIAAARWWRLN 

RGLSHAALLLLRQLGGSGD*AR 

SHPPRQQQQCSALDDKP\QFPG 

ASAGVIDKLEF1Q\PNVISGIPIYR 

VMXDPQGQIHQPQARDPHLAEG 

ERWLKL\YKS\MTLL* H PWDR1L 

**VFSGQGRJLLLT*TNYWLRR 

GTHVG\SARRLGQTRTLVFGQY 

REVAGVLMYRDYPLELFMAQC 

YGNISDLGKGRQMPVNYGXCKE 

RHFVTISSPIAATQDPSGRWGAA 

YAATGGANANRVR/V1CYFRAR 

GAAS*GGDAHA\GF\NFRCHNL 

SCPIIFFCRNNGYAISTPTSEQYR 

GDGIAARGPGXYGIMSIRVDGN 

DVFAVYNATKEARRRAVAENQ 

PFSHQAHDSRVQAPSP\SDAS*T 

YRSVDEVNWWENKGPPILPGF 

f.uvi PQo\ri\A/\A/r»pprkrMc r a \x/t? 

VJii I Lroy\u W W Ui^c.\^K^r^J\ W IV 

KQSRRK D PG P VQPS\ VM E A FEQ 
AERK\PKPNP\NLL\FSDVYQNM 
PAPVRQPPESXLARHFKTYGNH 
YPWDHFDK 


22077 


52445 


A 


22205 


2 


292 





2855 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence ! 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22078 


52446 


A 


22206 


1 


1894 


QSLADLLQSQPSITLTSQIWPSP 

A*GFWSWGNLSVTTPSK\PATP 

TRTIAATPIQTLPQSQTAPKRJD 

TPSLEEPSDLEELEQF A KTFKQR 

RIILGFT\QGDAGLAMVKLYGN 

DFSPTTIFRFEALNLSFKNMCKL 

KPLLEKWLNDAENLSSDSSLSS 

PSALNSPGIEGLSRRRKKRTSIE 

TNIRVALEKSFLENQKPTSEEIT 

MIADQLNMEKEV1RVWFCNRR 

QKEKRINPPSSGGTSSSPIKAIFP 

SPTS L V ATTPSL VTSS A ATTLT V 

SPVLPLTSAAVTNLSVTASTSEA 

SSASETSTTQTTSTPLSSPLGTSQ 

VMVTASGLQTAAAAALQGAA 

QLPANASLA AM AAAAG LNPSL 

M APSQFA AGG ALLSLN PGTLSG 

ALSPALMSNSTLATIQALASGG 

SLPITSLDATGNLVFANAGGAP 

MIVTAPLFLNPQNLSLLTSNPPG 

GFTIEISNNNSTMVMTGMRIQIG 

TQAI ERAPSYIEIFGRTMQLNLS 

RSRWFDFPFTREEALQADKKLN 

LFTVRKFQNIRHTLFKCENKNT 

FQQCLLLEQDSSCGTGFCSMTT 

YPVMLLSSEQPVQSLSVRQCVI 

LLDAAAVISGGMGAVCLLLTH 

LCPLCYAGLLSEITDPESFVKDL 

LYSVP 



BNSDOCID: <WO 0175067 A3_IA> 



2856 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


22079 


52447 


A 


22207 


1 


2417 


MRVRTSSLPSTMLRVQNYARA 

1CAGPEYAFVDSTECSPQWMVS 

PLKRGTQTNGLDFQKQPVPVG 

GA1STAQAQAFLGHLHQVQLA 

GTSLQAAAQSLNVQSKSNEESG 

DSQQPSQPSQQPSVQAAIPQTQ 

LMLAGGQITGLTLTPAQQQLLL 

QQAQAQAQLLAAAVQQHSAS 

QQHSAAGATISASAATPMTQ1P 

LSQPIQIAQDLQQLQQLQQQNL 

NLQQFVLVHPTTNLQPA\QFIIS 

QTPQGQQGLLQA\QNLLTQLPR 

QSQANLLQSQPRJ\TLTSQPATP 

TCTIAATPIQTLPQSQSTPKRJDT 

PSLEEPVSDLEELEQFAKTFKQR 

RI KLGFTQG D VG LAMG KL YGN 

DFSQTTISRFEALNLSFKNMCK 

LKPLLEKWLNDAENLSSDSSLS 

SPSALNSPGIEGLSRRRKKRTSI 

EA\NIRVALEKSFLEN\QKPTSEE 

ITMIADQLNMEKGVIRVWFCN 

RRQKEKJUNPPSSGGYTSSSPIKA 

IFPSPTSLVATTPSPVTSSATTTL 

TVSPVLPLTSAAVTNLSVTGTS 

DTTSNNTATVISTAPPASSAVTS 

PSLSPSPSASASTSEASSASEVTS 

TTQVTTSTPLSSPLGTSQVMVTA 

SGLQTA/AQLLPFKGAAQLPAN\ 

ASLAVAMAAAAGLNPSLMAPS 

QFAAGGALLSLNPGTLSGALSP 

ALMSK\STLA\TIQTLASGGSLS 

K*TSLECKLGTLVICPMREEPPD 


22080 


52448 


A 


22208 


3 


114 




22081 


52449 


A 


22209 


1 


505 


NLGVDLLPGYQDPYSGRTLTK 
GEVGCFLSHYSIWEEVVARGLA 
RVL VFEDDVRFESNFRG RLERL 
MFDVFAFKI *>W\YSYWTI AVA 
LRLAGARKLLASQPLRRMLPV 
DEFLPIMFDQHPNEQYKAHFWP 
RDLVAFSAQPLLAAPTHYAGD 
AEWLSDTETSSPWDDDSGR 


22082 


52450 


A 


22210 


3 


626 


RAARAAPLLHLLLLLGPWLEA 

AG V A ESPLPAE VL AIL ARNAEH 

SLPHYLGALERLDYPRARMAL 

WCATDHNVDNTTEMLQEWLA 

AEGDDYAAVVWRPEGEPRFYP 

DEEGPKHWTKERHQFLMELKQ 

EALTFARNWGADYI/LGATLGL 

WQDHSVNSLGGCSPGRAGACD 

VPSSKFADTDNILTNNQTLRJLL 

MGQGLPVVAPMLDSQTNV 
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BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22083 


52451 


A 


2221 ! 


1 


2004 


MRAARAAPLLQLLLLLGPWLE 

AAGVAESPLPAVVLAILARNAE 

HSLPHYLGALERLDYPRARMA 

LCLQGPAQPQWDLWLAGFEEE 

QTGTSEVHWGPTWQGSTTLEA 

SGH RC ATDHN VDNTTEM LQE 

WLAAVGDDYAAAVWRPEGEP 

RFYPDEEGPKHWTKERHQFLM 

ELKQEALTFARNWGADYILFA 

DTDN1LTNNQTLRJLLMGQGLPE 

VAPMLDSQTYYSNFWCG1TPQ 

G Y Y RRTAE YFPTKNRQRRGCL 

RVPMVHSTFLASLRVAEGADQL 

AFYPPHPNYTWPFDD1IVFAYA 

CQAAGVSVHVCNEHRYGYMN 

VPVKSHQG\LEDERVNFIH\LILE 

ALVDGPRMQASAHVTRPSNKRP 

SKIGF\DEVFV1SLG\RRPDRRER 

MLASLWEMEISGRVVDAVDG 

WMLQQQVPFRNLRP*DLLPGL/ 

YKDPYFG PHS*PRAEVGLLSSD 

HYSIWXEEVVSQGAWPRWLVV 

*RNDVAPLRTNFQGGGLERJL\M 

EXDVEGKRNLSWEKPPFRILPLG 

R\KQ V EPL R RETAA V EG LPG\L V 

VAG*LPNW\TLA\YALRLAGGP 

ASLLALQPFAPHCCPVERJSLPI 

HCFDQ\HPNEASTKAHFWPRD\ 

LVAFSAQ\PLLAAPTHYAG\DAE 

W1LLSRRHHSPWDDDSGRLISW 

SGSQKTLRSPRLDLTGSSGHSL 


22084 


52452 


A 


22212 


1 


468 


ELSHNAKJVKVMVASHNEDT/V 

LFALRRMEELGLHPADHQVYF 

GQLLGMCDQI\SFPLGQAGYPIL 

TQIHLFSPHTCRAAGGEVRCLP 

ALPRVWALRCGPNLIPAWDSH 

WICLLGTLLELCAQGPHLCDPH 

VLGPRGLSTFCQGQPTQPEPLG 

EQWPGWG 


22085 


52453 


A 


22213 


1 


1893 





BNSDOCID: <WO 0175067A3JA> 



2858 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno\vn, 
*=Stop codon, /=p«ssible nucleotide 
deletion, ^possible nucleotide insertion) 


22086 


52454 


A 


22214 


390 


2005 


INRDVETACTYILRNTEDVMLE 

FVMREWKJKLSRKLLGQRLFNKL 

MKMTFYGHFVAGEDQESIQPL 

LRHYRAFGVSAILDYGVEEDLS 

PEE AEHKEM ESCSS A A E RDGSG 

TNKRDKQYQAHRAFGDRRNG 

VISARTYFYANEAKCDSHMETF 

LRCIEASGRVSDDGFIAIKLTAL 

GRPQFLLQFSEVLAKWRCFFHQ 

MAVEQGQAGLAAMDTKLEVA 

VLQESV AKLG I ASRAE1 ED WFT 

AETLGVSGTMDLLDWSSLIDSR 

TKLSKHF/V*VPNAQTGQLEPLL 

SRFTEEEELQMTRMLQRMDVL 

AKKATEMGVRLMVDAEQTYF 

QPAISRLTLEMQRKFNVEKPLIF 

NTYQCYLKDAHDNV\TLD\VDL 

SPREGWCFGAKPVRGAYLAQE 

RACAAEIGYEDPINPMYEATNT 

MYHRCLDYVLEELKHNAKAK 

VMVASHNEDTVRFALRRMEEL 

GLHPADHQVYFGQLLGMCDQI 

SFPLG\QAGYPVYKYVPYGPVM 

EVLPYLS\RRALE\NSSLMKGTH 

\RER\QLLWLELLRRLRTGNLFH 


22087 


52455 


A 


22215 


3 


303 




22088 


52456 


A 


22216 


798 


2250 


VPRAPQGML*GPRKDAGTPER 

RAGPPGGRGTADGGGCGALAG 

SGS/DDPRLC1WTFLVTDQLLLP 

TGPGRPRGSVAAAATGPGVGA 

LRAPARAQPRGAVDGRPLLPQ 

VLPHRRLEVSLGKSPKECVLW/ 

RHLLSESEKRPFVEEAERLRVQ 

HKKDHPDYKYQPRRRKSAKAG 

HSDSDSGAELGPHPGGGAVYK 

AEAGLGDGHHHGDHTGQTHGP 

PTPLTTPKTELQQAGAKPELKL 

EG RRP VDSGRQN IDFSNVDI SEL 

SSEVMGTMDAFDVHEFDQYLP 

LGGPAPPEPGQAYGGAYFHAG 

ASPVWAHKSAPSASASPTETGP 

PRPHIKTEQPSPGHYGDQPRGSP 

DYGSCSGQSSATPAAPAGPFAG 

SQGDYGDLQASSYYGAYPGYA 

PGLYQYPCFHSPRRPYASPLLN 

GLALPPAHSPTSHWDQPRRNGS 

TAQGPKEGVAGALQGAVRSKA 

GLGAEKPLHSRPHSLDNGCTGC 

PGSGVSVRRLG 



2859 
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SKQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22089 


52457 


A 


22217 


299 


1631 


LLEPHCGGKCFKRH WFPCSCEA 

SC\PSAAPQRW* HTG/SPEVPA A 

PGAQGREPSM/RDGEGAVRGGS 

CMEAGPMGLQCVDKKHQGVH 

N/RGEARVFLQSQVGA1LPRPW 

PNPAPSEP/VQSPLASSTGP*VFP 

SRPGQQASGPA/RRHPGAEPGQ 

RGDAVQLLPRPQTSPHGPQDA 

ALSSAPHPWRQL/MASPGLQEA 

PLHPFCGHRSPCPVPWQLSPTD 

PIQSRPPARGWAPANQGRPSHP 

RCRGGGGAFCGHGF/SYTQPLT 

FRLASMVLSIHPKPPKETLRFRP 

NMVVAAEPGVPAMSQRRPRGC 

TRFSHTDKAPLDTCTDrvFNAYT 

CARRHSSTYSDHITLQGAFACT 

HTWAQSCTCQPPPTPA A KCL DR 

GQSSGMLHAGCVGWGGGTHV 

RVDLSSQLNRRVRPHLCMLRC 

WSSCHRASVSCTHPSLHTTGPV 

LISARTGADHTWYTAGTY 


22090 


52458 


A 


22218 


383 


762 


RHQGNQKRKELSLK/CQKSRQE 

SPRAEENPKWREGKKETSESSV 

QKAGRAAAAQAGAAASRVPG 

LSGSNLAPCNKGRLSAREDVSN 

SKLKILSSGRKHTEHV1MLKAW 

GLGRQSLRCRLFDLIPSHKV 


22091 


52459 


A 


22219 


325 


945 


QPSPLAPKADLSAREGRFQLKV 

RCRLQQYQQQR\RKF\A A A FLA 

FHFSLLGSCGILAEAGVKKEKPE 

KKAVKKSDCGR1GSWSVCVAPP 

SGDCGLGHHGRATRT*\AECKQ 

\TM KTQ RC K I PCN WEG RQFGRG 

SAKLPSFQAWGECDLDT\ALKT\ 

KTGSLKRALHKSPNAQKTVT1S/ 

KSPCGKLTKPQNLQAESXKKKK 

KEGKKPEGRLRD 



BNSDOCID: <WO 0175067A3_IA> 
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i 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22092 


52460 


A 


22220 


1 


1908 


MKYIQDFQREKQEFERNLARFR 

EDHPDLIQNAKKSDIPEKPKTPQ 

QLWYTHEKKVYLKVRPDATTK 

EVKDSLGKQWSQLSDKKRLK 

W1H KALEQRKE YEEI M RDY IQK 

H PE LN I S EEG ITKSTLTKAERQL 

KDKFDGRPTKPPPNSYSLYCAE 

LMANMKDVPSTERMVLCSQQ 

WKLLSQKEKDAYHKKCDQKK 

KDYEVELLRFLESLPEEEQQRV 

LGEEKMLNINKKQATSPASKKP 

AQEGGKGGSEKPKRPVSAMFIF 

SEEKRRQLQEERPELSESELTRL 

LARMWNDLSEKKKAKYKARE 

AALKAQSERKPGGEREERGKLP 

ESPKRAEEIWQQSVIGDYLARF 

KNDRVKALKAMEMTWNNME 

KKEKLMW1KKAAEDQKRYERE 

LSEMRAPPA ATNSSKKM KFQG 

EPKKPPMNGYQKFSQELLSNGE 

LNHLPLKERMVEIGSRWQRISQ 

SQKEH Y KKLAEEQQKQ YK VH L 

DLWVKSLSPQDRAAYKEYISN 

KRKSMTKLRGPNPKSSRTTLQS 

KSESEEDDEEDEDDEDEDEEEE 

DDENGDSSEDGGDSSESSSEDE 

SEDGD/EGGADRAQWEGRGVL 

PGGPPGDSTSFLTPQNEEDDED 

EDDDEDDDEDEDNESEGSSSSS 

SSSGDSSDSDSN 


22093 


52461 


A 


22221 


129 


2365 




22094 


52462 


A 


22222 


5 


2730 


PSLRFAISGFVWRLAAPASAAA 

ELRLDCSARRAPRCPRPALPSTR 

SAEGAVLCAFRREEQQAAATA 

AAAAAAATAAAAAAPAPPPRP 

EEEPLPPREGAAAVPGRAGEGA 

ATQSQGGSRWSGKPGGRAAPA 

RPRRWLDSWRMNGEADCPTDL 

EMAAPKGQDRWSQEDMLTLLE 

CMKNTMLPSNDSSKFKTTESHM 

D WEK V AFKDFSG DMCKLK WV 

EISNEVRKFRTLTELILDAQ\*HF 

KNPYKGXKJCLKKHPDFPK 


22095 


52463 


A 


22223 


1 


446 


RPSPPTSSM/PGLWGYSRPCSSG 
VPASALQA*SPAFSPASQRPPTT 
SWWEVP*EEGRA\PVWEGRIRA 
VGPAPAS*PSDLPAWSCRSWR£ 
TRG\SPAEDAMLLRAVEPLEGC 
QRPLLDSEPP/SPARTSAPAASA 
SPPAPGGPPCLARPLPR 



2861 



BNSDOCID: <WO 0175067A3JA* 
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SEQII> 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN j 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


22096 


52464 


A 


22224 


582 


1 175 


THTHVPAGTHPHTQTTSHSHLI 

GRALTVPESPKCPCLLPSAC*PR 

PGRAQPAGPAWSKKEASNPGS 

E/PPQHSL*RRMAPPE\PVPARA 

VHTCRCLSSAPPGARLPLDPER 

RAPQSPRSPPPSAQPPPPPPPPPP 

PPPG RRG PSQQS WRPSPPPPRTR 

SRSPRRSRVRGPRAPALAAPPPP 

GARPGPGAAACGSPTGCS 


22097 


52465 


A 


22225 


609 


5241 


G PQTT WCG RPT M CQJH CG PA V S 

SWKQPSHDPCCRGGENRRQPG 

TPA R ATQGRLRRRPEG A RVPS A 

RRGRPRARWRDKERKNTCVA 

M L * Q VTN ST AN\A PQNN PE VDS 

IMAELKVEAPASVDWQICRCLT 

LETQLFRFRLQASKIRELLADK 

GHGTYISPFSLAKQMQELEQRL 

LEAEQRAENAETQVGVMEEKV 

KLSNLKNVDSEGSLHRKYQELL 

KAIKGKDELISQLEAQLEKQKQ 

MRAEEAKTVQEKAAKIKEW 


22098 


52466 


A 


22226 


2 


205 




22099 


52467 


A 


22227 


1 


6186 




22100 


52468 


A 


22228 


96 


1584 


DLGSGITASPPRPEPEHPVFPPA 

PHTPSKMGKEKTH1N1VVMGHV 

\DSGKSTTTGHLIYKCGG1DKRT 

1EKFEKEAAEMGKGSFKYAWV 

LDKLKAEREPG\ITIDISLW\KFE\ 

TTKYYITIIDVAPGHRDFIKNM IT 

GYTSQADCAVLIVAAGVGEFEA 

GISKNGQTREHALLAYTLGVK 

QLIVGVNKMDSTEPAYSEKRY 

DEIVKEVSAYIKKIGYNPATVPF 

VP1SGWHGANMLEPSPNMPWP 

KGWKVERKEGNASGVSLLEAV 

LDTILPPTRPTDKPLRLPLQDW 

Y K I\G G IG TV P VG R V ETG I L RPG 

MVVTFAPVNITTEVKSVEMHH 

EALSEALPGDNVGFNVKNVSV 

KDIRRGNVCGDSKSDPPQEAAQ 

FTSQVIILNHPGQISAGYSPVIDC 

HTAHIACKFAELKEKIDRRSTK 

KLEDNPKSLKSGDAA1VEMVPG 

KPMCVESFS\Q* PV 1G/RTP VRD 

MRQTAAWGVIKNVQKKSVGA 

GKVTKSAQKAQKAGK 


22101 


52469 


A 


22229 


1 


1023 




22102 


52470 


A 


22230 


1 


396 




22103 


52471 


A 


22231 


2 


1259 




22104 


52472 


A 


22232 


1 


2514 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22105 


52473 


A 


22233 


3 


2027 


EESDCLTEYEEDAGPDCSRDEG 

GSPEGASPSTASEMDVSLHFVL 

WGCLHVYQRMIDKAEDVCLFV 

AQPGELVGQLAVLTGEPLIFTL 

RAQRDCTFLRISKSDFYEYDSP 

KLECGWHSEDPNPWTSPSTGL 

NPLFLELCRHMVFQRLGQGDY 

VFRPGQPDASIYVVQDGLLELC 

LPGPDGKECVVKEVVPGDSVN 

SLLSILDVITGHQHPQRTVSARA 

ARJDSTVLRLPVEAFSAVFTKSA 

RTITGCVWRYVRASASYCPYLP 

PLCDPKDGHLLVDGCYVNNVP 

GSLWRYVRASMTXRRATCPRCA 

TPRTGTYSWMAATST1CQASGR 

PHHPHTQAPPAPHTRTRRTSPA 

AWVPKRSSPLTWGARMRRTSA 

PTGTACPAGGCCGSG* I PGLTR* 

RFQTWLKSSPAWPTCPVCGS*R 

LSSPAPTASTCARPSTASRPWTL 

GSSTRSILRTTRRMSTAVTTTAT 

PAPI1TPST*GTNGTGCAPQIRPA 

EPSPGARTSWNPSLSATFAPEEF 

VASP*LDVPICRMGQCCSLPGG 

ATLP*GPCGPQCMPGNVVPPER 

TA A R YRQTTA YQTPACPTPPRG 

QRPT/C V PTVSSLQAGLQGG PRS 

DFDMA YERG RJ SVSLQEEASGG 

SLAAPAREPREQPAGACEYSYC 

EDESATGGCPFGPYQGRQTSSIF 

EAAKQELAKLMRIE 



2863 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22106 


52474 


A 


22234 


281 


1832 


NDSGLPDRPSSWNQPMEAPLQ 

TGMVLGVMIGAGVAVVVTAV 

LILLVVRRLRVPKTPAPDGPRY 

RFRKRDKVLFYGRKIMRKVSQS 

TSSLVDTSVSATSRPRMRKKLK 

MLNIAKKILRIQKETPTLQRKEP 

PPAVLEADLTEGDLANSHLPSE 

VLYMLKNVRVLGXHFEKPLFLE 

LCRHMVFQRLG/QGDYVFRPG 

QPDASIYVVQDGLLELCLPGPD 

GKECVVKEVVPGDSVNSLLSIL 

DVITGHQHPQRTVSARAARDST 

VLRLPVEAFSAVFTFCYPESLVR 

VVQPGPPSGPAPYPAPSYGHAP 

RALQIIMVRJLQRVTFLALrfNYL 

GLTNELFSHEIQPLRLFPSPGLPT 

RTSPVRGSKRMVSTSATDEPRE 

TPGRPPDPTGAPLPGPTGLQGG 

PRSDFDMAYERGRISVSLQEEA 

SGGSLAAPAREPREQPAGACEY 

SYCEDESATGGCPFGPYQGRQT 

SSIFEAAKQELAKLMRIEDPSLL 

NSRVLLHHAKAGTIIARQGDQ 

MEEVKVPAFAVIVD 


22107 


52475 


A 


22235 


50 


4287 


PGRKSPGAEDRALWGPACRLL 

TDSGLPDRPSSWNQPMEAPLQT 

GMVLGVMIGAGVAVVVTAVLI 

LLVVRRLRVPKTPAPDGPRYRF 

RKRDKVLFYGRKIMRKVSQSTS 

SLVDTSVSATSRPRMRKKLKM 

LNIAKK1LRJQKETPTLQRKEPP 

PAVLEADLTEGDLANSHLPSEV 

LYMLKNVRVLGHFEKPLFLELC 

RHMVFQRLGQGDYVFRPGQPD 

AXSIYVVQDGLLELCLPGPDGKE 

CVVKEVVPGDXSVMS 


22108 


52476 


A 


22236 


283 


403 


TCLSLVSGCGHCEKMMSEENW 
♦IP1QWASSNPGRRRKNIR 


22109 


52477 


A 


22237 


33 


222 


NGPMXCFVKQLEIPQYGYRNNV 
PTTTPRSNLAKELEKYSKTSFEY 
TFNDNHTYGGLGCMRPRLV 


221 10 


52478 


B 


22238 


1 


1860 




22111 


52479 


A 


22239 


303 


672 


GITACVFFSMAEGRTRAERSCD 

SK*AIGAPAEE*GGASPGKSPEL 

WQGAGYSPLGACGHKARLWIP 

WRRSWSGEKGARGCRGTGKK 

LGHQGWRWETPGRPGGAGPA 

GFPDPVVMGCEKEASRV 


22112 


52480 


A 


22240 


1 


1377 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


If 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


221 13 


52481 


A 


22241 


1 


2232 


MQDTEKDDNNMDEYDNYDEL 

VAKSLLNLGKIAEDAAYRARTE 

SEMNSNTSNSLEDDSDKNENLG 

RKSELSLDLDSDVVRETVDSLK 

LLAQGHGVVLSENMNDRNYA 

DSMSQQDSRMMNYVMLGKPM 

NMGLMEKMVEESDEEVCLSSL 

EC LRN QC FDL A RKL SETNPQER 

N PQQNMN I RQH VRPEEDFPGRT 

PDRNYSDMLNLMRLEEQLSPRS 

RVFASCAKEDGCHERDDDTTS 

VNSDRSEEVFDMTKGNLTLLE 

KAIALETERAKAMREKMAMEA 

GRRDNMRSYEDQSPRQLPGED 

RKPKSSDSHVKKPYYGKDPSRT 

EKKESKCPTPGCDGTGHVTGL 

YPHHRSLSGCPHKDRVPPEILA 

MHESVLKCPTPGCTGRGHVNS 

NRNSHRRDIQVFNLQKQEMIDR 

LESLSGCPIAAAEKLAKAQEKH 

QSCDVSKSSQASDRVLRPMCFV 

KQLEIPQYGYRNNVPTTTPRSN 

LAKELEKYSKTSFEYNSYDNHT 

YGKRAIAPKVQTRDISPKGYDD 

ANGYCKDPSPSSSSTSSYAPSSS 

SNLSCGGGSSASSTCSKSSFDYT 

HDMEAA HMAATAILNLSTRCR 

EMPONLSTKPODLCATRNPDM 

EVDENGTLDLSMNKQRPRDSC 

CPILTPLEPMSPQQQAVMNNRC 

FQLGEGDCWDLPVDYTKMKPR 

\RJDEDESKJDITPEDLDPFQEALE 


22114 


52482 


A 


22242 


727 


4372 


LWACVLPGVTLPPFLGEKTSCK 

M E VDTEEKRHRTRSKG VRVPV 

EPAIQELFSCPTPGCDGSGHVSG 

KYARHRSVYGCPLAKKRKTQD 

KQPQEPAPKRKPFAVKADSSSV 

DECDDSDGTEDMDEKEEDEGE 

EYSEDNDEPGDEDEEDEEGDRE 

EEEEI EEEDEDDDEDGEDVEDE 

EEEEEEEEEEEEEEENEDHQMN 

CHNTRIMQDTDVLDDNNNDEY 

DNYDELVAKSLLNLGKIAEDA 

A YRA RTESEMNSNTSNS 
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SKQ ll> 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las! 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


221 15 


52483 


A 


22243 


34 


1558 


PASEEFNSLHGRTPRRDLECRN 

QQSTTEERRRHDCVQQASErfN 

EGKWDFAFSAQSQPKP*ICPFDV 

PC*DSRPACP*EHTAGTSGSTSS 

ETCFFQSSEWPYGELGAY7MIFT 

GPKSTLSSLVTGVSNSSSLS*LP 

SPKNTITNWFHTRDHSSYSEIHS 

KACANP*APSQPSR*ASW\IATG 

SFRRAGLAT*PCCTGSKLLPAW 

VLANHRWDRTRDGIQKQGNSE 

*PSSPGTRAFEGNSSSPAPAASIT 

SMLSPSFTPTSV1 RKM YESKEKS 

KJEEPASGKAALGDSKEDTQKA 

SEENLLSSSSVPSADRDYFSHY 

KFQTVRHYRGSSCSXPHLSQGQP 

FTPKEQDYSDLKGNWGRKNTH 

FGHSPVSLQHFFFRPVPPSSPLSP 

MVPNG*GLLTKLHPGFGTEDA 

GPGSTSTASSKFAPNWCASSWD 

GLESFTGNI WPHPGSALLPFN*S 

LVHPLLNPRPGNTSASGNGATA 

ANSAQXSCILQALVSHGSSCSAF 

QDNPSETCPAGQACPHALP 


221 16 


52484 


A 


22244 


1502 


2657 


EGKVPLAFIVLTSLLNAVMSPSF 

FSCRJLLVTALKVSSRCSAMKGV 

EFFTCWSTFKPFRPASTSSTEST 

TPECELSLSFSLFAERLERRGFK 

STLAFCSISKISTLFSAWSSNGIG 

AK*FPEFCPGDRMACSRPASLSS 

SSCG/S*PKTAGSAS*SARVREPP 

TEPTGRD*PFSQ\TSSIIEAKHGT 

LSRLKNSLKSICSPGDCSGKTAS 

LGTS* S A AGSC ARMTSTSSSS AT 

PPLHSTIPSFTEAVRRLVLFLPL* 

SSSSILSSKPVSSMVSD*LVGPA 

ENHSGSSSV*ESFLLRSPKTRLL 

SPNSLLKRLSLKSLSRSLSLKSR 

RSLSLASGDPSQRSGQRLSSHCQ 

SYVHQADEAHHYLSLMDFLSA 

GS*QRLSRGSPLQSSVSEG 


22117 


52485 


A 


22245 


324 


391 




22118 


52486 


A 


22246 


42 


274 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn., 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22119 


52487 


A 


22247 


1 


835 


MCAGNLCSWEERWAVDEKEA 

TDKKPHVGGFGQGAPAPAAPA 

AAMSGRS VRA VTRSRF* DDIKK 

VMAAIEKVRXWEKKWVTVGD 

TSLRIFKWVPVTDSKEKEKSKS 

NSSAAREPNGFPSDASANSSLL 

LEFQDENS\NQS\SVSDVYQLKV 

DSSTNSSPKPPKQSESLSPAHTS 

LJr rv 1 LJ \Uoyi r 1 LUyUUr U Kor r 
I PX^FVADFPPTT TkmRT<vFT4T 
FTOVVFFVFFH^nAPPI k^RFr\A 

ALPLFIAFWFWPRRVCWG 


22120 


52488 


A 


22248 


3 


244 




22121 


52489 


B 


22249 


271 


711 




22122 


52490 


B 


22250 


73 


200 




22123 


52491 


A 


22251 


885 


975 


GSTWWPAD*AQL*LHLPTRCM 
AECWEIPA 


22124 


52492 


A 


22252 


102 


909 


PGGRHGRQNDFAAPGGRLEARI 

HGTVSAPLYHRVLCRLLGSRPA 

SAAGPAARGGDLAPGEHSFCE 

DGNYARVESVDRSAINRAMQN 

PRKSTASVCWTFTASDLPAQGV 

\PRTSSTRTLREDPFPPSAEKWL 

RAVLH H F VN EfCLQQI FI ELTLKP 

SRRSMSGRHPLDSNPVLQQQGR 

fni TFlsTkr I qppo i m^vi nnvrpp 

vyL/L>iciNrvL,orrvj i ivio v v^vjyj v Lrr 
PTPR A OFOTR HrrRT A c\c\oc\n 

\^ l riVrtvJCy l ivr! v-V^ fx I AuULUU 

PRAFQQLERRF VIHH Y A G KTH R 
PLPGLTPTGNSTNARNIVMDTQ 
QRTGNN 


22125 


52493 


A 


22253 


48 


112 




22126 


52494 ! 


A 


22254 


1243 


1615 


YSPSSWFSNLYQPSTGALSSSET 
PKDMAPMKSLREVRSQSHTSTL 
SRRSTSPGFRLNTKVSFHTGFSV 
AFTVRVFCFVRFRGSGMSFSFT* 
GSERPLGSIGIRLRASPTVTW1SS 
AVGARISSC i 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22127 


52495 


A 


22255 


468 


1431 


SVSTTRSFSVDSSAKTAAMPVT 

VTRTTHHMHPDVIFGA WGPP*S 

WGPLWALTQPLGLLXRLLQLW 

STCVAFSLVASVGAWTGSMGN 

WSMFTWCFCFSVTLHLIVELCG 

APGPFPPWSWRYNFPIYTFACYA 

ALFCLSASIIYPTTYVQFLSHGRV 

SRDHAIAATFFSCIACGCWATE 

VAWTRARPGEITGYMATVPGL 

LKVLETFVACIIFAF1SDPNLYQ 

H\QPALEWCVAVYAICFILAAIA 

ILLNLGECTNVLP1PFPSFLSALA 

\FCLSSSMPPPLFSGPSTSSMRSM 

AASLGAREM*AAAAGMPTTW 

VPGTADWLRPS 


22128 ! 


52496 


A 


22256 


98 


414 


CTRVSVAEKTSVCLFGLYWESL 
SISSSCESSAKWPFSTIRSASSTT 
RHLSCRRFLK* *CFSLINSHSRP 
GVATT1SGRRFSILCCFCVDIPPT 
KIAVL1PVNLAT 


22129 


52497 


A 


22257 


2 


224 




22130 


52498 


A 


22258 


2 


115 




22131 


52499 


A 


22259 


2 


1 18 




22132 


52500 


A 


22260 


472 


648 


GPGGRSFTVWWNW*RRMAQC 
PVPAEGVQRPECLGPHRAVPAP 
AHVGLHQEPSRLLPALH 


22133 


52501 


A 


22261 


540 


1893 


GRCATPRPRWRGHQCDPPPGD 

VCVAWREMQLRNKKRRRXDLG 

NLIK\RFLTAPNSLPD/AVVLTTE 

EAV1FWCNVLAQQIFGL/PLEM 

NfNEQPLEGAVREKALHTMREQ 

TQRMEGLVKQL/LTLSKIEAAPT 

HLLNEKVDVPM/MLRVVEREA 

QTL V YNAVNHTPEGTH ITVR W 

QRVPHGAEFSVEE*SEGWPVPV 

P1CPHRAVVGANAHISFCPPQEL 

SKRFTAIRJCTKGDGNCFYRALG 

YSYLESLLPDAFQPLLPPQAWV 

SPGESQGAGIRDPLWPVPVPKP 

HRAVVGANAHISFCPPQELSKR 

FTAI RKTKGDGNCFYRALGYSY 

LESLLPDAFQPLLPPQAWVSPG 

ESQGAGTRDPLWLWLFRLWLL 

RLLCLLLLLLGETAQSRLALTW 

G RH KQG RL A RLSGILGFLALRK 

QWLGQQVAQLLLQNLHLLLLR 

WAGLGVIVFQVSNQPAWERTG 


22134 


52502 


A 


22262 


1 


1772 




22135 


52503 


A 


22263 


107 


294 


LHLLSFGYLTHQLLCLHLKWDS 
HTLHHSHHTIAR*AGCSEATWS 
PPRRLRAPRSRALCSGFR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possib1e nucleotide insertion) 


22136 


52504 


A 


22264 


1 


474 




22137 


52505 


A 


22265 


1 


148 


VKYHEFTCSFKKQ1TVPEDARL 
LK*DVRGRPSRLFLADPPPPHT 
VNREY 


22138 


52506 


A 


22266 


509 


2755 


YQSQSFDEDEMNQVTDWVDPS 

FDDFLECSGVSTITVATSLGVNN 

SSHRRKNGPSTL\ESSRFPARKAR 

GNLSSLEQIYGLENSKEYLSENE 

PWVDKYKPXETQHELAVHKKKI 

E\EVETWLKAQVLGRQPKQGG 

SILLITGPPGCGKTTTLK1LSKEH 

GIQVQEWINPVLPDFQKDDFKG 

MFNTESSFHMFPYQSQIAVFKE 

FL L RA TK YNKLQM LGDDLRTD 

KK 1 1 L VEDLPNQF YRDSHTLHE 

VLRKYVRJGRCPLIFIISDSLSGD 

NNQRLLVPKEIQEEWSISNIRFN 

PWAPTIMMKFLNRIVTIEANKN 

GGKITVPDKTSLELLCQGCSGDI 

RSAINSLQFSSSKGENNLRPRKK 

GMSLKSDAVLSKSKRRKKPDR 

VFENQEVQAIGGKDVSLFLFRA 

LGKILYCKRASLTELDSPRLPSH 

LSEYERDTLLVEPEEVVEMSHM 

PGDLFNLYLHQNYIDFFMEIDDI 

VRASEFLSFADILSGDWNTRSL 

LREYSTS1ATRGVMHSNKARGY 

AHCQGGGSSFRPLHKPQWFLIN 

KKYRENCLAAKALFPDFCLPAL 

CRQTQLLPYLALLT1PMRKSSFR 

FSFYSKDIGEGLPSGRRTLWGRI 

GKWEGPGLDRGTWDD*TPDSG 

DEA\QLNG\GHSAEESLGEPTQA 

TVPETWSLPLSQNSASELPASQP 

QPFSAQGDMEENIIIVEDYESDG 

DIEASLLIRLLLHSFHFCFHFSGT 


22139 


52507 


A 


22267 


2 


161 




22140 


52508 


A 


22268 


1 


599 


VTRLFFQPGYGTLQPQRLLMPK 

KNR\IAIYE\LLFK\EGVMVPKK\ 

DVPIPKHPELAVDRNVPNLHVM 

KPMQ\SLKS\RGYVK\EQFAW\R 

HFYWYLTK*GYQGVSTSSRDYL 

\HLPP\EIVPCHPYGRSPSRRLAR 

PSG*KVLEG*ANLRGLHKNGEA 

DKRLPTRREC LC H PG A\DKKA E 

AG/ALGSSNPNFQFRGGFGRGR 

GQXPPQ 
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SEQID 

NO: 


SKQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22141 


52509 


A 


22269 


I 


345 


KHPELADKNVPNLHVMKAMQ 

SLKSRGYVKFADYLHLPPEIVPA 

TLRRSRPETG/RPRPKGLEGERP 

ARLTRGEADRDTYRRSAVPPG 

ADKKAEAGAGSATEFQFRGGF 

GRGRGQPPQ 


22142 


52510 


A 


22270 


2 


161 




22143 


5251 1 


A 


22271 


2 


641 


RRPQHRACSFFFSPGTGPCSRRR 

CLMPKKNR\IAIYE\LLFKEG\VM 

VAKKDVHMP\KHPE\LAD\KNG 

APTFHVMKGHAGLSKSPRATV 

KGTSFAWGDIFYW\YL\TN*GY 

QGVSISSRDYLSSCPREICCLAT 

ATA RSPSKRLGKAFGLKRS WE 

GLRRPGEDFTRGGKFDRGYLT 

GRIAVATLVADKKAEAG/ALGS 

SNPNFQFRGGFGRGRGQVPPQ 


22144 


52512 


A 


22272 


1 


1693 


MFNSVPVQNEDGSFNFEGVKA 

EFRPGTQTQEYIKGMEDSASEV 

TVNREVTTDNPYTISVTNKTLS 

AIRIKMFMPRVAYELKVTVIKM 

AFELSTRCSKRLM/DGSFETVLT 

DVIEGKTMSGYDRSRRVNLPNF 

NNQ V I FR V VRKTPDSNDSN VV 

DA1QVRSYAEVIDAKFRYPLTG 

LLFVEFDSKMFPNQLPTIS1RKR 

WKIVNVPSNYDPESRTYNGNW 

DGTFKKAWTNNPAWVLYDLM 

INQRYGLDQKELG 1 S V DK W A L 

YEAAQYCDQMVXLTAKAARNL 

ATFVT/CIIQSQTD A PREPAY 1 FT 

NDNVVNGDFSYTASQARRACTR 

RAT*CLMMSKTCINRTLSQYSI/ 

V/EG HSTVRYNN VTSITAIGYAHV 

EA/KANRRGRWILKTNLRSTTV 

NFATGLEGMIPTIGDVVAISDNF 

WSSNLTMNLSGRLLEVSGSQIF 

LPFRVDARAGDFIIVNKPDGKP 

VKRTISSVSADGKTIEFNIGFGFP 

VKPNTVFAIDRTDLALQQYVVT 

KIDKGDDDEEFT\SKSRRWST1L 

ISTMKLITGLTSTTDRQASLSQI 

R/CPKPENVKACPQSRESSRG 



2870 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ II> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22145 


52513 


A 


22273 


1 


1843 


MEDNLISINKIKILLSVSDGEIDE 

TFSLKQLMFNSVPVQNEDGSFN 

FEGVKAEFRPGTQTQEYIKGME 

DSSSEVTVNREVTTDNPYT1SVT 

NKTLSAIRIKMFMPRVAYELKVT 

V1KMAFELSTRCSKRLM/DGSFE 

TVLTD V I EG KTM SG YDRSRRV 

NLPNFNNQVIFRVVRKTPDSND 

SNVVDAIQVRSYAEVIDAKFRY 

PLTVLLFVEFDSKMFPNQLPTIS 

IRKRWKIVNVPSNYDPESRTYN 

GNWDGTFKKAWTNNPAWVLY 

DLMINQRYGLDQKELGISVDK 

WALYEAAQYCDQMNALTAKA 

ARNL ATFVT/CI IQSQTDA YKV V 

RDICSIFRGMSFWNGPREPAYIF 

TNDN V VNGDFS YTASQA RRACT 

RRAT*CLMMSKTCINRTLSQYS 

I/V/EGHSTVR\NNVTSITAIG\AH 

VEA/KANRRGRWILKTNLRSTT 

VNFATGLEGMIPTIGDVVAISD 

NFWSSNLTMNLSGRLLEVSGSQ 

IFLPFRVDARAGDFIIVNKPDGK 

PVKRTISSVSADGKT1EINIGFGF 

P VKPNTV FA I DRTDLALQQ Y V V 

TKIDKGDDDEEFTVSKSRRWSTI 

LI STM KLI TG LTSTTDRQ A SLSQ 

IR/CPKPENVKACPQSRESSRG 


22146 


52514 


B 


22274 


1 


1452 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of l;ist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22147 


52515 


A 


22275 


1 


1902 


MIQKVISGSKCGSQKPHNPVEM 

EDNL1SFNKIK1LLAVSDGEIDET 

FSLKQLMFNSVPVQNEDGSFNF 

EGVKAEFRPGTQTQEYIKGME 

DSSSEVTVNREVTTDNPYTISVT 

NKTLSAIRIKMFMPRXAYELKVT 

VIKMAFELSTRCSKRLM/DGSFE 

T VLTD V I EG KTMSG Y DRSRRV 

NLPNFNMQVIFRVVRKTPDSND 

SNVVDAIQVRSYAEVIDAKFRY 

PLTGLLFVEFDSKMFPNQLPTIS 

IRKRWKNVNAPSNYDPESRTY 

NGNWDGTFKKAWTNNPAWVL 

YDLMINQRYGLDQKELGFSVD 

KWALYEAAQYCDQMVVLTAK 

AARNLATFVT/C1IQSQTDAPRE 

PAYIFTNDNVVNGDFSYTASQA 

RRACTRRAT*CLMMSKTC1NRT 

LSQYSI/V/EG H ST V R\NN VTS 1 T 

AIGVAHVEA/KANRRGRWILKT 

NLRSTTVNFATGLEGMIPTIGD 

VVAISDNFWSSNLTMNLSGRLL 

EVSGSQIFLPFRVDARAGDFIIV 

NKPDGICPVKRTISSVSADGKTI 

E1N1GFGFPVKPNTVFAIDRTDL 

ALQQYVVTKIDKGDDDEEFTXS 

KSRRWST1LISTMKL1TGLTSTT 

DRQASEVKPVNFTSSRHQAQPE 

VGLIPPPLWPQGKG1IAQTSKSS 


22148 


52516 


A 


22276 


I 


675 




22149 


52517 


A 


22277 


155 


700 


SGVLVGHALTARQPSSGRRLV 

VDHSANRRGRWILKTNLCSTT 

VNFATGLEGMIPTIGD/GDFIIVN 

1CPDGKPVKRTISSVSADGKTIEI 

NIGFGFPVKPNTVFA1DRTDLAL 

QQYVVTKIDKGDDDEEFTASKS 

RRWSTILISTMKL1TGLTSTTDR 

QASLSQIR/CPKPENVKACPQSRE 

SSRG 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


If 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22150 


52518 


A 


22278 


1 


1871 


MEDNLISINK1KILLAVSDGEIDE 

TFSLKQLMFNSVPVQNEDGSFN 

FEGVKAEFRPGTQTQEYIKGME 

DSSSEVTVNREVTTDNPYTISVT 

NKTLS A I RJ KMFMPRVA YELK VT 

VIKMAFELSTRCSKRLM/DGSFE 

TVLTDV1EGKTMSGYDRSRRV 

NLPNFNNQV1FRVVRKTPDSND 

SNVVDAIQVRSYAEVIDAKFRY 

PLTGLLFVEFDSKMFPNQLPTIS\ 

IRKRWKIVNVPSNYDPESRTYN 

GNWDGTFKKAWTNNPAWVLY 

DLMINQRYGLDQKELGISVDK 

WALYEAAQYCDQMWLTAKA 

ARNLATFVT/CI1QSQTDAYKVV 

\RDICSIFRGMSFWNGESISVIID 

RPREPAYIFTNDNVVNGDFSYT\ 

SQ ARRACTRRAT* CLMMSKTCI 

NRTLSQYSI/V/EGHSTVRVNNVT 

SITAIG\AHVEARPTDCGRW1LK 

TNLRSTTVNFATGLEGMIPTIGD 

VVAISDNFWSSNLTMNLSGRLQ 

EVSGSQIFLPFRVDARAGDFN1V 

NKPDAKPVKRTISSVSADGKTI 

EINIGFGFPVKPNTVFAIDRTDL 

ALQQYVVTKJDKGDDDEEFT\S 

KSRRWST1LISTMKL1TGLTSTT 

DRQASLSQIR7CPKPENVK\CPQS 

RESSRG 



BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


22151 


52519 


A 


22279 


3307 


5305 


CRSSQNTQETSPDRALLVNLRP 

SQGPLLALWVPAEGVGGKGHC 

LPPRSFFRMDNQLVPAVSDGE1 

DETFSLKQLMFNSVPVQNEDGS 

FNFEGVKAEFRPGTQTQEYIKG 

M EDSSSEVTVNRE VTTDNPYTI 

SVTNKTLSAIRJKMFMPRVAYEL 

KVTVIKMAFELSTRCSKRLM/D 

GSFETVLTDV1EGKTMSGYDRS 

RRVMLPNFNNQVIFRVVRKTPD 

SNDSNVVDAIQVRSYAEVIDAK 

FRYPLTGLLFVEFDSKMFPNQL 

PTI S I RKR WKI VN V PSN YDPESR 

TYNGNWDGTFKKAWTNNPAW 

VLYDLMIMQRYGLDQKELGISV 

DKWALYEAAQYCDQMVXLTA 

KAARNLATFVT/C1IQSQTDAYK 

VVRDICSIFRGMSFWNGESISV1I 

DRPRJEPAY1FTNDNVVNGDFSY 

T\SQARRACTRRAT*CLMMSKT 

C I N RTLSQ YS I/V/EG H ST V R\NN 

VTS1TAIGVAHVEA/KANRRGRW 

ILKTNLRSTTVNFATGLEGMIPT 

IGDVVAISDNFWSSNLTMNLSG 

RLLEVSGSQIFLPFRVDARAGD 

FIIVNKPDGKPVKRTISSVSADG 

KT1EINIGFGFPVKJPNTVFAIDRT 

DLALQQYV VTKI DKGDDDEEF 

TVSKSRRWSTILISTMKLITGLTS 

TTDRQ A SLSQI R/C PKPEN V KAC P 

QSRESSRG 


22152 


52520 


A 


22280 


3 


412 


PAAVA*VKTEPETPGPSCLSQE 

GQTAWKTEESSELGNYVIKIDH 

LETIQQLLTAVVKKIPLITAKXW 

QRAMTMRKVLQEILEKNPRFH 

HLTPLKTKH 1 A H WC RC HGYTPP 

DPESLRNDGDSIEDVLTQ1DSEP 


22153 


52521 


A 


22281 


2 


513 


I F AC WG KQ A WPACCN SL RGQ A 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LE/QRAKREPE1MEEEVDILSLSE 

PVKFNIKJCEQEEKQEEVKFYLPP 

TPGSEFIGDVTQKRLEEVDSTFG 

DDLVQGFSGCISRRYGEKPGVQ 

DLEVEPDSVTEMLQFYD 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


22154 


52522 


A 


22282 


1 


1197 


MAWPCISRLCCLARRWTsfQLDR 

SDVAVPLTLHGYSDLDSEEPGT 

GGAASRRGQPPAGARDSGRDV 

PLTQYQRDFGLWTTPAGPKDPP 

PGRGPGAGGRRGKSSAQSSAPP 

APGARGVYVLPIGDADAAAAV 

TTSYRYGLGRDRNESPPCGGRT 

RRPG A RG M G WA AERRRLEPGS 

HATSELPAASEVTPVWSVGTA 

GGAFAAPCPETVLEHPRAGSAP 

LPSQPPSWGQPSEWPAFSRVGT 

GLPLTPTAGPSRARGARRPCPP 

A L PG HCL LD RT YTG LQTLG A ET 

1 1 a vvnsa AMisjvnvnvvnvF 

LHRHSLGEDCIYPQSSESDISDA 
PPSLPLTI PAPVKASSPIKQSHEP 
VPDTSVEKGS\PGSCPFHL*GPL 
SHLGSSPGFLLWRPPGLLSSVA 


22155 


52523 


A 


22283 


131 


677 


PSSLS/CDIFLRSP1STPSPSPLPRT 
PTSTPVHVKQGTAGSVlNlsJPYV 
IMDKQPGQVIGATTPSTGSPTN 
K I ST A SOT SOOTH SP V PK I Hf, SS F 

VTST V K VI IKQEPG E A PH VPAT 
GAASQSPLPQYVTVKGGHMIA 
VSPQKQVITPGEGJAQSAKVQP 
SKVL/GQIG*CLPTLARADLLYS 


22156 


52524 


A 


22284 


3 


5128 


L LK 1 HSSQSSPQQA V LTIPSQLK 

PLSVNTSGGVQTILMPVNKVVQ 

SFSTSKPPAILPVAAPTPVVPSS 

APA A V A KG EDA SCFS AKSVEQ 

YYGWNIGKRRAAEWQRAMTM 

RKVLQEILEKNPRFHHLTPLKT 

KHIAHWCRCHGYTPPDPESLRN 

DGDS1EDVI TOIDSFPDHGSI G 

DGKSSSVGPTAVVTLLACHLEC 

PSSFSSADNLCRKLEDLQQFQK 

REPENEEEVDILSLSEPVKINIKK 

EQEEKQEEVKFY 


22157 


52525 j 


A 


22285 


112 


651 


GGLCTMARTKADWPANRTGG 

KAP\RKQLAYKXPASQECGPLT 

GGVKKPHRYRVPGTVGGSVKFR 

R\YQKST\ELLIRKLPFQ/RRLVR 

EIAOGL*NKILRFOSAAIti\AI OF 

GKWRPNLVWPFLKDTNLVC*S 

MAKRVTI1AKKTFQLAPPHTVE 

NRALRIHSWMGKHF1SQKKKK 

NFSSSCYW 


22158 


52526 


A 


22286 


1 


339 





2875 

SNSDOCID: <WO_0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence ! 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=StOp codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22159 


52527 


A 


22287 


2 


1369 


EPAPPARRSLSAAAAASGTTVD 

TASHSLVFSQQ\LNMQREIGFRV 

NCTVAM* DV YFKA H RA VLAAF 

SNYFKMIFIHQTSEC1KIQPTDIQ 

PDIFSYLLHIMYTGKGPKQIVD 

HSRLEEGIRFLHADYLSHIATE 

NfNQVFSPETVQSSNLYGIQISTT 

QKTVVKQGLEVKEAPSSNSGN 

RAAVQGDLPQLQLSLAIGLDDG 

TADQQRACPATQALEEHQKPP 

VSIKQERCDPESVISQSHPSPSSE 

VTGPTFTENSVKIHLCHYCGER 

FDSRSNLRQHLHTHVSGSLPFG 

VPASILESNDLGEVHPLNENSE 

ALECRRLSSF1VKENEQQPDHT 

NRGTTEPLQISQVSLISKDTEPV 

ELNCNFSFSRKRKMSCTICGHK 

FPRKSQL LEHM YTH KGKSYRY 

NRCQRFGNALAQRFQPYCDSW 

SDVSLKSSRLSQEHLDLPCALES 

ELTQENVDTILVE 


22160 


52528 


A 


22288 


363 


947 


STARRGKSRSRPAVALQRQPSA 

ASRSPSSSRRRRGVSKEVSVPLA 

RTKQTA RKSTNXG KVA PRKQL A 

YKKPARKSAVPSTGGVKKPHRY 

RPG YCGRSVKFRRXYQKSH* DF* 

FRKLPFQAVWVRENLLKDF*K 

QILRF\QSRSYRVALQGGQVEA 

LSGVGLF*KTTNLLC*SMPKRV 

NNYCQKDIPAKHAR1PWRTVL 


22161 


52529 


A 


22289 


1 


92 




22162 


52530 


C 


22290 


10 


198 




22163 


52531 


B 


22291 


74 


205 





BNSDOClD: <WO 0175067A3_IA> 



2876 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22164 


52532 


A 


22292 


2 


1914 


RGHCEPSRAAPSRADRHPASAL 

ARDPGRRRGPAGQAAPQPMEP 

ENIVANTVLLKAREGGGGNRK 

GKSKKWRQMLQFPHISQCEEL 

RLSLERDYHSLCERQPIGRLALF* 

EFCATRPELSRCIAFQDGMAEY 

EATPDEKRKACGRRLMQN FLAS 

HTGPDLIPEVPXRQLVTNCTQRL 

EQGPCKELSQELTRVTHEYLSV 

APFADYLDSIYFNRFLAQGKGLE 

REAI\TKNTLRQYRVLGKGGFG 

EVCACQVRATGKMYACKKLE 

KKRJKKRKGEA\MSLNEKQILE 

KVN\SRFVVSLAYG\YETKD\AL 

CLVLTLMTMGGDLKFH1YHMGQ 

AGFPEARAVFYAAEICCGLXEDL 

HRERJVYRDLKPENILLDDHGH1 

RISDLG\LAVHVPEGQTIKGRVG 

\TVGYMAPECLKNERYTFSPDW 

WALGCLLYEMIAGQSPFQQRK 

KKIKRE\EVERLVKEVPEEYSER 

FSPQARSLCSQLLCKDPAERLG 

CRGGSAREVKEHPLFKKLNFKR 

LGAGMLEPPFVKPDPQAIYCKD 

VLDIEOFSTVKGVFI FPTDDTF 

YOKPATVGSVPIPGKNEOMVFT 

ECFOELNVFGLDGSVPPDI DW 

KGOPPAPPKKGLLORI FSSPKD 

CCGNXCSDSEEELPYPPLAPSPRP 


22165 


52533 


A 


22293 


102 


403 




22166 


52534 


A 


22294 


1086 


1436 




22167 


52535 


A 


22295 


965 


1231 




22168 


52536 


A 


22296 


1434 


2215 


TPSFSLRTG VN KEHWVLLG FST 

EDGRW\MFTRGGE\DCTARI WD 

LRSRNLQCQRIFQVNAP1NCVC 

LHPN\QA ELI VGDQSG A I HI WDL 

KTDHNEQLIPEPEVSITSAHIDP 

DASLHGQLFNSTGNCYVWD\LT 

GGMGDEVTQFIPKTKIPAHTRY 

ALQCRFSPDSTLLATCSA*LRR/ 

CKIWRTSNFSLMTEL\SIKSGNP 

GE\SSRG\WMWGCALIGGTPSNI 

VTASSNNLARLWCVKTGEIKRE 

YGGHQKAVVCLPFNDSVLG 


22169 


52537 


B 


22297 


158 


385 





BNSDOCID: <WO 0175067A3_IA> 



2877 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22170 


52538 


A 


22298 


145 


1232 


LPVRAEPTRAAAMSGDEMIFDP 

TMSK/NMKKKKKKLPFMLDEEG 

DTQTEETQPSETKEVEPEPTED 

KDLEADEEDTRKKDASDDLDD 

LNFFNQKKKKKKVTKKIFD1DEA 

\EKGVKDL\KI*SDVQEPTEPED 

DLDIMLGHKKKKKKNVKFPDE 

DEILEKDEALEDEDNKKDDGIS 

FSNQTGPAWAG\SERDYTYEEL 

LNRYVFNIMREKAN PG Y WLPGG 

RKRKFGPWKPPQV\VRVGTKKT 

FFCPLLQDICKLLHRSAQSISFA 

FLLG*IGVPSGSIDG**PNL*SKG 

RF\QQKQIENVLRRYI\KEYVTC\ 

HTC\RSPDT\IL\QKDTRLLFPYS 

AETC\HS\RCFCWPVFKTGLPQA 

VHGQSRGTAPVPKA 


22171 


52539 


B 


22299 


50 


319 




22172 


52540 


A 


22300 


3 


235 


LLLYPLRSLPENPLRLVQQ1YSF 
LKGSSEK*NDLPRVPLLELGVG 
LLPPNQYSCSRAKPCLTCGLTM 
SLDGAQQGFW 


22173 


52541 


A 


22301 


3 


2849 


WAKPVARASPAAVPGRQCQ1R 

GAWSWGEGRGQPGPAPSPAGS 

PATSEESLAPMAWRCPRMGRV 

PLAWCLALCGWACMAPKGTQ\ 

AEESPFVGNP\GNITGARGLTGT 

LRCQLQVQGEPPEVHWLRDGQ 

ILELADSTQTQVPLGEDEQDDW 

IVVSQLR1TSLQLSDTGQYQCLV 

FLGHQTFVSQPGYVGLEGLPYF 

LEEPEDRTVAANTPFNLSCQAQ 

GPPEPVDLLWLQDAVPLATAP 

GHGPQRSLHVPGLNKTS 


22174 


52542 


A 


22302 


3364 


3899 


LVFLFDDLGIVELVLPGNIVHGI 

MSVRPRVAAGLRVRLQPGRRW 

LRGPLQLGAPLGLDLLVDVPGS 

PRFVVGVELPLVV/EAPRPPTPP 

AAAQQARS*GLECPGRGAAAP 

RE V\LH LQTAHI HGPG PRG G PR 

ARPGLPGLCPP*T/FSCQEAKGE 

RGGAHSNGGSGSKWPPPPPPPS 



2878 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


22175 


52543 


A 


22303 


1660 


4652 


PNPNTCLCNHVESGPCCPSTHT 

YTLTDLQPLFGVRVPTRPSGRG 

TQAEESPFVGNPGNITGARGLT 

GTLRCQLQVQGEPPEVHWLRD 

GQILELADSTQTQVPLGEDEQD 

DWIVVSQLRJTSLQLSDTGQYQ 

CLVFLGHQTFVSQPGYVGLEGL 

PYFLEEPEDRTVAANTPFNI 

Q A QG PPE P V DLL WLQD A VPL A 

TAPGHGPQRSLHVPGAAVGAW 

EGGSRLWLRAPEAGRKRWGGE 

VPPVTHAGAGMLRSFRD 


22176 


52544 


A 


22304 


54 


288 


SEAGOAOPAAAVGFVWTGRR A 
WETGEGYYSNSLSMFl OT *RO 
CI * DCFFSSS WRCS VPV YFKEEK 
YKGNLVCLLFFK 


22177 


52545 


B 


22305 


243 


2641 




22178 


52546 


A 


22306 


35 


204 




22179 


52547 


A 


22307 


244 


424 


PSLFKNIMTFYPNLHFLWCRGR 
LYLDVWRQ/VR*FVRNTNYQLP 
LVLHNLLSRFNTFDELV 


22180 


52548 


A 


22308 


1 


477 




22181 


52549 


A 


22309 


2 


418 


WYQHLLLMRASGSFQSWWKV 
KGEPAYHMANRP**SLISLRTK 
AKTGA*! FDYFVPHFIRKN*^! F 
TIAKAWNHPKCTSVTDWIKKM 
WY I YTME Y Y A VTRRNK1 VSF A 
ET* MELE VII VSKLTQEQKTKHC 
MFSLTSGS 


22182 


52550 


A 


22310 


30 


199 




22183 


52551 


A 


22311 


547 


682 


LVFLTNQRLVSTHQGTW\WE*K 

*CQPVIPSL*FYFLRKFSVIVIW* 

*LLILP*HPMALKI/C/CCOAA0S 

GHFTAGTGEITRPCSISSKVLKR 

LSRJL*STSGS**LVFLTNQRLVS 

THOGTWMKLEAIII SKVTOFOK 

TKHHMLSLRSGS 


22184 


52552 ! 


A 


22312 


2 


194 


CPSMIDWLKKMWHRYTMEYY 
A A\IKKNEIMS\F AGTWM KLE A I 
ILSKLTQEQKN\KHCMFSLITGS 


22185 


52553 


C 


22313 


1 | 


1845 





2879 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \~possible nucleotide insertion) 


22186 


52554 


A 


22314 


1 


1384 


MRFQDRTWQVPYPSQCSWGSS 

RQGYVPQARGIVLDSQEAYPSP 

GGTTLCMHDPDKQAPG/PVRRP 

APGNXPNRLVVSVALQFLTFHES 

GITSALRVRPLPQSVASFQGPGC 

TEA*RRASICRRRVS*HSTKLDL 

G A V A AQQQA WV AG\PRSPQRR 

CHQYS*AGPAWLGLQRGRGSH 

RPDTSPWHWFWALAGREEQVL 

PPESLL/RARTPGTHLAPGPGA* 

TRVQSGPGSWLTWAG*GTPQVI 

SS/PGAGAVGAPETTAVPTVSIA 

PRRSVEMWPETKEHLVAVARR 

KWVSAQEKRLSLRGCGSEKMG 

V SPG ETR V Y F P A LTSVRC RRRCG 

RVSEPSPTASWAPAPSLGWAYQ 

LAGGRLVLRVGLSAGWRAACP 

QGGPISWLEGGLSSGVGLSAG 

WRAACPQGGPISWLEGGLSSST 

MRQPRAPQSSLPAPAPWGAPDP 

LAMLAAWIEARPGVWPTQPGP 

WQVSWVCV 


22187 


52555 


A 


22315 


1 1 


431 


RHLLAAPPPAPPAAAAAAALSH 

C LRSSG RLA PHTSRRLPRV VKR 

RVNALKNLQVKCAQ1EAKFYE 

EVHDLERKYAVLYQPLFDKRF 

EIFNAIYEPTEEECEWKPDEEDEI 

SEELKEKAKIVDEKK\DEEKEDP 

KGIPEFW 


22188 


52556 


A 


22316 


64 


467 


PAAWLPILVAARQLTVQMMQN 

PQILAALQERLDGLVETPTGYIE 

SLPRVVKRRVNALKNLQVKCA 

QIEAKFYAEEVHDLQRKYAVLY 

QPLFDKRFEIINAIYEPTEEECE 

WKPDEEDEISEELKEKAKIEDE 


22189 


52557 


A 


22317 


2 


177 




22190 


52558 


B 


22318 


228 


377 




22191 


52559 


A 


22319 


630 


767 


WRVKFKNTVKIQANF*KSRFIH 
LTVVPVT1LSQVTLQLTMSPKT 



BNSDOCID: <WO 0175067A3_IA> 



2880 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22192 


52560 


A 


22320 


80 


1362 


VTACAAPAAWLPILVADIWSSY 

NMADIDNKEQSELDQDLDDVE 

E VEEEETGEETKLKA RS A * LFR 

MM\QNPQILA\ALQERLDG/LW 

VETPT\GYIESLP\RVVKRR\VNA 

LKNLQVKCAQKETQVFYEXEVH 

DLERKYAVLYQPLFDKRFEIIN 

AIYEPTEEECEWKPDEEDEISEE 

LKXEKGQIEDEKKDEEKEDPKGI 

P*IW\LTVFK\NVDLLSDMVQEH 

DEPILKHLKDIKVKFSDAGQPM 

SFVLEFHFEPNE\YFTN\EVLTKT 

YRMRLEPEPDDSDHFSFDGQEI 

MGCTGCQIDWKKGKNVTLKTI 

RK*/RRNHKGRGT\VRTGH*NQ 

FPNDSFSNFFCPLLKSPESGDLD 

ED\AEAILAADFEIG\HFL\RERH 

PRSVLYFTGEAIEDDDDDYDEE 

GEEADEEGEEEGDEENDPDYXD 

PKKXDQNPAECKQQ 


22193 


52561 


A 


22321 


3 


425 


GCGCGGAAARGSPAPGRPAAS 

PPDCPLWLQGCYPPPSCDALSA 

TEADGCD*IYPPDTSRDGPHQA 

SLPGESSSFPGQPNDSYLPERGS 

ERSRQASYATPAAETQDPDEGL 

PQPGPEALPGGLQVPKSAAPFC 

GAQHAAGQ 


22194 


52562 


A 


22322 


2 


285 


SRFEPRVRPTGGDRPHQASPPG 

DSSSFPGQPNDSRLPECGSECRG 

QASYATPAAETQDPE*RSSPTRS 

*SP\PGGFQVPKSAAPFCGAQHA 

AGQ 


22195 


52563 


A 


22323 


85 


473 


FTMP A V ALVPKEL Y LSSSLKDL 

NKKTEVKPEKISTK/QDYVHSIL 

GTANIKKA1EEAERLSESLKLRY 

KEAEVRK* LEEKDRQKE AQQL 

QQKRQETGREXDGGTLAKVSLE 

NVLDYQDKTQKSNGEKSEKM 



2881 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22196 


52564 


A 


22324 


1 


1449 


MMRAHMFVYKELKQIYKKKT 

HPHQKVGKGYKQTLLRGRHLR 

GQETYEKKLTHVYETTDFKQQ 

Q Y Y FH S I LG PAN I KKATG ETE R 

LSESLKLRYEEVEIWKKLEEKD 

RQGEAQWLQQKRQETGREDGS 

MLAKGSLEIVLDSKDKTQKSN 

GEKNEKCETKEKGAITA KELYT 

MMMDKNISLIIMDAQRMQDYQ 

DSC1LHSLSVPEKAISPGVTASW 

IEAHLPDDSIDTWKKRGNVEY 

MVLLDWFSSAKDLQIGTTLWH 

LKDALFKWEKGGYKNWFLCY 

SQYTTNAKVTPPPQHQNEELSIS 

LDFTYPSLEESIPSKPAAEMPPP 

PIKVDEDIELISDQISDNDQNER 

TGPLN1SIPVESVAASKSDVSPII 

QPVPSIKNVPQ1DHTKKLAVKL 

PEEHIIKSESTNHEQQSPQNEKV 

IPDCSTKPVVSSPTLMLTDEEKA 

HIHAETALLMEKNKQEKELQE 

RQQGKQ/K/EKLRREEHEQKAK 


22197 


52565 


A 


22325 


185 


2983 


FIMPAVASVPKELYLSSSLKDL 

NKKTEVKPEKISTKSYVHSALK 

IFKTAEECRLDRDEERAYVLYM 

KYVTVYNLIKKRPDFKQQQAD 

CAYFLGQTVHILFQHRALLEKK 

YRAVGAITAKELYTMMTDKNI 

SL1IMDARRMQDYQDSCILHSL 

SVPEEAISPGVTASW1EAHLPDD 

SKDTWKKRGNVEYVVLLDWF 

SSAKDLQIGTTLRSLKDALFKW 

ESKTVLRNEPLVLEGGYENWL 

LC YPQYTTN A K VTPPPR 


22198 


52566 


A 


22326 


313 


3720 


FIMPAVASVPKELYLSSSLKDL 

NK K\TE VKPEKI STKS Y V H S/ A P 

RKI FKTAEECRLDRDEERA YVL 

YMKYVTVYNL1KKRPDFKQQQ 

DYFHSILGPGNIKKAVEEAERLS 

ESLKLRYEEAEVRKKLEEKDRQ 

EEAQRLQQKRQETGREDGGTL 

AKGSLENVLDSKDKTQKSNGE 

KNEKCETKEKGAITAKELYTM 

MTDKNISLIIMDARRMQDYQDS 

CILHSLSVPEEAISPGVTASWIE 

AHLPDDSKDTWKKR 



2882 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22199 


52567 


A 


22327 


46 


562 


LLQGPG FCG DSMPVEARPSAA 
WRGG RA PG WTPFSPPDRET WK 
PQ/RA SQG ESG QRRFG PC PRSG G 
RPPGPGSAAHSSRSQRWRKASR 
A WP A APRKG LLPP AQA WPPTP 
AAGL*GFLAACKR/PPVGGRGP 
APAPCRPASSRCFLICDSGPPCL 
CSASRAAWMGSAASSRVLFIEG 


22200 


52568 


B 


22328 


5! 


445 




22201 


52569 


A 


22329 


51 


366 


COWNTOTOVCYKODVOS1TAI 
GSAAQCTCLSSPR*SGKFKLLFS 
PGLPGTL V PSTI P ATS APRA/SHR 
AGEAWVGEPGRALAALQNSSVP 
DWAGYQGLPCKPSIRAA 


22202 


52570 


A 


22330 


257 


916 


SPSGSNLETHLRAPDLGGPCPP 

G PR WW A * TPQ PG HPQTRPS PA A 

QPCPFPPQCQQLIHCPC/SPAPGT 

VAAPPAP\PTPASQCLLCPWTSA 

PVCSPAPTFPCPMAPVMAFMLP 

SYSFP/PGTPNLPOAFFPSOPOFP 

SHPTLTSEMASASQP\GSPAGPR 

SPDSHVLVQPPGPPHHRPWVGP 

PHRSFSPAAARPCSSTCCSWRK 

PLRVALEPWGPQGPQRQQL 


22203 


52571 


A 


22331 


151 


1232 


GRLGDARGPQGPEAPGGEEAA 

RADSTRACRSCGLLLGGRRGCR 

PSLKNAELLELTVRRVQCVLRG 

RA REREQLQAE A RRALRCRL H P 

V ACTKV HTF VSTCQ A 1 D AT V A 

AELLNHLLESMPLREGSSFQDL 

LGDALAGPPRAPGRSGWPAGG 

APGSPIPSPPGPGDDLCSDLEEA 

PEAELSQA/PC*GARLGARSPGQ 

PDHSPNCPGVSGGLGDQCQPES 

CRGGARPSLGSPPLLPGVQMW 

WG*GPGSLPGSSLPPLMDGLQG 

QPLVTSPAQRPSPVS*KNF*GPC 

SSGSGWREGATGRRKNFVELP 

ALSQVSPSPAFNPRLCGLWGQR 

WQKLVLGTSVPGSPGLNKSLN 

LPLQRGDERQVH 


22204 


52572 


A 


22332 


1 


1524 





2883 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22205 


52573 


A 


22333 


3 


8875 


EDGSLLQEVGIICLARGPGCGPE 

TPLYSPATGLALQLQGPAAMG 

ALWSWWILWAGATLLWNGKSG 

ED W I SG PTTV FSQPG LTQEA S V 

DLKNTGREEFLTA FLQN YQL A 

YSKAYPRLLISSLSESPASVSILS 

QADNTSKKVTVRPGESVMVNI 

SAKAEMIGSKIFQHAVVIHSDY 

AISVQALNAKPDTAELTLLRP1Q 

ALGTEYFVLTPPGTSARNVKEF 

AVVAGAAGASVSVTLKGSVTF 

NGKFYPAGDVLRVT 


22206 


52574 


A 


22334 


2 


2214 


ISATDGPLAPCHGLVPPAQYFQ 

GCLLDACQVQGHPGGLCPAVA 

TYVAACQAAGAQLGEWRRPDF 

CPLQCPAHSHYELCGDSCPVSC 

PSLSAPEGCESACREGCVCDAG 

FVLSGDTCVPVGQCGCLHDGR 

Y Y PLG E V F Y PG PEC ERRC ECG P 

GGHVTCQEGAACGPHEECRLE 

DGVQACHATGCGRCLANGGIH 

YITLDGRVYDLHGSCSYVLAQ 

VCHPKPGDEDFSIVLEKNAAGD 

LQRJLLVTVAGQVVSLAQGQQV 

TVDGEAVALPVAVGRVRVTAE 

GRNMVLQTTKGLRI.LFDGDAH 

LLMSIPSPFRGRLCGLCGNFNG 

NWSDDFVLPNGSAASSVETFG 

AAWRAPGSSKGCGEGCGPQGC 

PVCLAEETAPYESNEACGQLRN 

PQGPFATCQAVLSPSEYFRQCV 

YDLCAQKGDKAFLCRSLAAYT 

AACQAAGVAVKPWRTDSFCPL 

HCPAHSHYSICTRTCQGSCAAL 

SGLTGCTTRCFEGCECDDRFLL 

SQGVCIPVQDCGCTHNGRYLPV 

NSSLLTSDCSERCSCSSSSGLTC 

Q\AAGCP\PG\RVCEVKAEAR\N 

CW\ATRGL\CVLSVG\ANL\TTF 

DGARGATTSPGVYELSSRCPGL 

QNTIPWYRVVAEVQICHGKTE 

AVGQVHIFFQDGMVTLTPNKG 

VWVNGLRVDLPAEKLASVSVS 

RTPDGSLLVRQKAGVQVWLGA 



2884 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22207 


52575 


A 


22335 


3 


7639 


ITCPENSHYEVCGPPCPASCPSP 
APLTTPAVCEGPCVEGCQCDA 
GFVLSADRCVPLNNGCGCWAN 
GTYH E AG SEFWA DGTCSQWCR 
CGPGGGSLVCTPASCGLGEVCG 
LLPSGQHGCQPVSTAECQAWG 
DPHYVTLDGHRFDFQGTCEYL 
LSAPCHOPPI GAFNFTVTVAivIF 

HRGSQAVSYTRSVTLQIYNHSL 
TLSARWPRKLQVDGVFVTLPF 
QLDSLLHAHLSGADVVVTTTS 
GLSLAFDGDSFVRLRVPAA 


22208 


52576 


A 


22336 


2 


224 


HCYMVVQLWKPRSLRRKSDQL 
WSSWNQLNTSELSSF1SAEMQT 
EAFDCGSMAGRM*GQGRYLLA 
ALWDSSVPLS*PQAEPWSGVGP 
AHLTE/LLSPSRFVSTSDI I APKD 
LGTESQVSMEV*KDMGRFHWE 
D1PP*A*VFVIFVFQIFISRTY\DA 
TTHFETTCDDIKNI T *R*OGRVT 
LAALWDSSVPLS 


22209 


52577 


A 


22337 


2 


206 


LSSSYLDQPCYET1NR1KLYSES 

LARYGKSPYLYPLYGLGELPQG 

FAR*EPVFKTSV1QNLIFNIMCI 


22210 


52578 


A 


22338 


2 


457 




22211 


52579 


A 


22339 


2 


1556 


FVFPSEVAVGLALSPAS1FLSFSS 

PFLRAQERLPSLLWWARSPCAF 

SLLGSCVRACPAMNEEYDVIVX 

LGTGVLTECILSGIMSVNGKKVL 

HMXDRNPYYGGESASITALEDL 

YKRFKIPGSPPRVKWGEERDW 

NVDL\IPKFLKANG\QLVKMLL 

YTEVTRYLDFKVTEGSFVYKG 

GKIYKVPSTEAEALASSLMGLF 

EK\RRFKEFLVYVANFD\EKDPR 

TF\EGIDPKKTTMRDVYKKFDL 

GQDVIDFTGHALA\LYRTDDYL\ 

DQPCYETINR1KLYSESLARYG 

KSPYLYPLYGLGELPQGFARLR 

CYLWEGTYMLNKPIE\EIIVQE 

WGKVIGCKPREEIARCMQLIC 

DPSYVKDRVEKVGQVITVICIP 

QPPPSKNTNDANSC\QIIIPQNQ\ 

VNRKS D 1 Y VC\M I S F A VHTsI V A A O 

GKSI A I V^TTVFTVK FPFkT FIR PA 

VJi\uirvi vol 1 v c i \l\.Lr CIVDi IVr r\ 

I \fi i \FPinTFiT v^i^m i \vpi<rn 
LG\TESQIFIS\RTYDATTHFETTS 
D\DIKN I Y KR\MTG SEFDFEEM K 


22212 


52580 


A 


22340 


66 


420 




22213 


52581 


A 


22341 


64 


140 




22214 


52582 


A 


22342 


2 


254 





2885 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


22215 


52583 


A 


22343 


82 


3530 


HLIVAMPEPTKKEENEVPAPAP 

PPEEPSKEKEAGTTPAKDWTLV 

ETPPGEEQAKQNANSQLS1LF1E 

KPQGGTVKVGEDITFIAKVKAE 

DLSEKPTI/KWF/K7GKWMDLAS 

KAGKHLQLKETFERHSRVYTFE 

MQIIKAKDNFAGNYRCEVTYK 

DKFDSCSFDLEVHESTGTTPNID 

IRSAFKRSGEGQEDAGELDFSG 

LLKRREVKQQEEEPQVDVWEL 

LKNTKPSEYEKIAFQY/GITDL\R 

GMLKRLKRSI 


22216 


52584 


A 


22344 


66 


358 


TWVRGNPKPKITWMKNKVAIV 

DDPRYRMFSNQGVCTLE1RKPS 

PYDGGTYCCKAVNDLGTVEIE 

CKLNEVKVIYQGVNTPGQPVFL 

EGQQQSLHNKDF 


22217 


52585 


A 


22345 


67 


3515 


HLIVAMPEPTKKEENEVPAPAP 

PPEEPSKEKEAGTTPAKDWTLV 

ETPPGEEQAKQNANSQLSILFIE 

KPQGGTVKVGEDITFIAKVKAE 

DLLRKPTIKWFKGKWMDLASK 

AGKHLQLKETFERHSRVYTFE 

MQIIKAKDNFAGNYRCEVTYK 

DKFDSCSFDLEVHESTGTTPNID 

IRSAFKRSGEGQEDAGELDFSG 

LLKRREVKQQEEEPQVDVWXEL 

LKNAKPSEYEKIAFQYGITDLR 

GMLKRLKRMRREEK 


22218 


52586 


A 


22346 


2 


39 


FQFCVSLFVYIQLNSDVLPE*PR 
HKKKPPTLSHWFLK*NLHL*N* 
NTKALK YRKL V* LTSQKH * QM 
TYPFCN Y LKTN * VTTNTKVK* T 
EG Y * TAKTQKL YPDK V VM ATN 
KPLKTRSPK\PAKYGSPHDTAT 
WTGSGLGLEAS*HSA 


22219 


52587 


A 


22347 


1 


113 




22220 


52588 


c 


22348 


47 


337 




22221 


52589 


A 


22349 


1 


2292 




22222 


52590 


A 


22350 


2 


441 


LRHAKWFQARANGLKSCVIVIR 

VLRJDLWTRVPTWGPLRGWPLE 

LLCEKSIGTANRPMGAGEALRR 

VLECLASGIVMP/QHALRLAAF 

GQLHKVLGMDPLPSKMPKKPK 

NENPVDYTVQIPPSTTYAITPM 

KRPMEEDGEEKSPSKKK 



2886 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO.1/08631 



SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22223 


52591 


A 


22351 


45 


402 


HALAALEKLFPDTPLALDANK 

KKRAP\VPVRGGPKFAAKPrfNP 

GFGMGGPMHNEVPPPPNLRGR 

GRGGSIRGRGRGRGFGGANHG 

GYMNAGAGYGSYGYGGNSAT 

QGYK*LFHKTAYGYS 


22224 


52592 


A 


22352 


243 


3113 


FPDTTEEVKMRPMRIFVNDDRH 

VMAKHSSVYPTQEELEAVQNM 

VSHTERALKAVSDW1DEQEKG 

SSEQAESDNMDVPPEDDSKEG 

AG EQKTEH MTRTLRGWMRWG 

LVAK\CLLLKGDL\DL\ELVLLC\ 

KEKPTTAALL\DKVADNLAI\QL 

AAVTEDKFEILQSVDDAAIVIK\ 

NTKEPPLS\LTIHLTSPVVREE\M 

EKVLAGETLSWNGPPGNVLDR 

SRIAFAAFRGSLPETQRWFQVAR 

ANGLK\SCV 


22225 


52593 


A 


22353 


139 


245 




22226 


52594 


A 


22354 


875 


2019 


NPNSQMPKMTRSTKQLTNKSG 

QIDGCPGCRVVPTWCRLGHLSH 

YWAVWASILRFWEVWKYWLG 

MMGRKSSEFPILKLNGVRTMGD 

*VLPFHMYV\QPVV\HPQLYPHS 

VTE LTGD Y FKP WWDGQPSLQQ 

VL\ERVDEWM\AKEGLL\DPNV 

QVQFLFTLWEDWGLKKSVLPG\ 

QCQ*LGAWPVGGFTSKQWD*S 

*KKAYSF\AMGCWPKNGLLDM 

NKGLSLQHIGRPHSGIDDCKNI 

AN I MKTL A YGGFIFKQTS K P V L 1 

GRGQDGAGQGSLVGPPQNPPL 

PHQRGKRESGHKLCCPKVVPSA 

S L WG S M PLG RGLCCPLQG AL A 

TWPFLEARHFCAPPSPTPQSQPS 

ISPSHCGPGLRGTPGTHRLLPW 

YNRLLWGHQDPRCAPSHP 


22227 


52595 


A 


22355 


507 


916 


RKKNEKEGTKPPRNMG IC E KT 

KPTFDWCT*K*RGEWNQVGKY 

TSGYYTGELPQSSKTGQHSNSG 

NTENTTKILLEKSNPKTHNW*I 

HQG*NEGKTVKGSQREK*GYP 

QREAHQTNSRSLCRNPTRQKRV 

GVNIKHS 


22228 


52596 


B 


22356 


72 


359 
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BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22229 


52597 


A 


22357 


1236 


1987 


GNSSPPGLPCKSSSSPPPPPSLTG 

APARRAAAAPPRPASRPRPPLAX 

GGGVPQLFATRPP/PGPTRARRP 

TWR*GPRGSPEETPRRRREWTR 

RPEPGCRAQGSRRPARPPSGSS 

AVRSASPASSPAPAASAPLGPRS 

RWS*RPPSRPRR/SPPPPPPGRSR 

SDRER/GRRKEASPPLTLA EAPA 

Y/RQDQAPPPGSPHLGFQSAAG 

PSRTASSAP/RSGIGGRGANTPA 

PAAIFPPSLRPPRAGPVGDLRAS 

GVDAAA 


22230 


52598 


A 


22358 


287 


2082 


LKTETSEEKARRYKDRPSQLNA 

VFQEQKKMIQAQESITLEDVAV 

DFTWEEWQLLGAAQKDLYRD 

VMLENYSNLVAVGYQASKPDA 

LFKLEQGEQLWTIEDGIHSGAC 

SDIWKVDHVLERLQSESLVNRR 

KPCHEHDAFENIVHCSKSQFLL 

GQNHD1FDLRGKSLKSNLTLVN 

QSKGYEIKNSVEFTGNGDSFLH 

ANHERLHTAIKFPASQKLISTKS 

QFISPKHQKTRKLEKHHVCSEC 

GKAFIKKSWLTDHQVMHTGEK 

PHRCSLCEKAFSRKFMLTEHQR 

THTGEKPYECPECGKAFLKKSR 

LNIHQKTHTGEKPYICSECGKG 

FlQKGNLiVHQRIHTGEKPYICN 

ECGKGFIQKTCLIAHQRFHTGK 

TPFVCSECGKSCSQKSGLIKHQ 

RIHTGEKPFECSECGKAFSTKQ 

KLIVHQRTHTGERPYGCNECGK 

AFAYMSCLVKHKRJHTREKQE/ 

CSQGGKSSCREAQL1THQ*CHA 

GEKLC*RGDYTSAFCGPSDI1KH 

QRP/HSQNRN/CSPCGTASGQM 

CSLRR'QWICTGQKPCECSECG 

CAFRDQLCLILCYRKPIGRKXPD 

LCGKGLSKNL*F1MWPKSIHCE 


22231 


52599 


C 


22359 


90 


344 




22232 


52600 


A 


22360 


2 


543 




22233 


52601 


A 


22361 


373 


490 




22234 


52602 


A 


22362 


111 


396 


GAPPG1WCLSLWACRALSPLSS 
AAQHRKRPSALSPATPAGSRPL 
RRCAPGFAATKTQRVQRRPPRR 
*G AA AG AGGS* RPLCG V VIHSV 
LHNTPE 



2888 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/LS01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


22235 


52603 


A 


22363 


1902 


3474 


VPQRSTGSGRARSARRPLRAPD 

PCAAAPRVSPQPRPSECSGGRR 

GGSKTWAKRNAGKELTDRNW 

DQEDEAEEVGTFSMASEEVLK 

NRAIKKAKR\RNVGFESDTGGA 

FKGFKRFGGYPSEEERFSGFGXS 

G AGGKPLEGLASNGNN IT\S APP 

FASAKAAADP\KVAFGK*LPSPS 

RLLVDKNVSNPKTNGDSQQPSS 

SGLASSKACVGNAYHKQLAAL 

DCSVRDWMVKHANTNSLCDL 

TPIFK\DYEK\YLANIETANTGN\ 

SGRNSESESNKVAAETQSPSLF 

GSTKLQQESTFLFHGNKTEDTP 

DKKMEVASEKKTDPSSLGATS 

ASFNFGKKVDSSVLGSLSSVPL 

TGFSFSPGNSSLFGKDTTQSKPV 

SSPFPTKPLEGQAEGDSGECKG 

GDEEENDEPPKVVVTEVKEED 

AFYSKKCKLFYKKDTslFFKFKOT 

GTLHLKPTANOKTOI I VRADTV 

NLGNI LLN V L I P P\IM MPCTR TG K 

NNVLIVCVPN PPl DEKN A\TMP\ 

VTMLIXRVKTSEDADELHKILLE 


22236 


52604 


C 


22364 


65 


283 




22237 


52605 


A 


22365 


3 


419 




22238 


52606 


A 


22366 


1 


512 


CGRPPWKTGQRSQPSCPPGSSG 
SGRGIP\PAAWHEGEGPEAVLQ 
GHRAGRGDPACRGLCCLPSQL 
GGPTSPTSAASR APG*sRGA ATI 
VVKVKWFYHP/CRRPSWARGS 
ATARMRCTSPATRM RTTCRPSP 
TSARS WRASSMSRWPGAASAR 
TGRTSTTGGHLRPHHRAPGDG 


22239 


52607 


A 


22367 


1 


2940 


MRRRRKVAA1HAGPRPRSAAA 

SSEQRGRGPGAARRAGGAEAA 

ASGVTGGGGGGAGQHAGGLG 

FSAGGRAPSQRPLCGSMPARLF 

SKQE VD YCG L PA PP A S S LRSRG 

HRQR1YSLNQLLQEALRTGRAR 

PG EG PG WL VTDKGGLG WGSSH 

SOAOGPDSOAAWGRAPPAHGS 

SPAFLOVLDVRPOSSRYI PPGT 

RVCAYWSQKSRCLYPGNVVRA 

PPPCFGRLLGVPAASSGVPSTG 

ASGDEDEDLDSVVVEFDDGD 


22240 | 


52608 


B 


22368 


215 


356 




22241 


52609 


A 


22369 


282 


499 


YLLHCLPSDPPSFTNSPDGRGRR 
RRRQRRRRSDPPGRGRTKSSTR 
VPGSNRFV*FHQR*GRLKEWM 
ANQDTN 



2889 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


22242 


52610 


A 


22370 


105 


619 


ACQASSHSGPVWGPGERTTPG 

A*ASARREPSRNQHPNLWVTE 

Q/I * I A S PRT V AN PL V P A RTPTG P 

RTNKPKHLIKQGRGQPRQPLSG 

STGGAGESPASGCAGGQPAHR 

VWIAPAARGCGQHTPWKAPAG 

NGQSPRPASATRM1GPSPSLSPP 

APPAVVGVAALGSRNRC1L 


22243 


52611 


A 


22371 


1 


441 




22244 


52612 


A 


22372 


10 


621 


LRQLERGLAKGQPSTPVDRPLG 

PDPSAPGTLAGAALPPLEPPAPC 

LCQDPQEDSVEDEEPPGSLGLP 

PPQAGVQPAAAAVSGTTQPLG 

TGPRVSLSPHSPLLSPKVASMD 

AKDLALQILPPCQVPPPSGPQSP 

AGPQGLSAPEQQEDEDSLEEDS 

PRALGSGQHSDSHGESSAELDE 

QDILAPQTVQCPAQAPAGGSEE 

T* LRQLERGL AKGQPSTPVDRP 

LGPDPSAPGTLAGAALPPLEPP 

APCLCQDPQEDSVEDEEPPGSL 

GLPPPQAGVQPAAAAVSGTTQP 

LGTGPRVSLSPHSPLLSPKVAS 

MDAKDLALQILPPCQVPPPSGP 

QSPAGPQGLSAPEQQEDEDSLE 

EDSPRALGSGQHSDSHGESSAE 

LDEQD1LAPQTVQCPAQAPAGG 

SEETIAKA 



BNSDOCID: <WO 0175067A3_IA> 



2890 



WO 01/075067 



PCT/U SO 1/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


22245 


52613 


A 


22373 


1 


2271 


M PG ELLA PSCCCRGG PTRDRTD 

LSCDAAAATTILGGDRREPCAL 

TPGPSHLALTFLPSKPGARPQPE 

GASWDAGPGXLSTEAPLPATLE 

PRIVMGEETCQALLSPRAARTA 

LRDQEGWGL/SPQGSMVDEREL 

HPAGTPEPPSSESSLSADSSSSW 

GQEGHFFDLDFLANDPMIPAAL 

LPFQGSLIFQVEAVEVTPLSPEE 

EEEEAVADPDPDSASYAEADDE 

RLYSGEPHAQATLLQDSVQKTE 

EESGGLRYDTASAPTRHRSLVS 

PKACSCSHDCAPVAG*RGPHLTP 

GLRYDTASAPTRHRSLISPKAC 

GCSHDCVPAG*RGPHLTPGLRY 

DTASAPTRHRSLVSPKACSCSH 

ACVPAG*RGPHLTPGLRYDSTS 

ASARHRPHLRSRASGCGHPSNL 

AGRSRLCPRDRACGHHGSAGS/ 

SAWTGSMSGSA\RHR*WG*A*L 

TPKG DPGG* EPAGRRPEGYTGT 

GTWTQPQGGLHGCQRPGLADL 

AALPSASSLWAPEPSWPS/SALS 

PRA A RG * GQPGG RL A SG PG LG P 

AFG*PRGVISRAGRAGHLGSSD 

RAVSSPGAQSREEGPSRRQ*GD 

H RQSQ A ESQ* EEG PKGNVKAG 

LAADSGSHQDHHPEVQEHPLC 

HRQA*CLQGDPASAHLCG\FWR 

GQ\T*GP\CPASAQSRS*EV*GAL 

R\DLSLGP*VST\QGPG*A*VQG 

KGKG\GGGKGGPGGAGTA*HL 


22246 


52614 


A 


22374 


2 


211 




22247 


52615 


A 


22375 


43 


241 




22248 


52616 


A 


22376 


184 


332 




22249 


52617 


A 


22377 


1292 


1923 


KAGARGNQEGTMASSSGXTQK 

VLTIPRGCYQ*K*SKETLP*CSG 

WPNDAR\EAVVNC\CTEFI\HLIS 

SEANEICNKSEKKTISPEHV1QA 

LESLGFGSYISEVKEVLQECKT 

VALK\RRKASSRFGKPLGIPEEE\ 

LFGDQANKELFGKSLDQQQAEX 

LAQQ\EW\LQMQQAA\HQA\QL 

AAASAKC1*SRRGSFSGMEEDG 

GWISE1PPAEFLFLL 


22250 


52618 


B 


22378 


1 


1701 




22251 


52619 


A 


22379 


1 


147 
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BNSDOCID: <WO ^0175067A3_IA> 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknow», 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22252 


52620 


A 


22380 


1 


484 


IRHEGRGQRGKMELVQWLKRG 
LQQITGHGG/LFRGYLRVFFVRT 
NDAKVGTLVGEDKYGNKYYE 
DN KQFFG R H R WV V YTT EMNG 
KNTFWDVDGSMVPPEWHRWL 
HSMTDDPPTTKPLTA\RKFHLG 
RNH * 1 STWTG APQEQ Y V PYSTT 
RKAKIQEWIPPSTPYK 


22253 


52621 


A 


22381 


3 


258 


DMAAQIAEGMAFIEERNYIHRD 
LRAANILVSDTLSCK1ADFGLA 
RLIED\FTIKSDVWSFG!LLTEIV 
THGR1PYPGMTNPEVIQN 


22254 


52622 


A 


22382 


1 


738 




22255 ! 


52623 


A 


22383 


233 


1898 


GAG PTG Y LRRLPG W AGTMGC 

GCSSHPEDDWMENIDVCENCH 

YPIVPLDGKGTLL1RNGSEVRDP 

LVTYEGSNPPASPLQDNLVIXAL 

HSYEPSHDGDLGFEKGEQLRIL 

EQSVAEWAVKAQSLTTGQEGFIP 

FNFVAKANSLEPEPWFFKNLSR 

KDAERQLLAPGNTHGSFLIRES 

ESTAGSFSLSVRDFDQNQGEVV 

KHYKIRNLDNGGFYISPR1TFPG 

LHELASAITPIASDGLCTRXLSRP 

CQTQKPQKPQKPWWEDEWEV 

PRETLKLVERLGAGQFGXRCGW 

GTTTGTTKVAVKSLKQGSMSA 

GRLP\AEANLMKQLQ\HQRL\VR 

LYAVVTAQEPIYIITEYMENGSL 

VDFLKTPSGIKLTINKLLDMAA 

QIAEGMAF1EERNYIHRDLRAA 

NILVSDTLSCKIADFGLARLIED 

NEYTAREGAKFPIKWTAPEAPS 

RGNSPPRSDVWSF\GDLLPEIFT\ 

HGRIP/YPQGIPNPELIQKLERGY 

RMVRP\SNCPEKLYQL\MRLCW 

KERPEDXRPTFDYLRSVLEDFFK 

RHRRASNQPQALREPLRKPLCF 


22256 


52624 


A 


22384 


3 


203 




22257 


52625 


A 


22385 


2 


467 




22258 


52626 


A 


22386 


1 


468 




22259 


52627 


A 


22387 


1 


645 





2892 

BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


22260 


52628 


A 


22388 


821 


2637 


AAASAWRATHSTTAAGRRTAL 

FRSPEPGNTRDTRRRRRATAPD 

CCRPATSPRALDWTSLHTRRHP 

VQNYLQWSYWQVLVSRWIAF 

AGLAMADYLISGGTGYVPEDG 

LTAQQLFASADDLTYNDFLILP 

GFIDFIADEVDLTSALTRKITLK 

TPLISSPMDTVTEADMAIAMAL 

MGGIGFIHHNCTPEFQANEVRK 

VKN FEQGFITDPV VLSPSHTVG\ 

DVLEGKMRHGFSGMPITETGTM 

GSKLVGIVTSRDIDFLAEKDHT 

TLLSEVMTPRIELVVAPAGVTL 

KEANEILQRSKKGKLP1VNDCD 

ELVA1IARTDLKKSRDYPLASK 

DSQPQLLCGAAVDTREEDKYR 

LDLLTQAGVDVIVLDSSQGNSV 

YQY\ARVLYFKQKYPHLQV\LG 

GNVVTAAQAKNLIDAGVDGLR 

VGMGCGSICITQXEVMACGRPQ 

GTCCVTR+AEYARRFGVPIIAD 

GGIQTVGHVVKALALGASTVM 

MGSLLAATTEAPGEYFFSDGVR 

LKKYRGMGSLDAMEKSSSSOK 

RYFSEGDKVKIAOGVSGSIODK 

GSIQKFVPYL1AG1QHGCQDIGA 

RSLSVLRSMMYSGELKFEKRT 

MSPQIEGGVHGLHSYEKRLY 


22261 


52629 


A 


22389 


2 


332 




22262 


52630 


A 


22390 


3 


608 


MTAVHAGHLNLKWDPKSLEIR 

TLAAERLVTQVTTLVNTNSKGP 

SDKKRGHSKKVHVLAASVEQA 

AENFLEKEDKIVKESQF\L*E*LL 

AAVEYVRKQ/GKECLRPSLEEH 

LEGIISGAALMGDSSCKHDDHR 

ERIAAECNTVLQVACRTCF/SEY 

MGNAGCKERSNSLNSAIDKMT 

KKTRDLRRQLHKAVMDHVSDS 

FLETNVPLL 


22263 


52631 


A 


22391 


2 


2864 





2893 

BNSDOCID: <WO O175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22264 


52632 


A 


22392 


14 


2897 


PD WRETKQRPS ASG L WM LA LA 

QLAAEMTAVHAGHLNLKWDP 

KSLEIRTVLAVERLLEPLVTQVT 

TLVNTNSKGPSDKKRGHSKKV 

HVLAASVEQAAENFLEKEDKIV 

KESQF\L*E*LLAAVEDVRKQG 

DLMKAAARRRSHDDPCSSVEQ 

GNMVQAA*TLLSAVTCLLILA\ 

DMGNVYKLLVQLKVVEDGILK 

LRNAGNEQDLGIQYKALKPEV 

DKLNIMAAKRQQELKDVGHRD 

QMAAARGILQKNVPILYTAS 


22265 ; 


52633 


A 


22393 


1 


1584 




22266 j 


52634 


A 


22394 


1 


3519 




22267 


52635 


A 


22395 


3 


673 




22268 j 


52636 


A 


22396 


1 


1574 


DVPRDLEVVAATPTSLLISWDA 

PAVTVRYYRITYGETGGNSPVQ 

EFTVPGSKSTATISGLKPGVDYT 

ITVYAVTGRGDSPASSKPISINY 

RTEIDKPSQMQVTDVQDNSISV 

KWLPSSSPVTGYRVTTTPKNGP 

G PTKTKTAGPDQTEMTIEG LQP 

TVEYVVSVYAQXNPSGESQPLV 

Q\ V A V PT1 PA PTDLKFTQ VTPTS 

LSAQWALPNVQLTGYRVRVTP 

KERTGPMKEINLAPDSSSVVVS 

GLMVATKYEVSVYALKDTLTS 

GPAQGVVTTLENVSPPRRARVT 

DATETTITISWRTKTETITGFQV 

DAVPANGQTAPIQRTIKPDVRSY 

TITGLQPGTDYKJYLYTLNDNA 

RSSPVVIDASTAIDAPSNLRFLA 

TTPNSLLVSWQPPRARITGYIIK 

YEKPG SPPRE V VPRPRPG VTEA 

TITGLEPGTEYTIYV1ALKNNQK 

SEPLIGRKKTVQKTPFVTHPGY 

DTGNGIQLPGTSGQQPSVGQQ 

MIFEEHGFRRTTPPTTATPIRHR 

PRPYPPNVGQEALS 



2894 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22269 


52637 


A 


22397 


3 


2382 


QTEMTIEGLQPTVEYVVSVYAQ 

NPSGESQPLVQTAVTNIDRPKG 

LAFTDVDVDSIKIAWESPQGQV 

SRYRVTYSSPEDGIHELFPAPDG 

EEDTAELQGLRPGSEYTVSVVA 

LHDDMESQPL1GTQSTAIPAPTD 

LKFTQVTPTSLSAQWTPPNVQL 

TGYRVRVTPKEKTGPMKEINLA 

PDSSSVVVSGLMVATKYEVSV 

YALKDTLTSRPAQGVVTTLEN 

VSPPRRARVTDATETTITISWRT 

KTETITGFQVDAVPANGQTPIQ 

RTI KPD VRS YT1TG LQPGTD YKI 

YLYTLNDNARSSPVVIDASTAI 

DAPSNLRFLATTPNSLLVSWQP 

PRARJTGYIIKYEKPGSPPREVV 

PRPRPGVTEATITGLEPGTEYTI 

YVIALKNNQKSEPLIGRKKTDE 

LPQLVTLPHPNLHGPEILDVPST 

VQKTPFVTHPGYDTGNGIQLPG 

TSGQQPSVGQQMIFEEHGFRRT 

TPPTTATPIRHRPRPYPPNVGEEI 

QIGHIPREDVDYHLYPHGPGLN 

PNASTGQEALSQTTISWAPFQD 

TSEYIISCHPVGTDEEPLQFRVP 

GTS\TS ATLTG LTRG AT YN 1 1 VE 

ALKDQQRHKVREEVVTVGNSV 

NEGLNQPTDDSCFDPYTVSHYA 

VGDEWERMSESGFKLLCQCLG 

FGSGHFRCDSSRWCHDNGVNY 

KIGEKWDRQGENGQMMSCTCL 

GNGKGEFKCDPHEATCYDDGK 


22270 


52638 


A 


22398 


48 


7500 


GATMACCAAQGEERVTPCASG 

KRGPAATTSLVLWIPSVPPPVPF 

PTLWPPPSWRRQPPGGIRRDFS 

RRLRREANLVATCLPVRASLPH 

RLNMLKGPGPGLLLLAVLCLG 

TAVPSTGASKSKRQAQQMVQP 

QSPVAVSQSKPGCYDNGKHYQ 

INOOWERTYLGNVLVCTCYGG 

S RG FNCESKPE AEETCFDK YTG 

NTYRVGDTYERPKDSMIWDCT 

C I G AG RG R I SCTI AN RCHEG G QS 

YKIGDTWRRPHETGGYM 


22271 


52639 


A 


22399 


» 


403 


NSTNKRRGFCFITFKEVEMEKKY 

HNVGLSKCEIKVAMSKEQYQQ 

QQQWGSRGGFAGRARGRGGG 

PSQNWNQGYSNYWNQGYGNY 

GYNSQGYGGYGGYDYTGYNN 

YYGYGDYSNQQSGYGKVSRRG 

GHQNSYKPY 



2895 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop codon, / = possible nucleotide 
deletion, \=possible nucleotide insertion) 


22272 


52640 


c 


22400 


36 


214 




22273 


52641 


A 


22401 


3 


182 




22274 


52642 


A 


22402 


223 


452 


LESMTIFPYSDDKRAQY1FIQKD 
LLKKPVRHYYIMTLSHWAFNT 
RLALQYWGKGHKTQIDSEA*Q 
LRNKTMKANFF 


22275 


52643 


A ■ 


22403 


1 


1037 


MSEEQFGGDGAAAAATAAVG 

GSAGEQEGAMVAATQGAAAA 

AGSGAGTGGGTASGGTEGGSA 

ESEGAKIDASKNEEDEGHSNSS 

PRHSEAATAQREEW1CMF1GGLS 

WDTTKKDLKDYFSKFGEVVDC 

TLKLDPITGRSRGFGFVLFKESE 

SVDKVMDQKEHKLNGKVIDPK 

RAKAMKTKEPVKK1FVGGLSP 

DTPEEKIREYFGGFGEVESIELP 

MDNKTNKRRGFCFITFKEEEPV 

KKIMEKKYHNVGLSKCELKWA 

\MSKEQYQQ\Q\QQWDSRGGCA 

GRA\RG RG G DQ A E\G YG KG IQ A 

RWAIKNSYKPYLNYSICQPYPP 

TAGTSLQALCRADFRFSQARSM 


22276 


52644 


A 


22404 


299 


1508 


HYVGGSSSGGDGAAARAT/AR 

AVGGSAGEQ\EGA\MVAATHG 

ARGGVWEADAATGGGTASGG 

TVEGGSAE\SEG\AKIYASKNEED 

EGHSNSSPRHSEAATAQRGRMN 

KMVIGGLSWDTXTKKDLKDYFS 

KFGEVVDCTLKLDPITGXQSRGF 

GFV\LFKESESV\DKVMDQKEH 

K\LNG\KVNDPKRAKAMVKTKE 

PVKKIFVGGLSPDTPEXEKIREYF 

GGFGE\VES1ELPMD\NKTN*RG 

RGF\CF\ITFKEEEPVKK1\MEKK 

YHNVGLSKCEIKVVLLNEQYQ 

QQQQW* SIGGFAGI ALVIGGGP 

SQNWNQGYSNYWNQGYGNYG 

YSS\QGYG\GYGGYDYTGY\NM 

YYYGYGDYSNQQSGYGKVSXRR 

GGHQ\NSYKPHTKFIPICNLFPN 

RWLKQYFPNLKIQFERGSCHLL 


22277 


52645 


A 


22405 


3 


189 


EESEPERKRARTDEVL\PEEAAP 
RRKMRTTRTTCPVSRYVAAP\QL 
LLQKLLQRRRKGSCSRG 


22278 


52646 


B 


22406 


1 


1356 




22279 


52647 


C 


22407 


135 


260 




22280 


52648 


A 


22408 




1740 




22281 


52649 


B 


22409 


80 


371 





2896 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


22282 


52650 


A 


22410 


257 


1200 


ISWCCMEQKKRLP\FSKREG\PY 

EFIICPSEDSSPLLRCAFCIGGMS 

V KEQM ETI RH PLQTTRGPG PG P 

LFTDGPDPIPEAFLHGLLSIREM 

VSTEKVKPVGQESEPRVKPLEL 

DDSASGGVHMMVATPGRLMD 

LLQKKMVSLNICRYLALDEAD 

RMIDMGFEGDIRTIFSYFKHTSA 

AAIGLQLALDGGTGSGQKGKC 

EEFPSSMSAVSTGLEASACCLS 

VTMDPLETLSRMASSTSSMSSL 

ARAWLSPEPGDSPGMVGGLPR 

ELPGMAPLECGEFQRPESLCAD 

RNELGSQSPEFPGQEEEDEDED 

DEEEDEDE 


22283 


52651 


A 


22411 


107 


2069 


GGVSPWRACVQQRMEESEPER 

KRARTDEVXLPEEAAPRRKMRT 

TRTTCPMCRYGSAGSLLLQKLL 

QR\RRKGAAEEEQQDSGSEPRG 

DEDDIPLGPQ\SNVSLLDQHQHL 

VKEKAESAAKESCQGRKQLEGK 

KEKILGRIVCRRAE\LDVK*KAD 

WLKGITVLIDPIKTQLGLPPRA" 

MFLSMSEERHERVRKKYHILVE 

GDGIPPPIKSFKEMKFPAAILRG 

LKKKGIHHPTPIQ1QGIPTILSCR 

DMIGIAFTGSGKTLVFTLPVIMF 

CLEQEKRLPFSKREGPYGLIICP 

SRELARQTHG1LEYYCRLLQED 

SSPLLRC\ALCIGGMSVK\EQ\ME 

TIRQGVHMMVATPG/RALMDL 

LQKKM VSLDICRYL ALDEA DR 

MIDMGFEGDIRTIFSYFKGQRQ 

TLLFSATMPKKIQNFA\KSALVK 

PVTINVGRAGAASLDVIQEVEY 

VKEEAKMVYLLECLQKTPPPV 

LIFAEKKADVDAIHEYLLLKGV 

EAVAIHGGKDQEERTKAMEAFR 

EG KKD VL V ATVD V AS KG L VFP A 

IQHVINYDMPEEIENYVHR1GRT 

GRNSGNTGIATTFINKACDESFLI 

D\LKALLVRKPKQKVPPVL\QV 

LAHCGGWSPMLDIGRSSRGCAF 

CGG\LGH\RITDCPKL\EA\MQTK 

QVSNIGRKDYLAHSSMDF 


22284 


52652 


A 


22412 


435 


1428 





2897 

BNSDOCID: <WO O175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ II) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibic nucleotide insertion) 


22285 


52653 


A 


22413 


3 


597 


HKMAPYSPLVTRLQKALGVRQ 

YHVASVLCQRAKMAMSHFEPN 

EYIHYDLLEKNIMIVCKRLNWP 

LTLLEKIVYGHLDDPASQEIEQ 

GK/S/YLWLWPDHVAMLQFISKI 

GATTSVFPYNHRMRRYLSK/TG 

RTD1ANLADEFQDHLVPDPGCH 

YDQLIEINLSELKPHfNGPFTPD 

QAHPVAEVGKVAEKEGWPLDl 

RVGLT 


22286 


52654 j 


A 


22414 


29 


512 




22287 


52655 


A 


22415 


1 


543 




22288 


52656 


B 


22416 


271 


719 




22289 


52657 


A 


22417 


1 


2438 


SVHKMAPYSLLVTRL*KALGV 

RQYHVGSVLCQRARWAMSHF 

EPNEYIHYDLLEKSINIVRKRLN 

RPLTLSEKIVYGHLDDPASQE1E 

RG KSYLRLRPDRV AMQDAYTA 

QMAMLQFISSGLSKVAVPST1H 

CDHLIEAQVGGEE\DL\RRAKDI 

NQEVYNFLATAGAKYGVGFW 

rCPGSGIIHQHLENYCVPWLSF*L 

GPDFHTPNGGG\LGGI\CIGSCG 

WPN A V/EWNGLG 1 P WELKCPK 

V1GVKLTGSLSGWPSPKDVILK 

VAGILTVKGGTGAIVEYQGPGV 

DSISCTGMATICNMGAE1GATT 

SVFPYNHRMKKYLSKTGREDIA 

NLADEFKDHLVPDPGCHYDQLI 

EINLSELKPHINGPFTPDLAHPV 

AEVGKVAEKEGWPLDIRWGLM 

GSCTNFKLWK1WGRSAAVAKQ 

ALAHG\LKCKSQF\TITPGFPRQI\ 

RATFE\RDGYAQILRDLGG\IVL 

ANACGPC1GQWDRKDIKKGEK 

NTIVTSYNRNFTG\RNDANPET 

H A FVTSPEIVTAL AIAGTLKF\N 

PETDYLTGHGWARSFRLGGSR1 

AD* VFPKGEF* PRG RDTYQHPP 

K\DSSGAACWDLSPTSQRLQLL 

EPFDKWDGKDLEDLQIL1KVKG 

KCTTDHISAAGPWLKFRGHLD 

NISNNLLIGA11MIENGKANSVG\ 

N PVTQEFG PA PD\L A RYYKKHG 

l\RWVVIGDENYGEG\SSREHAA 


22290 


52658 


A 


22418 


14 


260 


RLCIGDAGVSPVCGP/CSAGGGP 
R*LNLEGGEESSSVPRGG/CCSP 
VTATTAPGPCFPK*SDGSGCAE 
APDSGE/CS*ALGPHCGD 



2898 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22291 


52659 


A 


22419 


160 


460 


RLCIGDAGVSPVCGPLSAGGGP 

R*LNL*GGEESSSVPRGG/CCSP 

VTATTAPGPCFPK*SDGSGCAE 

APDSGNCGAFCALRSPHRHPGP 

KPARERLLLTGL 


22292 


52660 


A 


22420 


43 


418 


SLGCAEQN/FPA1AIQPGMAQEE 

RLSRYQQFKDFQRR1LVATNLF 

GRGMDIERVNIVFNYDMPEDS 

DTYLHRVARAGRFGTKGLAITF 

VSDENDAKILNDVQDRFEVNV 

AELPEEID1STYIEQSR 


22293 


52661 


A 


22421 


I 


592 


RFSKYMPSVKVSVFSRGLSIKK 

DEEVLKKNCPHVVVRTRARILA 

LVRNRSFSLQNVKHFVLDECD 

KMLEQLDMRRDVQEIFRLTPHE 

KQCMMF/ERLSRYQQFKDFQRR 

ILVATNLFGRGMDIERVNIVFN 

YDMPEDSDTYLHRVARAGRFG 

TKGLA1TFVSDENDAKILNDVQ 

DRFEVN VAELPEEID1STYIEQS 


22294 


52662 


A 


22422 


2 


575 




22295 


52663 


B 


22423 


100 


412 




22296 


52664 


A 


22424 


2 


441 




22297 


52665 


A 


22425 


682 


1032 




22298 


52666 


A 


22426 


1 


1324 


MAEQDVENDLLDYDEEEEPQA 

PQESTPAPPKKDIKGSYVSIHSS 

GFRDFLLKPELLRAIVDCGFEHP 

SEVQHECIPQAILGMDVLCQAK 

SGMGKTAVFVLATLQQIEPVN 

GQSGQVHiFGLHIGARALVISEH 

ILKDEGAVEGCGVVQCLMARV 

TVLVMCHTRELAFQISKEYERF 

SKYMPSVKVSVFFGGLSIKKDE 

EVLKKNCPHVVVGTPGRILALV 

RNRSFSLKNVKHFVLDECDKM 

LEQLDMRRVDVQEIFRLDTTPR 

KQCMMFSATL\SKDI\RPV\CRK 

FMQDPMEVFWDDETKLTLHGV 

LQQ Y Y V KL KTS E KN RSL FDLL\ 

DV\LEFNQV\IIFVKSVQRCMAL 

AQLLWEQNFPAIVAIHRGMAQE 

ERLSRYQQFKDFQRRILVATNL 

FGRGMDIERVNIVFNYDMPEDS 

DTYLHRVARAGRFGTKGLAITF 



2899 

BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22299 


52667 


A 


22427 


9 


1535 


EAQQLVSERPAENRSWKCLLA 

ARGEERGASIMAEQDVENDLL 

DYDEEEEPQAPQESTPAPP\KKD 

IKGSYWSIHSSGFRDF/LCLKPE 

LLRAIGGLVAFEHPSEVQHE\Cl 

PQGHPGAWDVLLPGQSPGMGK 

TAVFRCWPPLQQIXEPVNGQVIA 

VLVM\CHTRELAFQISKEYERFS 

KYMPSVKVSVFFGGLSIKKDXE 

EVMKKNCPHVVVGTPGRILAL 

VRNRSFSLKNVKHFVLDECDK 

MLEQLDMRRDVQEIFRLTPHEK 

QCMMFSATLSKDIRPVCRKFM 

QDPMEVFVDDETKLTLHGLQQ 

YYVKLKDSEXKTRKVFDLWDW 

LEFNQVDILRQGQCKRCMALAA 

QLLWEQNFPAQWPAHRGNGPQ 

KERPVNAYQASSKDFPSGRDPL 

VATQILFGNRGMDIEAKSNIWFN 

Y\DMP*G LGTPY L\H R V\ A RRG R 

FGTKRP*PFTFVSDGYNDA\KILN 

DV\QDRF*S*MWAEL\PEEIDIST 

YIEQSRLNHQLARAGPPGAAPH 

AASPPLSRRHC 


22300 


52668 


A 


22428 


3 


290 




22301 


52669 


A 


22429 




690 


MNQTSEKEIISKEQGNVKAAGA 

SDVVLYKIDVPANRYDLLCLEG 

LVRGLQVFKERNFFLTVLEVEK 

SKTKVEQIQCLCSQEDIADKLG 

VDISATICAVH1SNPKTAEFQVA 

RTTLLPGLLKTIAANRKMPLPL 

KLFEISDIVIKDSNTDVGAKNYR 

HLCAVYYNKNPGFEIIHGLLDRJ 

MQLLDVPPGEDKGGYV/IQSVG 

KLGVLHPDVITKFELTMPCSSL 

EINIGPFL 



BNSDOCID: <WO 0175067A3_IA> 



2900 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22302 


52670 


A 


22430 


2 


1834 


GTRPTVSVKRDLLFQALGRTYT 

DEEFDEXLCFEFGLELDEITSEKE 

IISKEQGNVKAAGASDVVLYKI 

D V L ATR YDLLCL EG LVRGLQV 

FKER1KAPVYKRVMPDGKIQKL 

IITEETAKJRPFAGAAVLRNIKFT 

K D\R YDSFIELQEKLHQN ICRKR 

ALVAIGTHDLDTLSGPFTYTAK 

RPSDIKFKPLNKTKEYTACELM 

NI YKTDNHLKH YLH I IENKPLYP 

VTYDSNGWVLSMPPIINGDHSRJ 

TVN TRN I FI ECTG TDFTKAK1 VL 

DI I VTMFSEYCENQFTVEAAE V 

VFPNGKSHTFPELAYRKEMVR 

A DLINKK VG IRETPEN LAKLLT 

RMYLKSEVIGDGNQ1E1EIPPTR 

ADIIHACDIV\EDAA1AYG\YNNI 

\QMHSPENFTP*ANQFPLNK\LT 

ELLRHDMA\AAGFH*STLPLAL 

CSQGRYWLDKLGVGYLWQQR 

AVHISNVPKTAEFQVARTTLLPG 

PP*RP*AANRKV\PLPLAKLFEIS\ 

DI V I k:\dsnt\dvg akkttrqsl 

VAGLLPTKNPGXFEINSWGCWD 
R I M A VCSD WPPGGRQG G DM * F 
KASEGPAFFPGAMCRDSFARGQ 
SLAGKLGWLHPD VIHQI WS* PLP 
CSSLEIVNIGPFL 


22303 


52671 


A 


22431 


1 


304 




22304 


52672 


A 


22432 


1 


642 




22305 


52673 


B 


22433 


1 


423 




22306 


52674 


A 


22434 


1 


525 | 


LHEHPVTESPMNCSVTLQLSLY 

MKSVA/GIGQTGKIEPVVLPLL 

W F AESG AMEG ETLHTF YTQL V 

LMPKVMHYAQYVLLALGCVL 

LLVPVICQIRSQ/DRCWPEGSPG 

*QPFAFPPA*TDIILWTEPATLM 

AEVSACCAPELPPPPHRVPQIIG 

AQAEVNEPGGPAFRALLDPGA 


22307 


52675 


A 


22435 


3 


483 


VRGSGNSHGEVSKGRMCLAGA 

LPLPGACAALVLLLVILPEPLRC 

PLHTLYGGRDPVDSIRLWRQA 

GEFRHKSNITFNNNDTVSFLEY 

RTFVQFQPSKSHGSESDYIVMPN 

ILVLNKPRSTWISVCFVHGCIPA 

SRTGPRTESMHSKSLWKAWLA 

APGLPLL 



2901 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


22308 


52676 


A 


22436 


1 


1623 ; 


RRRPRLLPGAEPCEPRVGPRRA 

DMGCSAKARWAAGALGVAGL 

LCAVLGAVMIVMVPSL1KQQV 

LKNVRIDPSSLSFNMWKE1PIPF 

YLSVYFFDVMNPSE1LKGEICPQ 

VRERGPYVYK/ESSRHKSN1TFN 

NNDTVSFLEYRTFQFQPSKSHG 

SESDYIVMPNILVLGWAVMME 

NKPMTLKL1MTL\AFTTLG\ERA 

FHGTALWGEVXMWGYKDPLVN 

L1NKYFPGMFPFKGGFGVFAEL 

NN S DSG L FT V FTG VQN I S RI H L V 

DKWNGLSKVDFWHSDQCNM1 

NGTSGQMWPPFMTPESSLEFYS 

PEACRSMKLMYKAESGVFEGIP 

TYRFVAPKTLFANGSIYPPNEGF 

CPCLESGIQNVSTCRFSAPLFLS 

HPHFLNADPVLAEAVTGLHPN 

QEAHSLFLDIHPVTI1PMMCSVK 

LQLSLYMKSVAGIGQTGKIEPV 

VLPLLWFAESGAMEGETLHTR 

YTQLVL\MPKVMH\YAQYVPS 

WALGXCVLLLVPV/LSCQ1RSQE 

KCYLFWSSSKKGSKDKEAIQA 

GSE*SLMTSAPKGS\VLQEAKL 


22309 


52677 


A 


22437 


198 


1062 


STCVEMPRNLLYSLLSSHLSPHF 

STSVTSAKVAVNGVQLHYQVHF 

GEG DH A VXLLLPGMLG SGETDF 

GPQLKNLNKKLFTVVAWDPVR 

GYGHSRPPDRDFPADFFERDAK 

DAVDLMKALKFKKVSLLGWS 

DGGITAL1AAAKYPSYIHKMWI 

WG\ANAYVTVDERPAG*YEGHP 

RMVSQMGVEGKK£SL*EALYG 

YDYFARTCEKWVDGIRXQFKHL 

PDGNICRHLLP\RVQ\CPPPLIVH 

GXEKDPLVPRFHADFIHKHVKG 

SRLHLMPEGKHNLHLRFADEF 

NKLAXEDFLQ 


22310 


52678 


A 


22438 


223 


393 


AQ ASPPLLPP* * ERSN VPCPI S 



2902 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/0863.1 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


2231 1 


52679 


A 


22439 


524 


1516 


FILEDITGYVMAPIDGLLCREPR 

RGLYLEGTKPMTLFQIQFLNSV 

GDLLDLIPSLSPTKNGSLKVFICR 

WDMGHCSAL1KVLPGFENILFA 

HSSWYTYAAMLRIYKHWDFN1I 

DKDTSSSRLSFSSYPGFLESLDD 

FYILSSGLILLQTTNSVFNKTLL 

KQVIPETLLSWQRVRVANMMA 

DSGKRWADIFSKYNSGTYNNQ 

YMVLGPEESKAEPQSLTKGT/P 

VTLWEOIPTY/VRNISGTNLMFF 

RGKGFWANSYNVPFHEKIYNWS 

GLSHC*FRKLGLGPTPYDFRPH 

EPK1FRRDPR/DK*LIRHPMKYI 

M RYN\M Y KE\DP YS RG DPP VNT 


22312 


52680 


A 


22440 


1 


306 




22313 


52681 


A 


22441 


698 


1613 


FQFFQIFPEYKNNDFYVTGESY 

AGKYVPAIAHLIHSLNPVREVK1 

NLNGIAIGDGYSDPESI1GGYAE 

FLYQIGLLDEKQKKWFQKQCH 

ECIEHIRKQNWFEAFEIL\DKLL\ 

DGDLTSDPFLTSQNVTGCS\NY 

YNFLRCTEPEDQLYYVKFLSLP 

E V RP AH PTLGN\QTFN\DG PI V * 

KVPCGEDTSTSPVKPW\LTEI\M 

NNYRVLIY\NG\OLGHPSVAAAP 

DOSAPLMG\MDWKGSP\FYKK 

AEKK\VWK1FKS\DSFVA\GYI\R 

* »A V*V » » IV 1 I IV»J \U <J 1. y V / V \ VJ 1 1 \l\ 

QVGDFXHQVIIRGGGHILPYDQP 
LRAFDMINRFI YGKG WDPY VG 


22314 


52682 


A i 


22442 


1 


258 




22315 


52683 


A 


22443 


366 


848 




22316 


52684 


A | 


22444 


1 


585 


ECLCVSTAVRJRHELKTMLTEL 

LRGGSFEFKDMRVPSALVTLH 

MLLCSIPLSGRLDSDEQKIQNDI 

IDILLTFTQGVNEKLTISEETLA 

NNTWSLMLKEVLSSILKVPEGF 

FSGLILLSELLPLPLPMQTTQVS 

LPY>JMHLINDCSNTF*KASDSV 

KKQKPSSPFLPKRHKITG*GGD 

KTETSWSLRKYGGKNFK 



BNSDOCID: <WO 0175067A3JA> 



2903 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide | 
deletion, \=possible nucleotide insertion) 


22317 


52685 


A 


22445 


625 


2700 


YIRGHSTPRKLWSMHLHVQAK 

LLQEIVRSFSGTTCQPIQHMLRR 

ICVQLCDLASPTALL1MRTVLD 

LIVEDLQSTSEDKJEKQYTSQTT 

RLLALLDALASHKACKLLAILHL 

INGT1KGDERYAEIFQDLLALVR 

SPGDSVIRQQCVEYVTSILQSLC 

DQDIALILPSSSEGSISELEQLSN 

SLPNKELMTSICDCLLATLANS 

ESSYNCLLTCVRTMMFLAEHD 

YGLFHLKSSLRKNSSALHKLLK 

RVVSTFSKDTGELASSFLEFMR 

Q1LNSDTIG\CCG\DDNG\LMGSR 

RGAHTSRTMSINAAELNQLLQS 

TEESPEDLFLELEKLDLEHSKD 

DDNLYSLLD**RGLKQMLESSG 

DPLPLSDQDVEPVLSAPESLQN 

LFNNRTAYVLADVM\DDQLKS 

MWFTPFQAEVEIGTDLDLVKVD 

LIELSEKCCSDFDLHSEVLERSFL 

SEPSSPGRTKTTKGFK.LGKHKH 

ETF1TSSGKSEYIEPAKKEFMLC 

PPPRGRG RGGFGQGIRPHDIFR\ 

QRKQNTSRPPVSMHVDDFWAA 

EXSKEVVPQDGl/PSHPNRPLKVS 

QRISSRVGFSGNRGGRGAFHSQ 

NRFFTPPASKGNYSRREGTRGS 

SWSAQNTPRGNYNESRGGQSN 

FNRGPLPQL\RPLKFPTG*PAPK 

SLGTRAS*MVRGG\LGTFPGLS 

AKLAASGGSRGKFVSGGXSGRG 


22318 


52686 


A 


22446 


2487 


3161 


TWWLH1SIIIPGGKKSYSPRLGR 

GKRFATFVLLVGGELCLTSYAP 

PSIHPILRSEAECLNYSIFSKFLA 

PAGEFALPRSFDNCPRVRLRAL 

RJLALLILLTFILCWTPYYLLGM 

WYWFSPHXMLTEVPPSLSHILFL 

LGLLNAPLDPSPSYGAFTLGCR 

RGHQELSIDSSICEGSGRMLQEEI 

HAFRQLEVQKTVTSRRAGETK 

GISITSI*S*QSM*EQNSKSLVP 


22319 


52687 


A 


22447 


232 


337 




22320 


52688 


A 


22448 


I 


1449 




22321 


52689 


A 


22449 


1 


2004 





BNSDOCIO: <WO 0175067A3_IA> 



2904 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22322 


52690 


A 


22450 


-> 

D 


1558 


APARDRAGGGRRALPRLPAAS 

ARARGLTRALSRAMACRQEPQ 

PQGPPPAAGAVASYDYLVIGGG 

SGGLASARRAAELGARAAVVE 

SHKLGGTCVNVGCVPKKVMW 

NTAVHSEFMHDHADYGFPSCE 

GKFNWRV1KEKRDAYVSRLNA 

I YQNNLTKSH I E 1 1 RG HA FFYTSD 

PKPTIEVSGKKYTAPHILIATGG/ 

MVPSTPH*EPRSRGASL*1TSDG 

FFQLEEIVPAAASLVGARLPLSV 

EMAGIL\SALGSKTSLMIRHD\K 

VLRSFDSMISTNCTEELENAGV 

EVLKFSQVKEVKKALXSGLEAS 

MVTAVPGRLPVMPMIPDVDCL 

LWAIGGVPNTKDLSLNKLGIQT 

DDKGH1IVDEFQNTNVKGIYAV 

GDVCGKALLTPVAIAAGRKLA 

HRLFEYKEDSKLDYNNIPTVVF 

SHPPIGTVGLTEDEAIHKYG1EN 

VKTYSTSFTPMYHAVTKRKTK 

CVMKMVCANKEEKVVGIHMQ 

GLGCDEMLQGFAVAVKMGAT 

KADFDNTVA1HPTSSEELVTLR 


22323 


52691 


A 


22451 


51 


464 




22324 


52692 


B 


22452 


103 


1184 




22325 


52693 


A 


22453 


52 


148 




22326 


52694 


A 


22454 


1 


3282 




22327 


52695 


A 


22455 


145 


436 




22328 


52696 


A 


22456 


1 


3622 


MPGYRAGPFEEAFDREDERQIE 

CQGRGVDRJCITGEHTTFSGRSG 

PDHELTLDSGKGCTRSMVPASA 

ASEDRRKLPIIVEDEGGPTRSRA 

CSSPARGSRPPPSAIGCSPVAQA 

SDSAAGPARRTALQSLSSWLGY 

QIDRHSVPVYVFKSPLFSVIMAP 

KHKSSDAGNLDRPKRSRKVLPL 

SEKVKVLDLIRKDKKSYAEVA 

KIYGKNESSIREIVKKEKEIRASF 

AVSPPTAKVTATVRDKCLVKM 

EQALHLWVEE 


22329 


52697 


A 


22457 


3 


422 


VVELRCQDKEGNPAPEYTWFK 

DGIRLLENPRLGSQSTNSSYTM 

NTKTGTLQFNTVSKLDTGEYSC 

EARN SVG Y/PQ V PG KRMQ V D D 

LNISGHAAVCGLGVCYAQRKG 

YFSKETSFQKSNSSSKATTMSE 

NDFKHTKSFII 


22330 


52698 


A 


22458 


1 


208 




22331 


52699 


A 


22459 


122 


321 





2905 



BNSDOCID: <WO 0175O67A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ■!> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22332 


52700 


A 


22460 


2 


1 169 


HTPKTEQTP1PGLEDPPLGSQLR 

RRPGEGETDIPSRAVPPLPPLPT 

LCSFPA PEVQGPPASCAPAAGT 

LDLLRAAGCRPGKMARRSRHR 

LLLLLLRYLVVALGYHKAYGF 

SAPKDQQVVTAVEYQEAILAC 

KTPKKTVSSRLEWKKLGRSVSF 

V Y YQQTLQG DF KN RAEMIDFNI 

RJKNVTRSDAGKYRCEVSAPSE 

QGQKPG\EDTVTLEVLGDVHVL 

APAVPSCEVPSSALSGTVVELR 

CQDKEGNPAPEYTWFKDG1RLL 

ENPRLGSQSTNSSYTMNTKTGT 

LQFNTVSKLDTGEYSCEA\R]MS 

VG*SEGPCETNASR*SQHKVGI1 

GSRS*LWALVDFPFVGLVYSYG 

SEGKATFSKETSFQKSNSSSKAT 

TMSENDFKHTKSFII 


22333 


52701 


B 


22461 


57 


168 




22334 


52702 


A 


22462 


1 


682 




22335 


52703 


A 


22463 


398 


1465 


GTFPPSGL1TGKKRKALLGACD 

CTQIVICPSGVHLKLVLRFSDFG 

KAMFKPMRQQRDEETPVDFFY 

FIDFQRHNAEIAAFHLDRJLDFR 

RVPPTVGR1VMVTKEILEVTKN 

EILQSVFFVSPASNVCFFAKCPY 

MCKTEYAVCGKPHLLEGSLSA 

FLPSLNLAPRLSVPNPWIRSYTL 

AGKEEWEVNPLYCDTVKQ1YP 

YNNSQRLLNVIDMAIFDFLIGN 

MDRHHYEMFTKFGDDGFLIHL 

DNA\RGFGRHSH\DE1PILSLLSQ 

CGM1KKNTLLHLQ\LLAQADYR 

LS\DVMRESLLEDQL\SPVLTEP 

HLLAL\DRRLQTILRTV\EGCIV\ 

A HG\QQS V H * FDG PSGN S SG PR 


22336 


52704 


A 


22464 


2 


424 


GRVGVSAVIVRAWITHKYSGR 

DWNVKWEENLLHAVAKNYTL 

LQTIPPFERPFKDHQVCLEWNM 

G Y I WNLRAN RI PQCPLEN/DFRE 

DFHYNDTAGYFIIGGSRYVAG1 

EGFFGPLKYYRLRSLHPAQIFNP 

LLEKQLAEQ1S 


22337 


52705 


A 


22465 


23 


323 




22338 


52706 


A 


22466 


3 


287 


LSVQMYAQAALDGDSQGFFNL 

ALLIEEGTAYERCWSHSNEESFS 

PCSLAWLYLHLRLLWGAILHSA 

LIYFLGTFLLSILIAWTVQYFQS 

VSGKDL 


22339 


52707 


A 


22467 


1 


348 




22340 


52708 


A 


22468 


1 


738 





2906 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/0863I 



SEQ ID 

NO: 


SEQ ID NO: 
oi |icptiac 
sequence 


Met 
nou 


SEQ ID NO: 
in uojin 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*~Stop codon, /=possible nucleotide 
deletion, V= possible nucleotide insertion) 


22341 


52709 


A 


22469 


1 


507 




22342 


52710 


A 


22470 


187 


3682 


SILCLLSPCVVQFGKPVVS1LSS 

RSRHSPCTKKGWEGMRKHLHT 

RQGHK*VHV\KFP\S1MGLQGM 

DYFHPDISIFCNLAVIVRAWMTH 

KYRGRDWNVKWEENLLHAVA 

KVNYTLLQTIPPFERPFKDHQVC 

LEWNMGYIWNLRANRJPQCPL 

END V V ALLGFPY ASSG ENTG 1 V 

KKFPRFRNRELEATRRQRMDYP 

VFTVSLWLYLLHYCKANLCG1L 

YFVDSNEMYGTPSVFLTEEGYL 

HIQMHLVKGEDLA 


22343 


52711 


A 


22471 


3 


153 




22344 


52712 


A 


22472 


1 


408 


TEPEFPGRRFRPRMAVMAPXRT 

LVLLLSGALALTQTWAGSHSM 

RYFSTSVSRPGRGEPRF1AVGYV 

DDTQF VRFDSDA ASQRM E PRA 

PWIEQEGPEYWDEETGKVKAH 

SQTDRENLR1ALRYYNQSEAGS 

HTLFPR 


22345 


52713 


A 


22473 


I 


823 


MAVVAPRTLLLLLSGALALTQT 

WAGSHSMRYFSTSVSRPGSGEP 

RFSAVGYVDDTQFVRFDSDAA 

SQRMEPRAPWMEQEEPEYWDR 

QTEISKTNAQ1DLESLRJALRYY 

NQSED/GPPPKTHMTHHPISDHE 

ATLRCWALSFYPAEITLTWQRD 

GEDQTQDTELVETRPAGDGTF 

QKWASVVVPSGQEQRYTCHVQ 

HEGLPKPLTLRWEPSSQPTIPIV 

GILAGLVLFGAVIAGAVVAAV 

MWRRKSSDRKGGSYSQAASSD 

SAQGSDVSLTACKV 



BNSDOCID: <WO 0175067A3_IA> 



2907 



WO 01/075067 



PCT/U S0 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide j 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22346 


52714 


A 


22474 


1 


1 162 


NSRVDDFVAVMAPRTLALLLLS 

GALALTQTWAGSHSMRDXFFTS 

VSRPG\R*EPRF1AVGYVDDTQF 

VRFXDSDAASQRMEPRAPW1EQ 

EGPEYWDQETRNMKA\HSQTD 

RENLRIALPLTYNQSEAGSXHTL 

QMMFGCERGGSDGALSFRGLP 

PVTAY\DGKGFTFALNE\DLRS 

WTAAADMAAQITQRKWETPPM 

WRS/EQEEAYLEG\QCV\DGLRR 

YLVENGKEDAAAQRTPPKTHMT 

HHPIS*P*RPL*RCW\ALAAFYPC 

GDHT*PWQRDG\EDQTQ\DTEL 

VXETRPAGDGTRHKWAAVVVP 

SGEESEITPANVQQ*RVLPKPLT 

L1CM/WEPSSPAHPSP1VGHHLLA 

LVL/LLGAFDHLKLWVAAVML 

KEGTAQVGKG*KIEKGGSYSSR 

LPSQ 


22347 


52715 


A 


22475 


9 


316 


1PAMGLETEKADVQLFMDDDS 

YSHHSGLEYADPEKFADSDQD 

RDPHRLNSHLKMLMPFVKTCL 

MVLPSVQTIWKSVTDVIIAPLCT 

SVGRCFSSVSLQLSQD 


22348 


52716 


A 


22476 




606 


RPRTICAAMGLETEKADVQLFM 

DDDSYSHHSGLEYADPEKFADS 

DQDRDPHRLNSHLKLGFEXDVI 

AEPVTTVHSFDKVWVICSHALFEI 

\SKYRM\YRSLTAVFLGHSPWAFI 

CGEFSFATL\SCLAHLGF*WPFV 

VKTCLNWFLPSVQTIWEEC*QM 

V/ISLAPLC\TSVG\RCFLFLFSLA 

TEPRMGILGPQVWRLGYCNTSF 

VIIT 


22349 


52717 


A 


22477 


101 


432 


ATRDQLKAKPENLLGSISRDSG 

RTQEGIPARVPYPPPP/PTREPPQ 

ST*PGRNGLLGCLGGGAPRPG 

WLDSEAGGAPAFHCPG*CPRRH 

RRGGTRLKQLPPPPTTVHDQPL 


22350 


52718 


A 


22478 


794 


1209 


VKVDEVTVKHLGCQRCQWSRC 

PPSCSGTCLCCGAEAPCAAQPA 

WPPPPAAPPPTPPAPPSDXNSSCT 

Q* PTPRCGT* DKDKGI FTLPKG H 

P*V*SLEHGFLKLGSCP\PPPPHA 

LVRPPQVRFNTPHGAEPQRDQL 

PQST 



2908 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22351 


52719 


A 


22479 


3 


1041 


GSNCPLRQADPGPPRHTLFMDF 

VAGA1GGVCGVAVGYPLDTVK 

VRIQTEPKYTGIWHCVRDTYHR 

ERVWGFYRGLSLPVCTVSLVSS 

VSFGTYRHCLAHICRLRYGNPD 

AKPTKADITLLGCGLRTRPRVP 

DVAH*GGQSPLADADTGFLSSS 

GG FRLS ALLAAPPMCP VPPACP 

EPKYRGPLHCLATVAQVEEGLC 

GLYKGSLALVLRDGHSFATYFL 

SYAVLCEWLSPAGHFRPDVPG 

VLVAGGCAGVLAWAVATPM\D 

GIKSRLEANGQGQ\NGYRGLLH 

CMVTSVREEGPRVLFKGLVLN 

CC RAFP VN M VVFV A YE A VLRL 

RPGSAHHSRSPTPRGATHQQLV 


22352 


52720 


A 


22480 


38 


453 




22353 


52721 


A 


22481 


287 


413 


DMDYRRGGWTV1HRKIGGRID 
FQRVR*DYLHGYADLLREFWL 


22354 


52722 


A 


22482 


1 


393 


MPKLLKWNYEGGACWGNLW 

KLPNVERLCFSEATVFRSAAQC 

LWGLGLLLVSRACSHEDA1EW 

RGDSSVVNIVEDGSNAKDESKS 

NDT VC K EDCEESCD VKTK I TRE 

EKHFMCIFHNVQSLGTVCGEK 

GIDVN*NYTRRKTFHVYLPQCS 

VTGNSLRGERH 


22355 


52723 


A 


22483 


505 


854 




22356 


52724 


A 


22484 


584 


1009 


FTQKDLFIPFEVMCDMDYRGG 

GWTVIQKRIDGIIDFQRLWCDY 

LDGFGDLLGDAFL\FL*KEDNQ 

NAMPFSTSDVDNDGCRPACLV 

NGQSVKSCSHLHNKTGWWFN 

KCGLANLNGIHHFSGKLLATGI 

QWGTGNQKQLTWQE 


22357 


52725 


A 


22485 


1 


3123 


MSHRARPCPAPFLFWMLGVKT 

EPAGQDRRKKARSRCCIFRVHA 

SGLWGLRFPSVEWGKPSRDKA 

QLSESPPQSVYLFAETALSAIVP 

GDGVAGGGGTGDGGPGAPYPG 

AVADMEELTIWEQHTATLSKD 

PRRGFGIAISGGRDRPGGSMVV 

SDVVPGGPAEGRLQTGDH1VM 

VNGVSMENATSAFAIQ1LKTCT 

KM AN1TVKRPRRJ H L PATKASP 

SSPGRQDSDEDDGPQRVEEVD 

QGRGYDGDSSSGSGRSWD 


22358 


52726 


A 


22486 


191 


267 





2909 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22359 


52727 


A 


22487 


2 


609 


PPPRSSEDPAICMAEVEHEEGSG 

PFRKFTLPAAVDL\DQ\RLDISY 

DQLEQPMQAVPVARPAAGGLN 

PGACG RKQVHSPA * K RLLQG PS 

KGGAAPCHKPEAGEDATLRD\ 

MII\LPEMWGS\MVGVYH\GKTF 

\NQVEDQGVCGRPCRLGWAGV 

A*CRRDQLTPSFALGLPQPEMI 

GHYLGEFSITYKPVKHGRPGIG 

ATHSSRFIPLK 


22360 


52728 


A 


22488 


3 


461 


ST1SLYCGLKTCPKLTCAFPVSV 

PDSCCRVCRGDGELSWEHSDG 

DFFRQPATREASHSCHRSHYDP 

PPSRQAGGLSRFPGARSHRGAL 

MDSQQASGTIVRFVLNNKHKH 

GQVCVSNGRTYSHGESWHPNL 

RA FG I VEC VLCTPTPI D\ WPQGD 

*GKCRHGCPTLHYVD*LPLEKQ 

VILATALTMILHQADRLEVCPA 

FLGPEVTGELLWIPSKHQEPLC 

DLSSITNTSMDKCVFPMEGPIL 

MASPGTQTSGLLALWSVCYVL 

PPPSIVPQGD 


22361 


52729 


A 


22489 


656 


1495 


TGDGELSWEHSDGDIFRQPANR 

EARHSYHRSHYDPPPSRQAGGL 

SRJFPGARSHRGALMDSQQASG 

TIVQIVINNKHKHGQVCVSNGK 

TYSHGESWHPNLRAFGIVECVL 

CTCNVTKQECKKIHCPNRYPCK 

Y PQK IDG KC * QN STC F LIPEELP 

GQSFDNKGYFCGEETMPVYES 

VFMEDGETTRJCIALETERPPQVI 

CSTFCLAVQGILQHFHIEKISKR 

MFEELPHGHFAFVCLLGQWKIF 

TEGEAQISQMCSSRVCRTELED 

LVKVLYLERSEKGHC 


22362 


52730 


A 


22490 


1 


477 




22363 


52731 


A 


22491 


1 


294 




22364 


52732 


A 


22492 


56 


4042 


VFFTSMGEHLQKLIPASPACLA* 

IPQACQP*PPTPPAWQCRNLR/L 

AASRHQEPRGEVGGPLGHGAE 

RJLAVPVRTDAQGRLVSHVVSA 

ATSRAGVRARRAAPVRTPSFPG 

GNEEEPGSHLFYNVTVFGRDLH 

LRLRPNARLVAPGATMEWQGE 

KGTTRVEPLLG SCL Y VGDV AG 

LAEASSVALSNCDGLAGL1RME 

EEEFFIEPLEKGLAAQEAEQGR 

VHVVYRRPPTSPPLGGPQALDT 

GASLDSLDSLSRAL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in LJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


22365 


52733 


A 


22493 


173 


1148 


QALGLPSLLAVLALSTTDRASF 

SAV1SRSPQRTVSSTRKEQRPLV 

FAFSALRLGTNACKMDGFCSTF 

LGAPG1RLKLLTPAGTHKSERD 

RTATPTRHHEKRLFCSSLSIGRQ 

AEEAWRADHPLPESRLFGLVPL 

GGAAWCRLAGSFCVCSLRLPRP 

IELVRAASGALLGAVRRRNHGP 

PHCFSTATLLCKA Y RG G H LTI R 

LALGXGAPNRPFYRIVAAQNKC 

PRDGPFP*SKLGPPYDP/LLPPNS 

HGEKTPCPLN\LDRI\RHWIG\CG 

APPLLSPMEKLLGLAGFFP\LHP\ 

MMITNAERLRRKRAREVLLAS 

QKTDAEATDTEATET 


22366 


52734 


A 


22494 


2 


4985 


AGATTALELPGQPSVTGVPELP 

GLPSATRALELSGQPVATGALE 

LPGPLMAAGALEFSGQSGAAG 

ALELLGQPLATGVLELPGQPGA 

PELPGQPVATVALEISVQSVVT 

TSELSTMTVSQSLEVPSTTALES 

YN/DERSMMSSYERSMMSYER 

SMMSPMAERSMMSAYERSMM 

SAYERSMMSPMAERSMMSAYE 

RSMMSAYERSMMSPMADRSM 

MSMGADRSMMSSYSAADRSM 

MSSYSAADRSMMSSYTADRSM 


22367 


52735 


A 


22495 


18 


174 


ALIKKHFIF* I AA AKPTPPKSQV 
TLTKEFPVSSGSQHRKKEADSV 
YGEWVL 


22368 


52736 


A 


22496 


3 


595 


IKKHFIF*IAAAKPTPPKSQVTLT 

KEFPVSXSGPQHRKKEADSVYG 

EWVPVEKNGEENKDDDNVFSS 

NLPSEVSRRNIMYFSFFIPESAH 

FIVMLCLIWDSVSLFLRAGVKR 

QGRV*DGQM\KQPAASH\LTVT 

RM/CNSLCG\TKATKWKRLRFA 

ENSVIXTSLPNIGPSLHLWEGSP 

WYSIPFSFPSLLLLKVGEVEFKR 



BNSDOCID: <WO 0175067A3_IA> 



2911 



WO 01/075067 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


22369 


52737 


A 


22497 


3 


5618 


SSELPGPSVTPVPQLSQELPGLP 

APSMGLEPPQEVPEPPVMAQEL 

PGLPLVTAAVELPEQPAVTVA 

MELTEQPVTTTELEQPVGMTTV 

EHPG HPEVTTATG LLGQPE ATM 

VLELPGQPVATTALELPGQPSV 

TGVPELPGLPSATRALELSGQP 

VATGALELPGPLMAAGALEFS 

GQSGAAGALELLGQPLATGVL 

ELPGQPGAPELPGQPVATVALE 

ISVQSVVTTSELSTMTVSQSLEV 

PSTTALESYNTVAQ 


22370 


52738 


A 


22498 


1 


4685 


M APESHILASNTM ETH 1 LASNT 

MDSQMLASNTMDSQMLASNT 

MDSQMLASSTMDSQMLATSSM 

DSQMLASNTMDSQMLASNTM 

DSQMLASSTMDSQMLATSSMD 

SQMLATSSMDSQMLATSTMDS 

QMLATSSMDSQMLATSSMDSQ 

MLATSSMDSQMLATSSMDSQM 

LATSTMDSQMLATSTMDSQML 

ATSSMDSQMLASGTMDSQMLA 

SGTMDAQMLASGTMDAQMLA 

SSTQDSAMLGSKSPDPYRLAQD 

PYRL 


22371 


52739 


A 


22499 


29! 


7655 


KRAPEKVDAYLYKQILLMKLP 

TKKSKKHKKHKNKKKKKKKE 

KEKKYKRQPEESESKTKSHDD 

GNIDLESDSFLKFDSEr^SAVALE 

LPTRAFGPSETNESPAVVLEPPV 

VSMEVSEPHILETLKPATKTA E 

LSVVSTSVISEQSEQSVAVMPEP 

SMTKILDSFAAAPVPTTTLVLK 

SSEPVVTMSVEYQMKSVLKSV 

ESTSPEPSKl M L VEPPVAKVLEP 

SETLVVSSETPTEVYPEPSTSTT 

MDFPESSAIEALR 



BNSDOCID: <WO 0175067A3_IA> 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide j 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22372 


52740 


A 


22500 


90 


2166 


SQHFGRLRRVDYLRTSKMQTSS 

SRSVHLSEWQKNYFAITSGICT 

GPKADAYRAQILRJQYAWANS 

E1SQVCATKLFKKYAEKYSAIID 

SDNVESG LNIM Y AEN ILTL AG SQ 

QTDSDKWQSGLSINNVFKMSS 

VQKM MQAGKKFKDSLLEPALA 

SVV1HKEATVFDLPKFSVCGSS 

QESDSLPNS A H DRDRTQDFPES 

NRLKLLQNAQPPMVTNTARTC 

PTFSAPVGESATAKFHVTPLFG 

NVKKENHSSAKENIGLNVFLSN 

QSCFPAACENPQRKSFYGSGTI 

DA LSN PI LN KA CSKTEDNG PKE 

DSSLPTFKTAKEQLWVDQQKK 

YHQPQRASGSSYGGVKKSLGA 

SRSRG1LGKFVPPIPKQDGGEQN 

G G MQCKP YG AGPTEPA H P VDE 

RLKNLEPKMIELIMNE1MDHGP 

P VN WEDI AG VEF AKATIKEI VV 

WPMLRPDIFTGLRGPPKGILLFG 

PPGTGKTLIGKCIASQSGATFFSI 

SASSLTSKWVGEGEKMVRALF 

AVARCQQPAVIFIDEIDSLLSQR 

GDGEHESSRRIKTEFLVQLDGA 

TTSSEDRILVVGATNRPQEIDEA 

ARRRLVKRLYIPLPEASARKQI 

VINLMSKEQCCLSEEEIEQIVQQ 

SDAFSGADMTQLCREASLGPIS 

AV/SQTADIATITPDQVRPIAYID 

FEN AFIT VRPI VSPKDL* L YEN W 


22373 


52741 


A 


22501 


3 


523 


FFFFFPAFKMSKRG\RGWVPSG 

CRKFPDFPLGLP\VGTL*SNWCL 

TNT\GAQKTLY1\ISREGGIKGTG 

LTRLPRLPGVG\DMVMAHSSRK 

ANPELQKKGYIPAWVIRQRKVI 

TVGKRWRCFFIFED\NAGVIGD\ 

NKG\EMKGFAITG\PRAKECAD 

LWPRDCIQMLGSIAWFSQYIL 
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SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


22374 


52742 


A 


22502 


3 


946 


GPSASVSFWLWSQQHSPRIRHP 

RPGERRRLLHGIPHPTAEKQPA 

PLRPERRGGRRRRPAGRRGCA* 

/GGARPCSSRSS*PASTPAPRAA 

PPCRSPCSARPRTGPRTGAGRPR 

A P/H DG PPC ATPDPRDQ A S\PL PP 

RGPRPRVAPGSPVPEGHPRELPS 

EGSPGPRAPGQRHVRPPRAVLR 

PRG LRGGGCPGPA H P A PRLQRR 

RAPGEAAAPGPRWPGRPGRGR 

AQALVPAARSRCFWKLWEAVF 

CLPVAAAPTRRFGARQRPQLW 

LHGHKGGQVGEVSSHSAGEEH 

LVPHAAPKRAREPHGRSGSPGG 

IASSWQDGS 


22375 


52743 


A 


22503 


34 


823 




22376 


52744 


A 


22504 


424 


2339 


LLRGTLQSYAWTSVIPDIATELR 

DA PEKTL AC MG LA I HQ VTICLM 

HTF V * TFLMF A HTCTPCLTM VN 

VPHIHAR*GI*C1KVLLRMGH*R 

PFKNENAHRGTVVRVSNIKPLC 

TKMAFLCAACGEIQSFPLPDGK 

YSLPTKVIRSLTASLFILVKKAN 

QNTEN I S RQS 1 K* A I RLLHKRQ A 

LDVTLLRKSIILLHDLVDSCVPG 

DTVTITGIVKVSNAEEGRVQLF 

SLFVSQ**FINVHLF*DAPPHILV 

VGDPGLGKSQMLQVDNQSFSV 

CSFACKMR**FTSEFSPLSKDSS 

SGDFALEAGALVLGDQGERPK 

GIISDSGTF*KAFSFSVNFLSISL 

AKAGVVCSLPARTSIIAAANPV 

GGHYNKAKTVSENLK*VSSNIY 

TFNVLNHFNSIRKRNSSHLLSEH 

VIAIRAGKQRTISSATVARMNS 

QDSNTSVLEVVSEKPLSERLKV 

*MFLLLIQFGSV*MSKFSVWLIV 

DVYPRLSTEAARVLQDFYLELR 

KQSQRLNSSPITTRQLESLIRLTE 

VCFFLWSCFFWLKGEGCALTSL 

LKYR*DKNFKLF*MKYQLSSHL 

KLGNRPNRSTAKRFISALNNVA 

ERTYNNIFQFHQLRQIAKJELN1Q 

V ADFENFIG SLN D\QG Y LLKKG 

PKVYXQLQTM 


22377 


52745 


A 


22505 


73 


214 




22378 


52746 


A 


22506 


1 


503 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22379 


52747 


A 


22507 


3 


1000 


ESKLEGKAAQDIKDEEPGDLGR 

PKPECEGYDPNALYCICRQPHN 

NRFMICCDRCEEWFHGDCVG1S 

EARGRLLERNGEDYICPNCTIL 

Q VQDETHSETADQQEA K WRPG 

DADGTDCTSIGTIEQKSSEDQGI 

KGRIEKAANPSGKKKLKIFQPG 

PGPVPTQLPVLWQVLEIAVSRSI 

SAFTLLHCISCKVIEAPGASKCI 

GPG\CCHVAQP\DSVYC\SNDCIL 

KHAA\ATMKFLSSGK£QKPKPK 

EKMKMKPEKPSLPKCGAQAGI 

K1SSVHKRPAPEKKETTVKKAV 

VVPARSEALGKEAACESSTP\S 

WAS\DrfNYNA\VKPEKTAAPSP 

VTVV 


22380 


52748 


A 


22508 


1 


2330 


MAAAEGKERAGGRASGRGRSE 

PPRPGARASDAGPGGLREVEGT 

GEHSVVAAGTVPRVGVGAAAR 

GEERRAGLGECGPGLGGCVAG 

LISGKSVQAFSVGAGRWPLLRV 

FGGNVTFCSVVSWSLCAYTLPL 

GMDDKGDPSNEEAPKA1KPTSK 

EFRKTWGFRRTTIAKREGAGD 

AEADPLEPPPPQQQLGLSLRRS 

GRQPKRTERVEQFLTIARRRGR 

RSMPVSLEDSGEPTSCPATDAE 

TASEGSVESASETRSGPQSASTA 

VKERPASSEKVKGGDDHDDTS 

DSDSDGLTLKELQNRLRRKREQ 

EPTERPLKGIQSRLRKKRJIEEG P 

AETVGSEASDTVEGVLPSKQEP 

ENDQGVVSQAGKDDRESKLEG 

KAAQDIKDEEPGDXLGRPKPEC 

EGYDPNALYCICRQPHTsTNRFMI 

CCDRCEEWFHGDCVGISEARG 

RLLERNGEDYICPNCTILQVQD 

ETHSETADQQEA*MGDLGDA\D 

GTDFYTSIGNIRSRSLSRRPKGLK 

GRIEKAANPSGKKELKIF\QPVL 

EIAVSRSISAFTLLHCISCKVIEA 

PGASKCIGPGCCHVAQPDSVYC 

SNDCILKHAAATMKFLSSGKEQ 

KPKPKEKMKMKPEKPSLPKCG 

AQPVQWLLLLSSWQLGTSSGL 

QVTLCQPPFTEHKWLKFSVLHG 

ETAGPPRAHRIRKLNKYWGAC 

HHCMPLRPLPCLPG WPRSSPSL 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown > 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22381 


52749 


A 


22509 


149 


2001 


1QPPDPRNMTLAAYKEKMKELP 

LVSLFCSCFLADPLNKSSYKYEN 

AGVGDSVGGRJV1KASGKTVLT 

GR£RRAQADTV\DLNWCVISD 

MEVIELNKCTSGQSFEVILKPPS 

FDGVPEFNASLPRRRDPSLEE1Q 

KKLEAAEERRKRGPDLVIYEIH 

SPASLPFHSSDASVLGD1PPTTY 

SNISNSNQELLLMGGSPAPEQP 

HYEANILERSETTSYDNGSDAA 

QSFKVDGRCVFYINIPIPSNEGK 

VLWKAPEIATAKEPTWSPLGST 

GPRPCQILVVKSPVVHGKGPVL 

SGCGLDLLEQPTFALCFLVAGA 

VTITFLSCSGEEAREESAPKAMS 

ERQARRGGAEKQGAEGRGLQA 

VTTPELPYRMGLGAAFLLKERS 

GVLPGSFICEDFTAALKQDEE1G 

TMKGK1REAYFKSFVPTPVAFS 

GGVMLPTGGTLEMCGNNFGGH 

KEQAGTVLPAFAIALRVTPSAS 

LVLRPLNLDQAMLQGSLGLQL 

ADGLFWDLASIMDWTASRIQPS 

VSSSMKICQAFPGRPLA1LLAQC 

AYVYGTWMKLEA11LTKLTQE 

QKTKHHLFSLPCCMPADISYRQ 

RCLGEPPHCTVWNRHLESLVM 

MSNSTTSPCSELLIFEVPPVAPE 


22382 


52750 


A 


22510 


373 


990 


IQPPDPRNMTLAAYKE1CMKELP 

LVSLFCSCFLADPLNKSSYKYE 

ADTVDLNWCV1FRHWKVIEVLN 

KCT/SGANSFEVILKPPSFDGVP 

EFNASLPRRARP1PWEEIPVRKL 

GRRLRERREVTREADP*KQLAE 

KRVEHEERG DSK RA FRETTTF 1 K 

M A K/EKN LAQKM ESN REN REA 

HLAAMLERLQEK\DKHAEEVR 

KNKELKEEASR 


22383 


52751 


A 


22511 


524 


1107 


LCSPKVLGLNASCQKNFLKQK 

KSIKTLSTSQ/YSVSGYSLARSE 

NAHPEFRMAMKDGELVIWDSV 

HPCYTVFHEQTETFSSLWSEYH 

DDFRQFLHIYSQDVACYGENLA 

YFPKGF1ENMFFVSANPWVSFT 

SFDLNVANMDNFFAPVFTMGK 

YYTQGDKVLMPLAIQVHHAVC 

DG FHVGRMLNELQQYCDEWQ 


22384 


52752 


A 


22512 


I 


1413 




22385 


52753 


B 


22513 


1 


2787 




22386 


52754 


A 


22514 


1 


1638 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


22387 


52755 


A 


22515 


7! 


2421 


YTVCYFLQAAEEDETQNQHDD 

SSSDSGTPSGPDFNYILNMSLW 

SLTKEK V EEU KQRDA KGRE\ V 

NDLKRK\SPSDLW\KEDLAGJC 

WR DWDK V/EN SPRNEED VL AG 

MSGKSNLKGKVGKPVKVKKLQ 

LEETMPSPYGRRJIPEITAMKAD 

ASKKLLKKK/KGVDLDTAAVKX 

VEFDEEFSGAPWEGAGEEGIDS 

HQFPINK\GPKPYRREKKEPGS\R 

VRKTPTSSGKPSAKKVKKRNP 

WSDDESKSESDLEETEPVVIPR 

DSLLRRAADIHRLGGEGFDAGL 

TVFAPLFASPFPPRGAPYLKAA 

CQTPRSGIGATAISGEALKGAV 

SSGVDPRWASHLRVKLLEKSFS 

LQEIQSTEKVLSQQAKTLSLLG 

EPKLSKQLTGTCIYRKTNLALC 

RGPAAA KSL FQGAV RN DRNKK 

KKETSKQECTESYEMTAELDDL 

TEKI RKAHQETFPSLCQLGK YT 

TSLQKGMQRCQILDLSSVRPIV 

DVRPPELQDS1CLVLVQAAKCA 

PLADHCSKPVLLKEGPEDQKD 

QHDVGDCWNPECQTLFDQNN 

AAKKEESETANKNDSSKKLSVE 

RVYHIKTQLEHILLRPDTYIGSV 

EPLSKVAEEGPAAVGGWKGWF 

GTESRKDPKPTGTEEVERGVW 

LSGREGRLLSPSVVTTMVLAEN 

SAIRFVGGKPSSDTVPKPKRAP 

KQKKVVEAVNSDSDSEFGIPKK 


22388 


52756 


A 


22516 


1424 


4860 


GRDRYGVFPLRGKILNVREASH 

KQIMENAE1NNHK1VGLQYKKS 

YDDAESLKTLRYGKIMIMTDQ 

DQDGSHIKGLLINFIHHNWPSLL 

KHGFLEEFITPIVKASKNKQELS 

FYSIPEFDEWKKHIENQKAWKI 

KYYKGLG\TSTAKEAKEYFA\D 

MERHRJLFRYAGPEDDAAITLA 

FSKKKIDDRJCEWLTNFMEDRR 

QRRLHGLPEQFLYGTATKHLTY 

NDFrNKELILFSNSDNERSIPSLV 

DGFKPGQRKV 


22389 


52757 j 


A 


22517 


87 


292 




22390 


52758 


A 


22518 


1 


903 




22391 


52759 


A 


22519 


3 


311 
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seq id 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22392 


52760 


A 


22520 


1 


1087 


MPSAAWKRPVEGPATLRRPLGI 

AAASQCPSSPQPGCLIGAVNLK 

SSNRTPVVQEFESVELSCIITDS 

QTSDPR1EWKKIQDEQTTYVFF 

DNKIQGDLAGRAE1LGKTSLK1 

WNVTRRJDSALYRCEVVARNDR 

KEIDEIA1EVRVQVKPVTPVCR 

VPKAVPVGKMATLHCQGE*GP 

PPAVHYSWYRNDVPLPTDSRAN 

PRFRNSSFHLNSETGTLVFTAV 

HKDDSGQYYC1ASNDAGSARC 

EEQEMEVCHTDKRGGFPWSW 

AAPHLWFLQDTALLPAALTGW 

CSVSVAPPGAQCKLSVDLSFWG 

LEDGGPLLTAPLGSTPVGTLCR 

GSDPTFPFCTALADDLYESPTPA 

ANFCLDIQAFSYIL 


22393 


52761 


A 


22521 


628 


1117 


FFISV1NGQVSSVQRLSGVGPAC 

LSCGSANPGPPPGTSPGAGAQR 

R*\PRADGSGSPQWPRGARVGG 

GRLGTGGRGRPGWRQVPRRLS 

PGFGR*GGTGPGPVGTSGKRGP 

SRRRA P AN DKA A C WPRFPGQP 

AS*TGFRGERGVKGFSSWGSG 

WRAWEDGGTVH 


22394 


52762 


A 


22522 


2 


238 




22395 


52763 


A 


22523 


131 


2891 




22396 


52764 


A 


22524 


131 


3103 


LVSFLLFQDALPEGDASPLGPY 

LLPSGAPERGSPGKEHPEERVV 

TAPPSSSQSAEVLGELVLDGTA 

PSAHHDIPALSPLLPEEARPKHA 

LPPKKKLPSLKQVNSARKQLRP 

KATSAATVQRAGSQPASQGLD 

LLSSSTEKPGPPGDPDPIVASEE 

ASEVPLWLDRKESAVPTTPAPL 

QISPFTSQPYVAHTLPQRPEPGE 

PGPDMAQEAPQEDTSPMALMD 

KGENELTGSASEESQETTTST1 IT 

TTVITTEQAP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22397 


52765 


A 


22525 


474 


2527 


SASPLGPYLLPSGAPERGSPGKE 

HPEERVVTAPPSSSQSAEVLGE 

LVLDGTAPSAHHDIPALSPLLPE 

EARPKHALPPKKKLPSLKQVNS 

A R KQLRPKATS A A T VQRAG SQ 

PASQGLDLLSSSTEKPGPPGDPD 

PIVASEEASEVPLWLDRKESAV 

PTTPAPLQISPFTSQPYVAHTLP 

QRPEPGEPGPDMAQEAPQEDTS 

PMALMDKGENELTGSASEESQ 

ETTTSTIITTTVITTEQAPGMQPP 

TPMGEGPPIVKHTWILDKCNVA 

TLQST*ALGPNEGYIDSSDYPLL 

PLNNFLECTYNVTVYTGYGVE 

LQVTPGEYPDGELLSIRGVDGP 

TLTVLANQTLLVEGQVIRSPTN 

TISVYFRTFQDDGLGTFQLHYQ 

GRVRPRLFPRRPDSGDVTVMDL 

HSGGVAHFHCHLGYELQGAK 

MLTCrNASKPHWSSQEPICSGM 

LQPQPHNATIGRVLSPSYPENT 

NGSQFCIWTIEAPEGQKLHLHF 

ERLLLHDKDR*SSEGPQTNKSA 

LLYDSLQTESVPFEGLLSEGNTI 

RIEFTSDQARAASTFNIRFEGEG 

PWELYEPYIQNGNFTTSDPTYNI 

GT1VEFTCDPGHSLEQGPAIIECI 

NVRDPYWNDTEPLCRGER1HN 

ASAVAGVVLSPNWPEPYVEGE 

DCIWKIHVGEEKRIFLDIQ/FVS 

V*NGSVFSQEKVRPTPEWW 


22398 


52766 


A 


22526 


131 


3125 


LVSFLLFQDALPEGDASPLGPY 

L L PSG A PERG SPG KEHPEER V V 

TAPPSSSQSAEVLGELVLDGTA 

PSAHHDIPALSPLLPEEARPKHA 

LPPKKKLPSLKQVNSARKQLRP 

KATSAATVQRAGSQPASQGLD 

LLSSSTEKPGPPGDPDPIVASEE 

ASEVPLWLDRKESAVPTTPAPL 

QISPFTSQPYVAHTLPQRPEPGE 

PGPDMAQEAPQEDTSPMALMD 

KGENELTGSASEESQETTTSTHT 

TTV1TTEQAP 


22399 


52767 


C 


22527 


161 


352 




22400 


52768 


A 


22528 


2 


368 


LGSTHASVR1NILSVDVLYF1FY 

RRDDNKDIDSEKEAAMEAEIKA 

ARERAIVPLEARMKQFKDMLL 

ERGVRKQSLGEIFLFCISNINMS 

C*KV1CSKVSAFSTWEKELHKIV 

FDPRYLLLN LI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


22401 


52769 


A 


22529 


2 


614 


KDHRWESGSLLEREEKEKLFNE 

HIEALTKKKREHFRQLLDETSAI 

TLTSTWKEVKKIIKEDPRCIKFS 

SSDRKKQREFEEYIRDKYITAK 

ADFRTLLICETKF1TYS* FSERCE 

SESL* KMLGLA APQTEVLCSST 

E\RSKKLIQESDQHLKDVEKILQ 

NDKRYLVLDCVPEERRKLIVAY 

VDDLDRRGPPPPPTASEPTRRST 


22402 


52770 


B 


22530 


201 


296 




22403 


52771 


B 


2253! 


1 


1290 




22404 


52772 


A 


22532 


-» 
j> 


3369 


SSSVMAERGGVGGESERFttPGE 

\LRMAQQQALRFRGPAPPP\NA 

AMRGPPPLMRPPPPFGMMRGPP 

PPPRPPFGRPPFDPNMPPMPPPG 

G 1 PPPMG PPHLQRPPFMPPPMSS 

MPPPPGMMFPPGMPPVTAPGTP 

ALPPTEEIWVENKTPDGKVYYY 

NARTRESAWTKPDGVKVIQQS 

ELTPMLAAQAQVQAQAQAQA 

QAQAQAQAQAQAQAQAQAQA 

QAQAQAQAQAQAQAQAQAQA 

QAQAQAQAQAQVQAQVQA 


22405 


52773 


A 


22533 


43 


347 




22406 


52774 


A 


22534 


1 


1776 




22407 


52775 


A 


22535 


3 


433 


PLAPNHLGGGAVVLGAESHAS 

KDVAIDMMDSRTSQQLQLIDE 

QDSY1QSRADTMQNIESTIVELG 

SIFQQLAHMVICEQEETIQR*DR 

VNSAHPWDPVHLLPSTQQVF1E 

HLFM 


22408 


52776 


A 


22536 


304 


1403 


SRGNATGLRTRIRVSTWVSQRH 

RSCPLQLLAVAAATSSPLPPPVT 

LVPPPPDTMSCRDRTQEFLSAC 

KFAARPVKNGI\QTN*GQLLRW 

LVRQRSEIHPSLAKRHLGKDLS 

NTFAKLEICLTILAKRXKPLFDDK 

AGE1EELTYIIKQDINSLIKQIAQ 

LQ\DF V RA KG\SQSG RHLQTHS 

NTIVWSLQSKLVASMSNDFKSV 

L\EVRDRGTLKQ\QREPEERQFS 

RAPV\SALPLSPTHRAGGA\VVL 

GAESHASKDV\AIDMM\DSRTS 

QQLQLIDEQDSY1QSRADTMQN 

IESTIVXELGSIFQQLAHMVKEQ/ 

ERETIQRIDENVLGAQLDVEXAA 

HSEILKYFQSVTSNRWLMDKIF 

LIL1VFFIIFVVFLA 


22409 


52777 


B 


22537 


147 


506 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22410 


52778 


A 


22538 


2 


1397 


AAPGNGLSPSSWRSELACEFQH 

ECTAEVRFGAVVCRGARSHSFY 

LEREILQ/PPGMSL/PENPVTPML 

RHLMYKJKSTGPITVAEYMKEV 

LTNPAKGYYVYRDMLGEKGDF 

ITSPEISQIFGELLG1WFISEWMA 

TGKSTAFQLVELGPGRGTLVGD 

ILRVFTQLGSVLKNCDISVHLVE 

VSQKJLSEIQALTLTKEKVPLER 

NAGSPVYMKGVTKSGIPISW*S 

R1CTD\VPKGYSFYLAHEF\LDV 

LP VH KFQKTPQG WREVFVDI DP 

QVSDKLRFVLAPSATPAEAFIQ 

HDETRDHVEVCPDAGVIIEELS 

QRJALTGGAALVADYGHDGTK 

TDTFRGFCDHKLHDVLIAPG\T 

ADLTADVDFSYLRRMAQGKVA 

SLGPIKOHTFLKNMGIDVR/1 *R 

FF* INOMRPS VROOLLOG YDMT 

MNPKXMGERFNFFALLPHORI 

QGGRYQRNARQSKPFASVVAG 

FSELAWQ 


22411 


52779 


A 


22539 


2 


377 




22412 


52780 


A 


22540 


2 


1427 




22413 


52781 


A 


22541 


2 


568 


CSSPSN/TILGVQKLNSQWRLA 

QDFRLINEAVIPLYPVVPNPYTL 

LSQIPEEAESFTVLDLKDAFFCIP 

LHSDSQFLFAFEDPTDHNSQLT 

WMVLPQGFRDSPHLFGQAQAQ 

DLVHFSSPGTLVVQYMDDLLL 

ATSSEASCQQATLDLLNFLANQ 

GCKRVG1ALGVLTQTHGTTPQP 

VAYLSKETDVAAK 
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PCT/USO 1/08631 



SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22414 


52782 


A 


22542 


I 


1230 


GPRGTGPKGKARSEKGCSLSHG 

PQTNKPLVVQKGQKMEQANHP 

VGLVISVVYKDILKK1VQRETS 

HPLIHVRYAEA1TG RRTAPEDK. 

GSLGRDMLAKAGAIIYMNMGN 

KLPIWCHLLEEGIYLEVWALEG 

QFGRAKNACPVQIRLKDPTTFP 

YQRQYPLRPEAHKGLQDIVKH 

VKAQGLVKKCSSPCNTPILGYQ 

KPNGQWSLVQDLRLISEAVIPL 

YPVVPNPYTLLSQIPEEAEWFP 

VLDLKDAFFC1PLHYDSHDSQF 

LFAFEDPTDHTSQL1WTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLVLQYVDDLLLATSSEASCQ 

QATLDLLNFLANQGYKASRSK 

AQLCLQQVKYLGLILARGTRTL 

GKERIQPILAYPHPKTLKQLWG 

FLQIT/GFCQLWIPR*SKI 


22415 


52783 


A 


22543 


1 


211 




22416 


52784 


A 


22544 


I 


472 




22417 


52785 


A 


22545 




393 




22418 


52786 


A 


22546 


59 


411 


SWPSDKQTLVVQRGQKMEQA 

NHPDPTDHMSQLMWT/VLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLVLQYVDDLLLATSSEASCQ 

QATLALLNFLANQGYK/LSRSK 

AQLCLQQVKYLCL 


22419 


52787 


A 


22547 


43 


236 


TSSLLRKEDSAPSQGKSVVFTL 
TSQG * V PL W RTLQLQG PF FTPSS 
RK*LELSSANSQQHLGCPV 


22420 


52788 


A 


22548 


1 


1446 




22421 


52789 


A 


22549 


1 


1521 




22422 


52790 


A 


22550 


2 


689 




22423 


52791 


A 


22551 


1 


64 




22424 


52792 


A 


22552 


636 


1586 


SNDRTEDDCGKHPFMSSPPVTEP 

WVCLIIEGQEIDFLLDTGTTFSV 

LIPCLGRLSSRSVTIQGILGQPVT 

RYFSHLLSCNWETLLFSHAFLV 

MPESPTPLLGRDILAKAGAIISM 

KTGNKLPICCPLLEGINPEVWA 

LEGQFGRAKNAHPLQIRLKDP1 

SFPYQRQYPLRPEAHKGLQDIV 

KHL1CAQDSVRKCSSPCNTPILG 

VQKLNSQWRLVQDLRLINEAVI 

PLYPVVRNPYTLLSQVPEEAEW 

FTVLDL1CDAFFCIPLHSDSQFLF 

AFEDPTDHTSQLMWMVLPQRF 

RDSPHLFGQAQAQDLGHFSSPG 
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SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V= possible nucleotide insertion) 


22425 


52793 


A 


22553 


292 


1493 


SNDRTEDDCGKHPFMSSPPYTEP 

WVCLIIEGQEIDFLLDTGTTFSV 

L1PCLGRLSSRSVT1QGILGQPVT 

RYFSHLLSCNWETLLFSHAFLV 

MPESPTPLLGRDILAKAGAIISM 

KTGNKLPICCPLLEGINPEVWA 

LEGQFGRAKNAHPLQIRLKDPI 

SFPYQRQYPLRPEAHKGLQDIV 

KHLKAQDSVRKCSSPCNTP1LG 

VQKLNSQWRLVQDLRLINEAVI 

PLYPVVRNPYTLLSQVPEEAEW 

FTVLDLKDAFFCIPLHSDSQFLF 

AFEDPTDHTSQLMWMVLPQRF 

RDSPHLFGQAQAQDLGHFSSPG 

TL VLQYSEI AKTL YTL1 KEMER 

ANTHLVEWEPEAETAFETLKQ 

ALVQAPALSLPTGQNFALYVIE 

RAGIALGVLTQTHRTTPQPVAY 


22426 


52794 


A 


22554 


2 


307 




22427 


52795 


A 


22555 


3 


400 




22428 


52796 


A 


22556 


2 


78 




22429 


52797 


A 


22557 


395 


1336 


SKNRTEGASSCH\PLTEPQVCLT 

IEGQEIDFLLDTGTAFSVLISCPA 

WGTGQDSVSKKNEKKRKEKA 

KGNHQ AN A E A KI A ARWN PSLE 

IPTEGPLVWNNPLQEIKPQYSLT 

ETEWGLSQGHSFLPLGWLMTE 

EVKVLIPEASQWKILKTLHQTF 

QMGIENTQQMAKSLFTGPNLL 

WTIRHVVKACEVCQRNNPLVH 

HKAPLGEQRIGHYPGEDWQLD 

FTH MPKSKG FQYLLVCVDTFT 

N WI E A FPCKI EKAQEVNKVLIH 

ETIPRFGLPQSLQSDNDPAFKA 

MITQGIFQGAKDTISPSLCLEATI 

LREGREGN 


22430 


52798 


A 


22558 


244 


638 


GPLNPTFLGPPCGLGGKLVFLL 

LRQ*VQLFRSAGSRDRCGFLDR 

ERNKTNQNCGKQAKKSPKDHK 

NPRAVGYVPFNL*QEGNLAQP 

GYMSPSPSLI*SRSRQTWGSFQ 

MILIGTICRNRPKRKSEIRERLQP 


22431 


52799 


A 


22559 


210 


600 


RGKRT WRERRN G WSRG FCPLP 
LTGSWLISRESPRLACLGEGLG 
VPGM*DLPHAWPTTLMCPELV 
GSWSH*LQE*SHGPSQ*VLQLL 
RWCVWSLFLLMFGCVWSFFLL 
VSSWSRWLRSEATDLCGECYSS 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22432 


52800 


A 


22560 


2746 


521 1 


ETSCPLVRVHYAEA1TGRCTAP 

EDEGSLGQKPPARRSNNRTEGA 

WGKRQLMSSP/STEPRVCLTIEG 

QEIDFLLDTGAAFSVLISCPGRL 

SSTSVTIQGILGQPVTRYFSHLL 

SCNWETLLFSHAFLLMPERPTG 

LLGRDILAKAGAI1YMNMGNKL, 

PICCP\LLVEG1NPEVWALEGQF 

GRAKNARPLQIRLKDPTTFPYQ 

RQYPLRPEAHKGLQDIVKHVK 

AQGLVKKCSSPCNTPILGVQKP 

NGQWSLVQDLRL1SEAVIPLYP 

VVPNPYTLLSQIPEEAEWSWAL 

TFKDAFFCIPLHSDSQFLFAFED 

PTDHTSQLTGTVLPQGFRDSPH 

LFGQALAQDLGHFSNPGTLVLQ 

YVDDLLLATSSEASCEQATPDL 

LNFLTNQGYKVSRLKAQLCLQ 

EVKYLGLILARGTRALSKJE*IQP 

ILAYPHPKTLKQLRGFLEITGFC 

*LWIPGYSKJARPLYTLIKETQR 

ANTH L V E WEPE AETTFKTLKQ 

ALVQAPALSLPTGQNFSLYVRE 

RARIALGVLTQTHGTTPQPVAY 

LSFCEIDVVAKGWPHCLRVVAA 

VAVLASEAIKIIQGKDLTV*TTY 

DVNGILGAKGSLWLSDNCLLR 

YQALLLEGPVLQICTCMALNPA 

TFLPEDGEPIKHDCQQIIVQTYA 

ARDDLLEVPLTNPDLNLYTDGS 

SFVENGI/RKVSDVTILESKPLPP 

GTSAQLAELVALTWALELGKG 


22433 


52801 


A 


22561 


903 


4440 


DHPGH I H SSPCHERPNN VSTLPF 

LPGEQHPILLPPRNCPGDKILEE 

NFRYNNYKRTMMSFKERLENT 

VERCAHINGNRPRQSRGFGELL 

STAKQDLVLEEQSPSSSNSLENS 

LVKDYIHYNGDFNAKSVNGCV 

PSPSDAKSISSEDDLRNPDSPSS 

NELIHYRPRTFNVGDLVWGQIK 

GLTSWPGKLVREDDVH1MSCQQ 

SPEEGKVEPEKLKTLTEGLEAY 

SRVRKRNRNGIKVPPRSPRSTIG 

SPRPSMPSSPS 


22434 


52802 


A 


22562 


1 


501 





BNSDOCID: <WO 0175067A3_IA> 



2924 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


22435 


52803 


A 


22563 


1688 


2038 


SATHGLSDSCYWLVVSRAIGRN 

NLSPASPASIIHALVFLAEPQLF 

QPRILGLIDEESGHEGGRPAAKT 

RJCLSGPWSRPAAFMSTLLINQP 

QYAWLKELGLREENEGVYNGS 

WGGRGEVITTYCPANNEPIARV 

RQA\SVADYEETVKKAREAWKI 

WADIPVAPKPKEKLVRQIGVDAL 

REEDSKLLRKPWCPLEDWGK1L 

LEGVGEVQEYVDICDYAVGLS 

RMIGGPILPSERSGHALIEQWNP 

VGLVGIITAFNFPVAVYGWNN 

AIAMICGNVCLWKGAPTTSLIS 

VAVTKIIAKVLE\DNK\LPGAICS 

LTCGGAD1GTAMAKDERVNLL 

SFTGSTQVGKQVGLMVQERFGX 

RHYQNWRSLLELGGNNAIIAFE 

DADLSLVVPSALFACCGEQLGQ 

RCTT/SRGRLFYYMESIHDEVFK 

QTLKRAYGTRSRVG\NPW\DPN 

VLYGAISHQGRQLSMFLGAVEE 

AKKERLAQWVYGGKVMDRPG 

N\YVEPTNVTS\LDHDAS1AHTE 

TFAPUL Y VFKAFKNEEE VFA WE* 

WK*NRGLSS*HSLPKDLGAESF 

RW\LGP\KGTQTCG\IVKCQPFPT 

KWGLRLGGAXFGGEKAHLVVA 

RESGQ*C/WGKQYMRKVYLVL 

FNYSXKDLPSGPQGMKFQ 


22436 


52804 


B 


22564 


1 


1434 




22437 


52805 


B 


22565 


1 


1185 
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SEQ ID 

NO: 


SfcQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=LInkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22438 


52806 


A 


22566 


1 


2450 


GQACHASSSPLKGSRGSPPNFEI 

LYGPIFEDSLAPD*PKVIAGQ\IT 

LRDAVTGPISSPNEAGKIYQLKP 

NPAVLICRVRGLHLPEKHVTW 

RGEAIPGSLFDFALYFFFTNYQA 

LLAKGSGPYFYLPKTQSWQEA 

AWWSEVFSYAEDRFNLPRGTIK 

ATLLIETLPAVFQMDE1LHALR 

DHIVGLNCGRWDYIFSYIKTLK 

NYPDRVLPDRQAVTMDKPFLN 

AYSRLL1KTCHKRGAFAMGGM 

AAFIPSKDEEHNNQVLNKVKA 

DKSLEANNGHDGTWIAHPGLA 

DTAMAVFNDILGSRKNQLEVM 

REQHAP1TADQLLAPCDGERTE 

RKFNALMESEKGQSQNLWKFA 

VYSGLRHGELAALA WEDVDLE 

KGIVNVRRNLTILDMFGPPKTN 

AGIRTVTLLQPALEALKEQYKL 

TGHHRKSE1TFYHREYGRTEKQ 

KLHFVFMPRVCNGKQKPYYSV 

SSLGARWNAAVKRAGIRRRNP 

YHTRHTFACWLLTAGANPAF1A 

SQMGHETAQMVYEIYGMWID 

DMSDEQIAMLNARVMVYDVA 

SGNALFISELGPLPENVTWLSPE 

G EFQK WNGTA WV K DTE A EKL 

FRIREAEETKNNLMQVASEH1A 

PLQDAADLEIATEEE1SLLEAW 

KKYRSIPLCSKVVTMMFDDRP 

GCPVGFPM WG RGGFDRM PPG 

WGGRPMPPSRRDMSPHRGPPPP 


22439 


52807 


A 


22567 


1 


941 


MIPNVQGPMRGLEGPNYIFIKIS 

KNRRYTMAVTSVGLASSLCRV 

VRPCRAPAGVVSRGSPDDEWL 

FCPQARIQQQQDID/NGTLPDFIS 

ETASIRDA/DWKIRGIPADLEDR 

RV/EITGPVERKMVINALNAI\F 

MADFEDSLAPDW/NKVIDGQFN 

LRDAVNG/TISYTNEAGKIYQL 

KPN/PA VLICRVRGLHLPEKH/V 

TWRGEAIPGSLFDLA/LYFFHNY 

QALLAKGSGP/YFYLPKTQSWQ 

EAAWWS/EVFSYAEDRFNLPRG 

T/IKATLLD*TLAGGFQMVDPSA 

LGG*TGPWDHLRYIKVENIPKV 

GEEGDAETTGGTAV 


22440 


52808 


A 


22568 


2 


393 




22441 


52809 


A 


22569 


1066 


1824 




22442 


52810 


A 


22570 


2 


165 




22443 


52811 


A 


22571 


:> 


902 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-llnknown, j 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


22444 


52812 


A 


22572 


1 


2034 




22445 


52813 


A 


22573 


176 


873 


RLFGEMSKLN/HNLSEVMSKLE 

KQHSSKVFVVKRLSSSSRRSLV1 

SPPVRTSTVSSPLTSPTSPSTLSS 

KSKSESVSATEDLAPDAAQGED 

NSEIKELLEDEEIGKEGSEASSS 

EEEEPLLTCNGPSQAQPSPIIESA 

RSQEEVPPSSPALSPGGALSPSG 

H PLSS A A E V VLRTRTA VPOAKG 

NNVVITSYMTNRGFFEDKKATF 

APSFLMNIKGNKTSVVKNSILE 

QGQLTVN 


22446 


52814 


A 


22574 


1 


1890 




22447 


52815 


A 


22575 


2 


1279 


LSVFPRVRNFTTQAECH/KLFK 

VLKNFLIAGGGVHESSKRAS*T 

LQFIYY\SEWYGHEELKAIVWN 

NDLLWEDYEEKLADQAVRTM 

EIYVAQFSE1KERIAKRGRKLVD 

YDSARHHLEAVQNATKKDEAK 

TAKAEEEFNKAQTVFEDLNQEL 

LEELPILYNSRIGCYVTIFQNISN 

LRDVFYREMSKLNHNLYEVMS 

KLEKQHSNKVFVVKGLSSPSTL 

SLKSESESVSATEDLAPDAAQG 

EDNSEIKELLEEEEIEKEGSEASS 

SEEDEPLPACNGPAQAQPSPTT 

ERAKSQEEVLPSSTTPSPGGALS 

PSGQPSSS ATE V VLRTRTA SEGS 

EQPKKRASIQRTSAPPKPPEKPV 

RTPEAKENENIHNQNPEELCTSP 

TLMTSQVASEPGEAKKMEDKE 

KDNKLISANSSEKY1FQRPSVLI 
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SEQ ID 

NO: 


SKQ If) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22448 


52816 


A 


22576 




1791 


MPGARTSSSGASENHRARGQG 

GGPQGVGRMAEGKAGGAAGL 

FAKQVQKKFSRAQEKAL*KLG 

KAVETKDERFEQSAS7MFYQQQ 

AEGHKLYKDLKNFLSAVKVMH 

ESSKRVSETLQEIYSSEWDGHE 

ELKAIVWNNDLLWEDYEEKLX 

ADQAVRTMEIYVAQFSEIKE\R1 

AKRGRKLVDYDSARHHLEAVQ 

NAKKKDEAKTAKAEEEFNKAQ 

TVFEDLNQELLEELPILYNSRIG 

CYVT1FQN1SNLRDVFYREMSK 

LNKNLYEVMSKLEKQHSNKVF 

VVKGLSSSSRRSLVISPPVRTAT 

VSSPLTSPTSPSTLSLKSESESVS 

ATEDLAPDAAQGEDNSEIKELL 

EEEEIEKEGSEASSSEEDEPLPA 

CNGPAQAQPSPTTERAKASQEE 

VLPSSTTPSPGGALSPSGQLSSS 

ATEVVLRTRTASEGSE\RPKKT 

AS1QRTSAPPRRPPPPRATASPRP 

CSGN1PSSPTASGGGSA\TSPRAS 

LGTGTASPRTSLEI\*PNPE\PPEK 

PVRTPEAKENENIHNQNPEELC 

TSPTLMTSQVASEPGEAKKME 

DKEKDNKL1SADSSEGQDQLQV 

SMVPENNNLTAPEPQEEVSTSE 


22449 


52817 


A 


22577 


2216 


2568 


RPSLG LGM/C/TI WQ/TSLA/GKH 

RRTI ET HTDD Y RI S L EQG TPG L E 

PPLNALTAISKKIGCNGFFPFQIR 

PGKNETDGRMFSPAIGIVEDPV 

TGNANGPMGAWLVHHNVLPH 

DGNVLRVKGH 


22450 


52818 


A 


22578 


108 


532 


WGSKGNLLYSHQTHSVSHQFS 

LVACCLELEYSPFSFPYACLLSS 

LMRLEKHQELNLWPAHQRSMR 

HPQDTLVVFS/HHGRVLL*DKT 

SRGTIRQQHSRFTKICCSAATAA 

VTQANRVWSGPLANSNRPAAE 

GPVLAAFMGWL 


22451 


52819 


A 


22579 


1 


1125 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22452 


52820 


A 


22580 


1 


985 


MCARGSLWGCYSGLERKCEAA 

LPDRVVSSKSACGAVSQDLLQ 

AQGRRAGPPSWLYADPVHTGT 

1ECGGHWCLNAALLDFQSPQRL 

LTYLHCGLQRPMESDPPELAPM 

VH HQEG I YLN1 RKAM YDKPT A 

NKLNWDKSNVSSLITGTRQEET 

TANGTTFATIHLQFF1QIPAVPR 

KTLLNRADYYFPEHNPSLTLV1 

NRRITKFSEPNWEAPPSRGRLTP 

HTAGYSSETKIPEERSDSSIRGS 

RKSAVLQPLLLDSQANRVWSG 

PLANSNRPAAEGPVC*LWWVT 

LHGPLKATMQVCQQPLW 


22453 


52821 


A 


22581 


294 


934 


YPPSPAELTVCRLRQLQLRDVL 

YCIAYPSGPGVKPFRGNSA/G/V 

VFPADNLSEAQMQLI/ARELGH 

SETAFLLHSD/DSDVRI/RFTPTV 

EVPI/CGHATVAAHYVRAKVL/ 

GLGNCTIWQTSLAGKHR/VTIE 

KHNDDYR1SLNALTA1S/KKIGC 

NGFFPFQIRPG/KNETDGRMFSP 

AIGIVE/DPVTGNANGPMGAWL 

VH/HNVLPHDGNVLRVRQ*GPR 


22454 


52822 


B 


22582 


1163 


5585 




22455 


52823 


A 


22583 


2 


429 


AACAAAMSLVIPEKFQHILRVL 

NTNIDGRRKIAFAITASSSSSSSS 

SSSSSSSSSSSSSSSSSSSSSSSSSS 

SSSSSSSSSVNLLSNGLYLA^KG 

VGRRYAHVVLRKADIDLTKRA 

GELTEDEVERVITIMQNPRQYKI 

PDWFL 


22456 


52824 


A 


22584 


84 


424 


GVHAASDKPCW1TTSQTPDVQ 

HRW/WLLISSML*TAPNRRSDK 

AFTPHPTN H A G SQLRKHPTCSI 

DGVIDIFHAVNTFVQHHMEETL 

KAFHVTGHHILIARHGLGVGKE 

NTEHAANVVNDQRNSGFFCRF 

QQTFCQTCCQLIQRFVNARLRD 

F1SC 


22457 


52825 


A 


22585 


88 


381 j 


IQVLANGLDNKLREDLERLKKI 

RAHRGLRHFWG*VGGLISLPTS 

TQHSSYSLFFFPNLLFLLCMTCD 

SSLFTCSLRVRGQHTKTTGRRG 

RTVGVSKKK 


22458 


52826 j 


A 


22586 


355 


699 


F1DTTEAGSHFLYALVRFAAT1T 
TITDDGARRLRTLFQRQQADLV 
S VSK SG FFTA DCTHTN AL I D V V 
RT1FNNAVF*NPGFV1ARJLKJEJA 
IIKATFGQLTEDREQVLMFQAV 
RR 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
locntion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkm»vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22459 


52827 


a ; 


22587 


1389 


1532 


SVLPGRPDARQYRQTRQSW*R 

WSLRLRGSYPVAGRSLSRRHRQ 

TERF 


22460 


52828 


A ! 


22588 


1 


427 


LVHQQWIQTKKKSLIYPFCHSP 

SQRVVEVAALDQWLAMLYPR 

VEHQAVLAVVVVVVGPLVVRP 

YHTRRDAVRLLRQPAVF1VAV 

DIVRILRDAVIRPHCECTVRVAR 

SGSGSRLPAGSVAYGMRMSRS 

GARVRTLSILPVAL 


22461 


52829 


A 


22589 


1 


915 




22462 


52830 


A 


22590 


1166 


1321 




22463 


52831 


A 


22591 


813 


977 




22464 


52832 


A 


22592 


3485 


4237 




22465 


52833 


A 


22593 


1 


499 


ARAAACAAAMSLV1PEKFQHIL 

RWLNTN1DGRRKIAFAITAIKG 

VGRJIYAHVVLRKADIDLTKRA 

GELTEDEVERVITIMQNPTAQYK 

1PDWFLNRQKDVKDGK\FQPGS 

*ANGLSTTKL\RENLKPLKEDSG 

P1KGLRQLP/WGLRVRGQHTKT 

TGRRGRTVGVSKKK 


22466 ! 


52834 


A 


22594 


1 


1 197 




22467 


52835 


A 


22595 


1 


1905 




22468 


52836 


A 


22596 


37 


514 


WTWWLRCYENRHRHCHLLQQ 

LPTSPHQHAVATPTTVAVPTAP 

AATPPVVVAVVVAPVVVVVVP 

VVPVVASVPFVEPGSDVIVCAE 

MDEQWGYVGAKSRQRWLFYA 

YDSLRKTVVAHVFGERTFDVVI 

WMTDGWPVLYESRPAFTGRDC 

VDDAFFAVAGV 


22469 


52837 


A 


22597 


1 


471 




22470 


52838 


A 


22598 


2 


323 


SRJQPGSD V 1 VCAEMDEQWGY 
VGAKSRQRWLFYAYDSLRKTV 
V A H V/FG ERTI RTLTRRL FRCLR 
SSHDLVSSPVSHRRRRAGSRQR 
HRRARGGENVEYQWGALRHG 


22471 


52839 


A 


22599 


2033 


2310 


ARYVGNAGCTGGALFGRSQTI 
REAVG/ERRLAESRDVAALDTP 
CDPEIKM A E WMQTLKETG STS 
GHIVTRRJSVR1SHVTPGPASQD 
GPDVQQR 


22472 


52840 


B 


22600 


1 


4891 




22473 


52841 


B 


22601 


7 


1233 




22474 


52842 


A 


22602 


193 


492 




22475 


52843 


A 


22603 


1 


486 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22476 


52844 


A 


22604 


62 


443 


RSDRLLIHGFSFPAMGFRLRKT 

VVAHVFGERTMATLGRLMSLL 

SPFDVVIWMTDGWPLYESRLK 

GKLHVISKRYXTQRIERHNLNLR 

QHLARLGRKSLSFSKSGTACCG 

HCLTRDIPMLHHQGNQLF ! 


22477 


52845 


A 


22605 


971 


1444 


SMGSGDMRSSPSRAAALRQLPR 

PFRQLAVRMEMISRFRSAKEQT 

KSLRKWRKAKSiF*SVAQTGFN 

VLVCTTIIETG1DSRQPTLLSLNA 

R1TSVCAAAPVTRSRRTFASSGY 

A WLLTPHPKAMTTDAKNVLKQ 

LPRWKJSGQVRAGTARSGDSRR 

W 


22478 


52846 


A 


22606 


1 


1047 




22479 


52847 


A 


22607 


318 


598 


LTGFRRLCDLRFGGGAVRSVLA 

RSREFILQH*FRRIVTGSMGRSL 

VPSAPLR/PSIVLVLFRKAW*LV 

KTQRXMHVVSIVQKJCASCWYP 

LLGCL 


22480 


52848 


A 


22608 


1 


2652 




22481 


52849 


A 


22609 




852 




22482 


52850 


A 


22610 




807 




22483 


52851 


A 


22611 




1740 




22484 


52852 


A 


22612 




3144 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22485 


52853 


A 


22613 


173 


1983 


PVQNGSSPLGALPGAPLIFGPSV 

PAISRPGSCSPEWPTLDTSGYSA 

PR/WLFTAYAGSEAVFAHVFGD 

ALGDAGLLMSLLSPFDVVIWM 

TDGWPLYESRLKGKLHVISKRY 

TQR1ERHNLNLRQHLARLGRKS 

LSFSKSVEQHDKLESLPGQ1DKS 

LDEASLSLRAGSLRTITHILLPLL 

RPAILSALIYSFVRAITTVSAIVF 

LVTPDTRVATAYILNRVEDGEY 

GVAIAYGS1LIVVMLAIIFIFDWL 

1GESLLSRFEKTVDDHSQSRLPA 

EGSILSQDISGVKLFSLLTPARG 

YVPIRAPCPFLCASYRFFCVARQ 

QGLDAALIDAPLAVDALTPLSE 

LLSHVGQAPCSVPVVDEDQQY 

VG11SKGMLLRALDREGGVRVP 

VDYILNGFHPLLLGMPAPLAUV 

FALIACRFPGSNGRIRRSRR1RH 

LH KM PD ATLS AS YQAY VRHQT 

NVTALVLRSSHRFRKDRHCWG 

FVFLQQPILRATGQFEIQTFRYL 

SVFSVQRHKTNGKTALMSGNV 

ADKAVNRATGPTACVWLFSLR 

NSSMVTTRFCGLCEWADQQGA 

RPARISENGKRGYSYLYDVHM 

GAQSGETRGRQGEYASKPPSRE 


22486 


52854 


B 


22614 


1 


2149 




22487 


52855 


A 


22615 


1 


1815 




22488 


52856 


A 


22616 


2014 


3411 




22489 


52857 


A 


22617 


1 


922 


MVICQP1NGGWQWPPSTGTDP 

APYFRJFNPTTQGEKFDHEGEFI 

RQWLPELRDVPGKVVHEPWK 

WAQKAAAPPQTRLHSTPTTIPH 

RVPGHTPNLKP1 WE VDLPKFSH 

KATSHATDKPSDTTQNDQIVIA 

YM EPPEI VHETTTSSTHPSLY 1 1 L 

KRQTRELRPQSVTSRIQPGSDVI 

VCAEMDEQWGYVGAKSRQRW 

LFYAYDSLRKTVVAHVFGERT 

MATLGRLMSLLSPFDVVIWMT 

DG WPLYESRLKGKLHVISKRYT 

QRIERHNLNLRQHLARLGRKSL 

SFSKSVELHDKVIGHXYLNIKHY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Lfnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22490 


52858 


A 


22618 


1458 


2185 


YGHEWRWMPGNRPHWGRWP 

QHDFPPFKKLRPQSVTSRIQPGS 

DVIVCAEMDEQWGYVGAKSR 

QHWLFYAYDRLRKTVVAHVF\ 

GERTMATLGRLMSLLSPFDVVI 

WMTDGWPLYESRLKGKLHVIS 

KRYTQRJERHN LNLRQHLA RLG 

RKSLSFSKSVEKITSGPTTNATP 

GTQKTATDKRGGKKLPIQ1PIGP 

1SRJASGAAIN TISIGLRKFLVTA 

GVMLSTQRSIYDRHQVITSAGIT 


22491 


52859 


A 


22619 


493 


1518 




22492 


52860 


A 


22620" 


963 


1597 




22493 


52861 


A 


22621 


1 


3052 


MATDSVGLNCTPAPHARDVLL 

WRPSSLPVSTSCVFPLGR1GDVS 

DESDDKTEAPTPHRLEKAREEG 

QIPRSRELTSLLILLVG VSVI WF 

GGVSLARRLSGMLSAGLHFDH 

SIINDPNLILGQIILLIREAMLAL 

LPLISGVVLVALISPVMLGGLVF 

SGKSLQPKFSKLNPLPGIKRMFS 

AQTGAELLKAILKT1LVGSVTG 

FFLWHHWPQMMRLMAESPITA 

MGNAMDLVGLCALLVVLGVIP 

MVGFDVFFQIF 


22494 


52862 


A 


22622 


1 


1233 


MANDLPHSNSGDGQKPSSPDLF 

TAPLLADPTVGFLPNDAEELF1F 

LTEITEITIPCRVTDPQLVVTLHE 

KKGDVALPVPYDHQRGFSGIFE 

DRSYICKTTIGDREVDSDAYYV 

YRLQAVPPVQLLTGWCVTAKA 

PPDISAISALTAVKHGNCSSLTP 

LLNPPGSDVIVCAEMDEQWGY 

VGAKSRQRWLFYAYVDSLRAR 

RVVAHVFG\*RTMATLGRLMSL 

LSPFDV VI WMTDG WPLY ES RL 

KGKLHVISKRYTQRIXERHNLNL 

RQHLARLGRKSLSFSKSVELHD 

KPSPQHREGVKDVMRFNEPMY 

PLESRPRLYVCHLRNGAQASGR 

RCQLPMGCACHPVSQRNDRPN 

RRPERHATRKTTTRQRQQNSRQ 

HKQTQKKAKPNKRRATERGKG 

PQQKAERPKRHTHCFLKLQ 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22495 


52863 


A 


22623 


3 


1386 


HEASSPLAMASLTVKAYLLGK 

EDAARE1RRFSFCCSPEPEAEAE 

AAAGPGPCERLLSRVAALFPAL 

RPGGFQAHYRDEDGDLVAFSS 

DEELTMAMSYVKDDIFRI*IKE 

KKECRRDHRPPXCAQEAPRNMV 

HPNV1CDGCNGPVVGTRYKCS 

VCPYYXDLCSVCEGKGLHRGHT 

KLAFP\SPFGHL\SEGF\SHSRWL\ 

RKV\KHGHF\GWPGW\EMGPPG\ 

N WBPTFL PRAGVE A RPG P\T A ES 

ASGPSEDPSVNFLK\NVGESVA\ 

AAFSPLYNFEVDIDVEHGGKRSR 

LTPVSPESSSTEEKSXSSQPSSCC 

SDPSKPGGNVEGATQSLAEQM 

RKIALESEGRPEEQMESDNCSG 

GDDDWTHLSSKEVDPSTGELQ 

SLQMPESEGPSSLDPSQGGNPQ 

GWKEAALYPHLP\PEVEPAA*F 

ESLSQMVVPWGFS*LKGGWVH 

QGSCRPRNYDI\GAAL\DTIPVIQ 


22496 


52864 


A 


22624 


1032 


1127 


FYAKAEAGDRTVA*PHKPKMF 
LSIHHRVAKI 


22497 


52865 


A 


22625 


121 


561 


VFPGPLGSLVDICGPSRVPFPWV 

VPAVLPVQFVQRLPRFFRCPPV 

LVTSVIRSISTLIQALGSSPFARR 

YWGNLG*FLFLGVLRCFSSTGS 

PH*PMNSVNDSVSKHT/EVTPF 

GNXPGNNGSYHLTDAYRRLARP 

SSPLTVPGHPPLYG 


22498 


52866 


A 


22626 


243 


454 


ATAGCPSCSATEG VVRNG KST 
AGHQRYLCSPCRKTWQLQFTY 
TASQP/GARIMGVGLNTVLRHL 
KNSGRSR 


22499 


52867 


A 


22627 


3 


640 




22500 


52868 


A 


22628 


236 


410 




22501 


52869 


A 


22629 


116 


359 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


22502 


52870 


A 


22630 


276 


1905 


LFLYSSHGQYGCPSCSATDGVV 

RNGKSTAGHQRYLCSHCRKTW 

QLQFTYTASQPAGQ*RTAIATVI 

CCNNCQRRHTNSRCHTDNCRR 

ADSASSHATSGSSSRGCAGSGR 

CGASSTRRCLGPVCCFRGSICRS 

WRRQHEGHKDCRKLVFHNFSFI 

H RM DNTA VPP VQLLTG WC VTA 

KAPPDISAISALTAVKHGNCSSL 

TPLLNPPGSDV1VCAEMDEQW 

GYVGAKSRQRWLFYAYDSLRK 

TVVAHVFGERTMATLGRLMSL 

LSPFDV VI WMTDG WPLYESRL 

KGKLHVISKRYTQRIERHNLNL 

RQHLARLGRKSLSFSKSVELHD 

KQQGLDAALIDAPLAVDAQTP 

LSELLSHVGQAPCAVPVVDED 

QQYVGIISKGMLLRALDREGGV 

RVPVIYPKRFRTTDVCMPLSLG 

TCIREIEAEFPDP1FRRSVVYICE 

HNTNGAMGIIVNKPLENLKIEGI 

LEKLKITPEPRDES1RLDKPVML 

GGPLAEDRGFILHTPASNFASSI 

RISDNTVMTTSRDVLETLGTDK 

QPSDVLVALGYASWEKGQLEQ 

EILDNAWLTAPADLNILFKTPIA 

DRWREAAKLIGVDILTMPAQD 

GTPDWNIIERLLKEWQPDEIIVG 

LPLNMDGTEQPLTARARKFAN 

RJHGRFGVEVKLHDERLSTVEA 

RSGLFEQGGYRALNKGKVDSA 

SAVIILESYFEQGY 
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SEQ ID 

NO: | 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


22503 


52871 


A 


22631 


399 


2337 


PEVQGLQQAGAAARRPGVGLA 

A PR V VC EG RL RG SG LQSRLC PG 

ASV*ATDGVVRNGKSTAGHQR 

YLCSHCRKTWQLQFTYTASQP 

AGQ*REKEEKEEVEEEEEEEKK 

KRRREGEKEEKEEKEKEKKKK 

FKJCKKKJCKKKKKKKKfCKLICKK 

KKKKKKKQLSLVTVMSQQCQL 

WRNEARTTGACLPSPTVSAAAP 

PIVSTTVTAFAAATLAKGDLRS 

RASSKQVPLLVVLVWVWPHPG 

WFVKAGSVALGSSPGCVLELL 

CKLLTG WCVTAKAPPDISA1SA 

LTAVKHGNCSSLTPLLNPPGSD 

VIVCAEMDEQWGYVGAKSRQ 

RWLFYAYDSLRKTVVAHVFGE 

RTMATLGRLMSLLSPFDVVIW 

MTDGWPLYESRLKGKLHTQER 

KARSKQQKDADTAPPIQVGTQ 

TPQTVHA A RDTRQ A SPRASKIS 

QHRQADGDKRQTRHAEAQAT 

RTHTGRRKTIKETATQQAYADE 

QTRRTARTHRRTARHTAAHTH 

RTRVAARQTTEKDNEQSDTQPP 

TQKTPSATATAHTPRRTETTTNI 

VQARHTSARERNHTRQHQATR 

RETTTNAHTNTPHYHAEHTQSR 

SQQQTTSTERPTTDSSTTINNNN 

HTPRTVRDERRMTQHKHPSRA 

STTTN RTTTTG A YQ H TQ RDTRD 

TRRDTHEDTTTQQPHTTTPTAN 

EAAYTAHTTKTDDHRHTADDT 


22504 


52872 


A 


22632 


103 


313 


ATAGCPSCSATEGVVRNGKST 
AGHQRYLCSPCRKTWQLQFTY 
TASQP/GAR1MGVGLNTVLRHL 
KNSGRSR 


22505 


52873 


A 


22633 


620 


832 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22506 


52874 


A 


22634 


453 


1047 


AADDRGHLRPTDGLLRNGKST 

AGHQRYLCSHCRKTWQLQFTY 

TASQPAGQ*RVTGTSERREQHQ 

RLRQQGSVQVNDLSALYGVST 

VTIRNDLAFLEKQGIAVRAYGG 

ALICDSTTPSVEPSVEDKSALNT 

AMKRSVAKAAVEL1QPGHRV1L 

DSGTTTFE1ARLMRKHTDVIAM 

TNGMNVANALLEAEGVELLMT 

AG IC ALLTGCC VTA KAPPDI S A I 

SALTAVKHGNCSSLTPLLNPPG 

SDVPVCAEMDEQWGYVGAKS 

RQRWLFYAYDSLRKTVVAHVF 

GERTMATLGRLMSLLSPFDVVI 

WMTDGWPLYESRLKGKLHV1S 

KRYTQRIERHNLNLRQHLARLG 

RKSLSFSKSVELHDKVIGHYLN 

GDFLQSTLREAPL I PHTREHP 


22507 


52875 


A 


22635 


1089 


1686 


TSPGYWRANSTDPDGRYCRTG 

TSGGVCHALSSLRCPSCSATDG 

VVRNGKSTAGHQRYLCSHCRK 

TWQLQFTYTASQPAGQ* RFLSK 

QEKTL L INQL A S E EQQK VTS RL 

SDALRNGRVWQLA11YLTIQVA 

VYGLIFFLPTQVAALLGTKVGF 

TASVVTAIPWVAALFGTWLIPR 

YSDKTGERRNVAALTLLAAGIG 

IGLSGLLSPVMAIVALCVAAIGF 

IAVQPVFWTMPTQLLSGTALAA 

GIGFVNLFGAVGGFIAPILRVKA 

ETLFASDAAGLLTLAAVAVIDR 

RGTSLN RLRNTMI ALLSMPFKE 

RLRKGEVQ1GLWLSSTTAYMA 

EIAATSGYDWLLIDGEHAPNTI 

QDLYHQLQAVAPYASQPVIRPV 

EGSKPLIKQVLDIGAQTLLIPMV 

DTAEQARQVVSATRYPPYAVH 

PVQLLTGWCVTAKAPPDISAIS 

ALTAVKLHGNCSSLTPLLNPPGS 

DVIVCAEMDEQWGYVGAKSR 

QRWLFYAYDSLRKTVVAHVFG 

ERTMATLGRLMSLLSPFDVV1W 

MTDGWPLYESRLKGKLHVISK 

R YTQRI ERHN LN L RQHTG TG W 

DG SRCRSQKSGG A A 


22508 


52876 


A 


22636 


91 


200 


SGI1AFQYLLMTLKVLPVASVSI 
SCPS\CSATDGVVRNGKSTAGH 
QRYLCSHCRKTWQLQFTYTAS 
QPAGQ*RGGA 
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SEQ ID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22509 


52877 


A 


22637 


2649 


3270 


GAPVASVSISCPSCSATDGVVR 

NGKSTAGHQRYLCSHCRKTWQ 

LQFTYTASQPAGQ*RTIGRAML 

KN KH MTI TEF V AQRMRD AQQK 

GEISPDINTAMTSRLLLDLTYGV 

LADIEAEDLARKRRLLRJTRDD 

WRYLNRILFLSLFRRAGDNCAR 

VSYQTPTREIKKLDGLWAFSLD 

RENCGIDQRWWESALQESRAIA 

VPGSFNDQFADADIRNYAGNV 

WYQREVFIPKGWAGQRIVLRF 

DAVTHYGKVWVNNQEV 


22510 


52878 


A 


22638 


1 


2470 


MNADTDYSIAEAAFNKGETAM 

TINGP WA WSN I DTSKVNYGVT 

VLPTFKGQPSKPFVGVLSAGIN 

AASPNKELAKEFLENYLLTDEG 

LEAVMKDICPLGAVALKSYEEE 

LAKDPRIAATMENAQKGEIMP 

NIPQMSAFWYAVRTAVINAAS 

GRQTVDEALKDAQTRJTNCCRJ 

RRESLIRPGMRKNPMDVIKKKH 

WWQSDALKWSVLGLLGLLVG 

YLVVLMYAQGEYLFA1TTLILS 

SAGLYIFANRKAYAWRYVYPG 

MAGMGLFVLFPLVCTIAIGFNN 

YRRTKQVAGMPAKSSSLRSSQ 

DREMRPGAKAERTRYDSPGSY 

GVAGPGFLGSRGGSPFGGPGKY 

NNTITKYALNIAPSAQNQSPHG 

PKLNRRQETQHALDWLDAGYT 

FTYSEDQALTPYFKLAYVYDDS 

NNDNDVNGDSIDNGTEGSAVR 

VGLGTQFSFTKNFSAYTDANYL 

GGGDVDQDWSANDLTGITAKD 

AQMLSVVKPLQEFGKLDKCLS 

RYGTRFEFKNEKQVIFSSDVNN 

EDTFVILEGVISLRREENVLIGIT 

QAPYIMGLADGLMKNDIPYKLI 

SEGNCTGYHLPAKQT1TLIEQN 

QLWRDAFYWLAWHNRILELRD 

VQLIGHNSYEQFAHIIFMIAAM 

QMGSVWGDDFSSGQHSVARKS 

QLHKPILRVKCHEGFT1SANPNS 

SPRYPTIIEQAEQPRIVDFS1VRF 


22511 


52879 


A 


22639 


1 


852 





2938 

BNSDOCID. <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


22512 


52880 


A 


22640 


1 


747 


MI11DPRYTDTGAGREDEWIPIR 

PGTDAALVNGLAYVMITENLV 

DQAFLDKYCVGYDEKTLPASA 

PKNGHY1CAY1LATD/GVVRTAK 

STAGHQRYLCSHCRKTWQLQF 

TYTASQPAGQ* RYTDTGAGRE 

DEW1PJRPGTDAALVNGLAYV 

MITENLVDQAFLDKYCVGYDE 

KTLPASAPKNGHYKAYILATDG 

WCVPP1CAPPD1SAISALTAVKH 

GNCSSLTPLLNPPGSDVIVCAE 

MDEQWGYVGAKSRQRWLFYA 

YDSLRKTVVAHVFGERTMATL 

GRLMSLLSPFDVVIWMTDGWP 

LYESRLKGKLHVISKRYTQRJE 

RHTslLNLRQHLARLGRKSLSFSK 

SVELHDKVIGHYLNIKHYQ 


22513 : 


52881 


A 


22641 


1722 


2463 


NPRLAGSEGSCPSCSATDGVVR 

NGKSTAGHQRYLCSHCRKTWQ 

LQFTYTASQPAGQ*RKLTPGCL 

FVALKGERFDAHDFADQAKAG 

GAGALLVSRPLDIDLPQLIVKD 

TRLAFGELAAWVRQQVPARVV 

ALTGSSGKTSVKEMTAAILSQC 

GNTLYTAGNLNNDIGVPMTLL 

RLTPEYDYAVIELGANHQGEIA 

WTVTHPPRFVTKQWLCFLPDG 

LLLFAEARFVIWQMQPAVMAV 

DVAAFAHLFNQQQYQRFTGRP 

PDSSKLPWKITCNGECVTFHW 

WLLGVAVRJSRLLPVRVMTAL 

EGN YNGTEG I S A LPFNGI IL AHS 

NESE WVTFRNN KNNEAFLDRV 

Y1VKVPYCLRISEEIK1YEKLLN 

H I FEC WQHFLNNPESLQC YI W A 

ANADFREARQVIFKTFFTVGVE 

EELG I RQTRTNDFLVTGDNLLRI 

FRFDVGNEDKVRQQFAVVR1H 

REVFLVTFHGVNQRFSRHREEF 

LFEFCVSVTANLTRCFFGIGFNL 

RLTFFV1GDDFPTLTQNFRILIGV 

IDGEFRLAHKAVAANHAIGLNA 

QNGCRNDFVAHAAGSRALAAD 

GRSLEHAPTVETVVAGPLCESG 

DVFTQQEGGNVETRALPEVKA 

AVPPVQLLTGWCVTAKALPDIS 

AISALTAVKHGNCSSLTPLLNPP 

GSDVIVCAEMDEQWGYVGAKS 

RQR WLFYA YDRLRKTV V AHRL 



2939 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


iMet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
loeation of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22514 


52882 


A 


22642 


90 


1254 


KGLCSHSEMVVPSYSATDGVV 

RNGKSTAGHQRYLCSHCRKTW 

QLQFTYTASQPAGQ* RDI V LTK 

LMMVWHSQSGYEKAYAHIQR 

WWYRAILLLTGWCVTA KALPD 

ISAISALTAVKHGNCSSLTPLLN 

PPGSDVIVCAEMDEQWGYVGA 

KSRQRWLFYAYDRLRKTVVAH 

VFGERTMATLGRLMSLLSPFDV 

VIWMTDGWPLYESRLKGKLHV 

ISKRYTQRI ERH1M LN LSSTSI L VL 

LNGATQFQDLGDLNKELEETY 

TDSKNHISCVGNDFGFNDIFSR 

YVEAVGREGDVLLGISTSGNSA 

NVIKAIAAAREKGMKVITLTGK 

DGGKMAGTAD1EIRVPHFGYA 

DRIQEIHIKVIHILIQLIEICEMVN 

FTGLVQRGGGTGPHKDGWGIT 

FYEVAFEDVAVMFTQEEWALL 

DPWQKKLYRDVMLETYRNLAS 

VGDDDNIPSLREQVAHQRYFKT 

WHVEREYFSK 


22515 


52883 


A 


22643 


690 


1233 


RLQSLHYQGRGKPVPMRSYSLS 

FLFTISNSAGVFRCPSCSATDGV 

VRNGKSTAG HQRYLCSHCRKT 

WQLQFTYTASQPAGQ*RLLGP 

KNRPREQNWLLWCERGVMSRL 

QALYLREQGFNNVKVDNFQTK 

VDSCTRPLAGQQFYPCIPDDAL 

VQPLFGGN FV FQRRE AG H 1TNR 

EDIVRHQHGGWRGANSRDDTP 

GTVELFNGFNQQSAIAKTLRAF 

NATRQHDHVIFAISHFDQRRIR 

QQLHAARAGNRQVTIAGDAGS 

GDFDTAANQQIDSGDGFSLFTT 

RGEANQCRCAHIHSPFFLPFQT 

VRVFSAVPPVQLLTGWCVTAK 

APPDISAISALTAVKHGNCSSLT 

PLLNPPGSDVIVCAEMDEQWG 

YVGAKSRQRWLFYAYDSLRKT 

VVAHVFAVKPYWDTGGGFHC 

RWIYMQQEKELLQLSLQQGKY 

NQKRAAELLGLTYHQFRALLK 



BNSDOCID: <WO 0175067A3_IA> 



2940 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


22516 


52884 


A 


22644 


1314 


1483 


RIQRYCGKTGCPSCSATDGVVR 

NGKSTAGHQRYLCSHCRKTWQ 

LQFTAYTASQPAGQ* RMFNADG 

SEVAQCGNGARCFARFVRLKG 

LTNKRDIRVSTANGRMVLTVT 

DDDLVRVNMGEPNFEPSAVPF 

RANKAEKTYIMRAAEQTILCGV 

VSMGNPHCVIQVDDVDTAAVE 

TLGPVLESHERFPERANIGFMQ 

VVKREHIRLRVYERGAGETQA 

CGSGACAAVAVG1QQGLLAEE 

VRVELPGGRLDIAWKGEELQET 

LTELDDRAVVDYLIKNPEFFIRN 

ARAVEAIRVPHPVRGTVSLVE 

WHMARARNH1HVLEENMALL 

M EQ AI ANEG LFYRLL YLQRSLT 

AASSLDDMLMRFHRWARDLG 

LAVAMPVT1NKGNQIIENQLDT 

ETITISYEF1LCQHLIANTEFSYL 

ALPEN YN RLCLPNSKNQTNNRF 

KTLNSKA I G RLL A AG G V YNGN I 

EGFRDTAEKLAVPPVQLLTGW 

CVTAKALPDISAISALTAVKHG 

NCSSLYTASQPAGQ 



2941 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



seqid 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


22517 


52885 


A 


22645 


1479 


1793 


TRYRSCPSCSATDGVVRNGKST 

AGHQRYLCSHCRKTWQLQFTY 

TASQPAGQ*RRNACQYRTPAV 

VASRQKRWHGDLGMIGSRDV 

MLF1SDSVGAKELDLIIPRLEDK 

SIALLAMTGKPTSPLGLAAKAV 

LD1SVEREACPMHLAPTSSTVN 

TLMMGDALAMAVMQARGFNE 

EDFARSHPAGALGARLLNKVH 

HLMRRDDAIPQVALTASVMDA 

MLELSRTGLGLVAVCDAQQQV 

QGVFTDGDLRRWLVGGGALTT 

PVNEAMTVGGTTLQSQSRAIDA 

KEILMKRXITAAPVVDENGKLT 

G A I KLQDF Y QGRG LFN PS I PR V S 

TADAGLANRARRNWVGSSWK 

QVGQIILQGGPQNAEKSGQRYT 

VSHDRHRDAERQRVKSGLPRY 

AECSTYPSCPVALDLAFASHGI 

HMHAPGEALRMLVTAMDKAA 

DARTKLARLLATKGITHEIQIPD 

ISTKEKAQQPIGLNMEQIKPEKQ 

DFIKPVIPQAGKHNGVNMSVLR 

SLLTAGVLASGLLWSLNGITAT 

PAAQASDDRYEVTQQRNPDAA 

CLDCHKPDTEAVPPVQLLTGW 

CVTAKAPPDISAISALTAVKHG 

NCSSLTPLLNPPGSDVIVCAELD 

EQWGYVGAKSRQRWLFYAYA 

QSPRTTRCCARIRLHALWRRW 



SNSDOCID: <WO 0175067A3_IA> 



2942 



WO 01/075067 



PCT/U SO 1/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=5top codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22518 


52886 


A 


22646 


807 


1350 


NRGCPSCSATDGVVRNGKSTA 

GHQRYLCSHCRXTWQLQFTYT 

ASQPAGQ*RLLNRLIEPTRGQV 

L1DGVDIAKISDAELREVRRKKI 

AMVFQSFALMPHMTVLDNTAF 

GMELAG1NAEERREKALDALR 

QVGLENYAHSYPDELSGGMRQ 

RVGLARAFNPDILLMDEAFSAL 

DPL1RTEMQDELVKLQAKHQR 

TIVFISHDLDEAMRIGDRIAIMQ 

NG E V VQ VGTPDEILNN PAN D Y 

VRTFFRGVDISQVFSAKDIARRT 

PNGLIRKTPGFGPRSALKLLQD 

EDREYGYV1ERGNKFVGAVSID 

SLKTAAVPPVQLLTGWCVTAK 

APPDISAISALTAVKHGNCSSLT 

PLLNPPGSDVIVCAEMDEQWG 

YVGAKSRQRWLFYAYDSLRKT 

VVAHVFGERTMATLGRLMSLL 

SPFDVVIWMTDGWPLYESRLK 

GKLHVlSKRYTQRIERFfNLNLR 

QHLARLGRKSLSFSKSVELHDK 

VIGHYLN1KHYQ 


22519 


52887 


A 


22647 


1 


1270 


MTAATEQLNASRGLSTREMER 

QAELAK1TTDYINSGGSEGDEK 

LQNMIKAQNDYYAAEDAKRA 

DWLAGAESAFADYGDSAMDM 

YGNVNEIASSALNGMTDMMV 

QFLTTGKANFADFAKNIISMIIK 

MIAQMVIFNTSLRNDGRSVSSG 

GAAVSLAAAAGSVATSGFNAS 

NSAPKVVTIREVERSVDVSGME 

ASSTSWITIRSFTAETSTFGPTM 

TASMTFLPTYCSIIASLLSSFKLA 

AATDGVVRNGKSTAGHQRYLC 

SHCRKTWQLQFTYTASQPALA 

RNPNRD1TIYWGGREEQHLYDL 

CELEALSLKHPGLQVVPVVEQP 

EAGWRGRTGTVLTAVLQDHAT 

DGVVRNGKSTAGHQRYLCSHC 

RKTWQLQFTYTASQPGTHQKII 

DMAMMGVGCRATARMMGVGL 

NTIFRHLKNSGRSR 



2943 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22520 


52888 


A 


22648 


381 


945 


GAPVASVSISCPSCSATDGVVR 

NGKSTAGHQRYLCSHCRKTWQ 

LQFTYTASQPAGQ* RTENQTPH 

VLTHKWELNYENPWTQGGEHL 

TMGLVVGWRGLQEGDPARTN 

LSYYQANVGSGQHRENKGPIN 

LGNVGKSNGERGGKSLYRCKIF 

LESSVTMKDRELPPVYDGVFEV 

LQWLLFLSAVPPVQLLTGWCV 

TAKAPPDISAISALTAVKHGNC 

SSLTPLLNPPGSDVIVCAEMDE 

QWGYVGAKSRQRWLFYAYDS 

LRKTVVAHVFGERTMATLGRL 

MSLLSPFDVVIWMTDGWPLYE 

SRLKGICLHVISKRYTQRIERHN 

LNLRQHLARLGRKSLSFSKSVE 

LHDKVIGHYLNIKLHYQ \ 


22521 


52889 


A 


22649 


354 


1119 


RRWRRGAHEAATGGTGRGPAE 

EAAPGEPAAGRAAPKSGGKRL 

GGVLGRGGVGRRSGSPDRSGA 

HSAAPRRCRQLPGRCPSCSATD 

GVVRNGKSTAGHQRYLCSHCR 

KTWQLQFTYTASQPAGQ*RSK 

GAIGEGPPDPRGIVEQNLGGDIS 

IPCYNGPRPRRSAQKTTLGPLN 

QPRJPSAQCAGAFPRVAAAGAG 

GGGGGGSGGSGFCLGWRLRRR 

RQRRJIRWRRGEGEGDGDAGH 

MRPRPAGRAEARRRRRLRGNP 

PPGARLPMREGNGSGVSWAAE 

VSG DG RG A RTE A ARTRRRPGG 

ADNYPGAVPPVQLLTGWCVTA 

KAPPDISAISALTAVKHGNCSSL 

TPLLNPPGSDVIVCAEMDEQW 

GYVGAKSRQRWLFYAYDSLRK 

TVVAHVFGERTMATLGRLMSL 

LSPFDVVIWMTDGWPLYESRL 

KGKLHVISKRYTQRIERHNLNL 

RQHLARLGRKSLSFSKSVELHD 

KVIGHYLMIKHYQ \ 


22522 


52890 


A 


22650 


23 


658 


VISRPGSSIQVRGLLLSRHGLAL 

GSAPDLWKLPWVNLVQGMGQ 

QSQGSSCREGCSRPQCPSAAPC 

GAAPAHFCSAATFWESEVQS1P 

R/CRATDGVVRNGKS/TAGHQR 

YLCSHCRKTWQ/LQFTYTASQP 

EVIRSSPTSAPRSDGTKTVPPLM 

GISP*SAHHRLATSDPSLCLSES 

LCSREPAAVPRASNQQPQGVK 

D V H HQFTARTSR Y PSKC 


22523 


52891 


A 


22651 


926 


1093 





2944 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


22524 


52892 


A 


22652 


343 


817 


GGARSRQNPRCGPCMVVVPGQ 

SGRSVSADSSTEFREQGGS\AI\S 

FPKSIMRAGPELFRFMENPFNSV 

♦YRXNVRELTPAIMAVLPVEFR 

TRJLAPQNDTMSLLASAMKJECSE 

AKQAVLLNAPEHQKMKEVSEG 

I ASLFRLMPEQ VG PL MTMVTS 

MLGVI 


22525 


52893 


A 


22653 


115 


425 




22526 


52894 


A 


22654 


747 


1173 




22527 


52895 


A 


22655 


I 


2709 




22528 


52896 


A 


22656 


1 


2583 




22529 


52897 


A 


22657 


636 


1029 


APSDQKRDFLVPHGADSAMAK 

SG*CESGNDLLSSSHNfNQLR/A/ 

ESIPEDVIAGASALVLTFIIKFV1 

AENPQWWQQFLKDHVS1LAMN 

EDEAEALTGESDPLLASDKALD 

WVDLVLCTAGPIGLYMAGGGD 

VN 


22530 


52898 


A 


22658 


1611 


3300 


QSAWANRHRLVDCGRPGNGSD 

AGVAARSGRNDGTGRCGLCHS 

CSRYGDHHRQSDRIYRHYDAG 

RSPSGAVDYGTQRGNRFSRAV 

YPVGA/RRWR*GLPLV/QQFQPE 

NETS AA W\V VG INQPL VDIEA K 

VDDEFIERYGLSAGHSLV1EDD 

VAEALYQDVQQKNLITHQSAG 

GTIGNTMHN YS VL A DDRS VLL 

GVMCSNIEIGSYAYRYLCNTSS 

RTDLNYLQGVDGPIGRCFTLIG 

ESGERTFA1SPGHMNQLRAESIP 

EDVIAGASALVLTSYLVRCKPG 

EPMPE ATMK A 1 EYAKKYNVPV 

VLTLGTKFVIAKNPQWWQQFL 

KDHVSILAMNEDEAEALTGESD 

PLL ASDKALD WVDL VLCTAG PI 

GLYMAGFTEDEAKRKTQHPLL 

PGAIAEFNQYEFSRAMRHKDC 

QNPLRVYSHIAPYMGGPEKCNI 

LGRSGWLLYGRGLDKQRLTQY 

QSKLGAAMVIVAAWCVEDYQ 

VIRLAGSLTARATRLAHEAQLD 

VAPLGKIPHLRTPGLLVMDMDS 

TAIQIECIDEIAKLAGTGEMVAE 

VTRTGDARRTRFYRQPAQPCG 


22531 


52899 


A 


22659 


430 


586 




22532 


52900 


A 


22660 


1 


131 





2945 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22533 


52901 


A 


22661 


1 


1282 


MLPAHLDACVTTLQKIRWTLS 

VVDPTLALRVPLPALSIRDDPPL 

RAYLPGRGALKVIRJFDDMDFA 

T1DG1NRMLVDIDTNYLFLPRVT 

SSTIRCLSVPTRRTVPAVTASGR 

SVKYYPPDFDPSKIPKLKLPKD 

RQYVVRLMAPFNMRCKTCGEY 

!YKGKJCF\NARKETVQNEVYLG 

\LPI\FRFYIK\CTRCLGRDSPFKT 

DP\ENTDYTM/ESLGATRNFQG* 

EASWEEEEKRV\QK\EREDE/ES 

LNNPMKVLEM RTKDSKLEMEV 

LENLQELKDLNQRQAHVDFEG\ 

MLRQHRLSEEERRSQQQEEFEQ 

KTAALLEEARKRRLLEDSDSED 

EAAPSPLQPALRPNPTATLDEA 

PKPKRKVEVWEQSVGSLGSRPP 

LSRLVVVKKAKADPDCSNGQP 

QAAPHPRSPAEQEGGQPYTPDA 

WRVLPEPTGCIPGQ 


22534 


52902 


A 


22662 


1 


412 




22535 


52903 


A 


22663 


298 


532 


MGSWSLPGRTLWKEKVRFLKS 

KERTN PGSNFFSFPGSQHTREER 

SQECLSLPVLPSYLATRLSLPDS 

CPLKGRKAH*QRHSEI*LMGFE 

PGWPGKL*GWIELAFLLGCLHL 

TLPLPCPTPLPPKSTKSGCFSLSI 

ALCFNKQFAVTK 


22536 


52904 


A 


22664 


1 


193 




22537 


52905 


B 


22665 


55 


281 




22538 


52906 


A 


22666 


86 


159 




22539 


52907 


A 


22667 


63 


1036 


VRGGLAAGRGRGSAGAAPVVV 

AAMLGAWAVEGTAVALLRLL 

LLLLPPAIRGPGLGVAGVAGAA 

GAGLPESVIWAVNAGGEAHVD 

VHGIHFRKCIPL*GRVGRALYY 

GMKLPILRSNPEDQSCYQTEXRS 

N\EETFGYESPIQREGGLTCWSL 

KFAEWYFAQSQQKVFDVRLNG 

HVVVKDLD1FDRVGHSTAHDEI 

IPMSIRKGKLSVQGEV\ST\FTQG 

KLLPLSFSKGYL*P1PKVCAL\Y1 

MAG\TVDDVPKASAFNPGLEK 

KEEEEEEEEYDEGSNLKKQTNK 

NRVQSXGPRTPNPYALDNSSLM 

FPILVVAFGVFIPTLFCLCRL 


22540 


52908 


A 


22668 


1570 


1773 





2946 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22541 


52909 


A 


22669 


62 


454 


NKQLNKKRRRTMIALIQRVTRA 

S/VTVEGEVTGEIGAGLLV/LLG 

VEICDDDEOKAN/RDAEGOM/N 

LNVQQAGGSVLVVSQF/TLAAD 

TERGMRPSFSQGHHR1RAQAFY 

DYFVES/CRQQR*YAQGGLSAE 

FRLLNS 


22542 


52910 


A 


22670 


1 


1930 


MAGKPEYDKTISTSIVLNALNA 

LGVSAEASGRNDLVVKTVEGD 

RKVSGSAYRETKDRGFHHGTL 

LLNADLSRLANYLNPDKKKLA 

AKGITSVRSRVTNLTELLPGITH 

EQVCEAITEAFFAHYGERVEAE 

I1SPNKTPDLPNFAETFARQSSW 

EWNFGQAPAFSHLLDERFTWG 

GVELHFDVEKGHITRAQVFTDS 

LNPAPLEALAGRLQGCLFSLYN 

SDLNTVIDNVLRIFPLLLSWISF 

WLLYS1VPT1RVPNRDAIVGAFV 

AALLFEAGKKGFALYITMFPSY 

QLIYGVLAVIPILFVWVYWTCV 

TVEGEVTGEIGAGLLVLLGVEK 

DDDEQKANRLCERVLGYRIFSD 

AEGXKMNLNVQQAGGSVLVVS 

QFTLAADTERGMRPSFSKGVID 

DIGFNTEISQTRFHQASHLFKRK 

G1YRLHFARRRCQQIQRRQRRR 

RFMQRTAVAITHQQRMKQGIL 

RLWRNWLLWLLILLLRRNRLL 

RLL1LLLWRNRLLRLLILWLRR 

NRLLWLLILRLRRNWLLRLLIL 

LLRCN RLLRL L Y RFNN WRKQR 

FVWTIIQQRFHWRKFK1IQRERI 

RPSRLFAGITLLLSLRKLTSQFS 

LCRSICIFCVYGHIMLILFAIALL 

LCLGELTCQFILLHRJDFIIVVLI 


22543 


52911 


A 


22671 


377 


463 


QTISQTTVQSN*NSGLRISPKTA 
QLHGD 


22544 


52912 


A 


22672 


129 


615 


KARQKSCQPVTTDTQCRHTSSS 
IGKRLAFCQNLTQIHTESTMKP 
WI LLLVMFISGV VMLLPVLGSF 
WNKDPFLDMIRETEQCWVQPP 
YKYCEKRCTKIMTCVRPNHTC 
CWTYCGNICLD/IRRAPVHQC* 
TPRFY WP1TTVG * RMTI WSKKS 
AAYFLLGTPTWL 


22545 


52913 


A 


22673 


3 


412 




22546 


52914 


A 


22674 


2 


390 





2947 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

INO: 


SEQ ID NO: 
of peptide 
sequence 


(Vict 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22547 


52915 


A 


22675 


180 


507 


CCGGRARSELCLLNLCIKGAD*I 

QA W* KFCQ WPCERADG RGCRK 

AERACPCPKGAYSL/YCRESVCC 

LPSFVNKNSSSLCVAHNWGRH 

CYLWTAADVKQFISSHMFPVE 

HL 


22548 


52916 


A 


22676 


3 


227 


GGGRARSELCLLNLCIKGAD*1 
QAW*KLFCQWPCERADGRGS*F 
DRGAEVCNQTDWQSIRSSQGG 
RDQRFSTERA 


22549 


52917 


A 


22677 


567 


842 




22550 


52918 


A 


22678 


1 


1400 


MGWGQGPDVQLMNGHERSPS 

HSPREAKKSGSPLPTDIHCFSPQ 

SQPAMV1TGVPTAPAGASAKM 

GLCATPITGACPLWLRGFRGWR 

CEDRCEQGTYGNDCHQRCQCQ 

NGATCDHVTGECRCPPGYTGA 

FCEDLCPPGKHG PQCEQRC PCQ 

NGGVCHHVTGECSCPSGWMLS 

FPGWRPI*FSKSL*MQGTVCGQ 

PCPEGRFGKNCSQECQCHNGGT 

CDAATGQCHCSPGYTGERAAV 

PDVRKACQDECPVGTYGVLCAE 

TCQCVNGGKCYHVSGACLCEA 

GFAGERCEARLCPEGLYGIKCD 

KRCPCHLENTHRGDDREICAEF 

GHLLIALEVQYTEISNGIEKSQE 

ASCYDIRMLKQPYGETNTEEEL 

AVNYVYSIYASKEQIRYKHGRS 

FANGHVKELMEGPSRRIAGSGG 

EKYKRDEEKNTLLRGQNRGGR 

GKNPKKTKAWVKIQGQMKIEIS 

GVGADRKRFFREK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22551 


52919 


A 


22679 


1 


2210 


MEQKGEFKNDTLIYEFFHIVAK 

PHPLPIKSSTYTTFQSARVTRFF 

LDAEKECRCQEGQVEAAL1AM 

GGTCQGTQRLSTAGESESATH 

MREPAVQCRRDSQCVSVLAGR 

RRFFQGAASPLHPASVALTQLH 

VRWASTATJGQVSGFPGK1RVS 

PTTNLGDSDYIFTASHWGLGHY 

GPAVHVHSQGGIDERGSNDSG 

RLYVTNPCGNVPSWTPNIDRLA 

EDG V KLTQHI S A A SLCTPSRA A 

FLTGRYPVRSGMVSSIGYRVLQ 

WTGASGGLPTNETTFAKILKEK 

GYATGLIGKWHLGLNCESASD 

HCHHPLHHGFDHFYGMPFSLM 

GDC A R WELSEKRVN LEQKLN F 

LFQ VL AL V ALTL VAGKLTH L f P 

VSWMPVIWSALSAVLLLASSYF 

VGALIVHADCFLMRNHTITEQP 

MCFQRTTPLILQEVASFLKRNK 

HGPFLLFVSFLHVHIPLITMENF 

LGKSLHGLYGDNVEEMDWMV 

GR1LDTLDVEGLSNSTLIYFTSD 

HGGSLENQLGNTQYGGWNGIY 

KGGKGMGGWEGGIRVPGIFRW 

PGVLPAGRVIGEPTSLMDVFPT 

VVRLAGGEVPQDRVIDGQDLL 

PLLLGTAQHSDHEFLMHWCER 

VLHAARWHQRDRGTMWKVHF 

VTPVFQPEGAGACYGRKVCPCF 

GEKVVHHDPPLLFDLSRDPSET 

HILTPASEPVFYQVMERVQQAV 



8NSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22552 


52920 


A 


22680 


185 


2091 


GSTERDNMLHLHHSCVCFRSW 

LPAMLAVLLSLAPSASSD1SASR 

PNILLLMAXDDHGVGDIGCYGN 

NTM RTPN I DRLAEDGVK LTQH 1 

SAASLCTPSRAAFLTGRYPVRS 

GMVSSIGYRVLQWTGASAGFT 

TNXETTFAKILKEKGYATGLIGK 

WHLGLNCESASDHCHHPLHHG 

FEHFYGMPFSLMGDCARWELS 

EKRVNLEQKLNFLFQVLALVA 

LTLVAGKLTHLIPVSWMPVIWS 

ALSAVLLLASSYFVGALIVHAD 

CFLMRNHTITEQPMCFQRTTPLI 

LQEVASFLKRNKHGPFLLFVSF 

LHVHIPL1TMENFLGKSLHGLY 

GDNVEEMDWMVGRILDTLDV 

EGLSNSTLIYFTSDHGGSLENQL 

GNTQYGGWNGIYKGGKGMGG 

WEGGIRVPGIFRWPGVLPAGRV 

IGEPTSLMDVFPTVVRLAGGEV 

PQDRV1DGQDLLPLLLGTAQHS 

DHEFLMHYCERFLVHAARWHQ 

RDRGTMWESPTL*PPCVSSQEG 

AGACVYGRKWCPCFGEKWVHH 

DP\PLL\FDLSRDPSETHILTPASE 

PVFYVQVMERWQQAVWEHQR 

TLSPVPMQLDRLGNIWRPWMQ 

PCCGPFPLCWCLREDDPQINVC 

SEKLEPRFLN F VTQIETNQL AM 


22553 


52921 


A 


22681 


209 


392 




22554 


52922 


A 


22682 


1 


513 




22555 


52923 


A 


22683 


3 


613 




22556 


52924 


A 


22684 


1 


2115 
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? 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


22557 


52925 


A 


22685 


53 


1966 


VGQPRGLRTLEKLTASVAGGA 

ANFFGDIERDLGPRDTSRG1RG 

GNLGDRGCSSAEMAYASWQR 

WSPVEWARWMWTAVTSSGDS 

SLLVLQGDSGKRSSDSEEAFET 

PESTTPVKAPPAPPPPPPEVIPEP 

EVSTQPPPEEPGWGSETVPVPD 

GPRSDSVEGSPFRTQAHSFSGVF 

DEDQPIASTGTDILDFDN1ELVD 

TFQTLEPRASDAKNQEGKVNT 

RRKSTDSVPISKSTLSRSLSLQA 

SDFDGASSSGNPEAVALAPDAY 

STESAKRVVPPASGGGRVQNSP 

PVGRKTLPLTTAPEAGEVTPSD 

SGGQEDSPAKGLSVRLEFDYSE 

DKSSWDNQQENPPPTKKIGKKP 

V A KM PL RRPKMKKTPEKLDNT 

PASPPRSPAEPNDIPIAKGTYTF 

DI DKWDDPN FN PFSSTSKMQES 

PKLPQQSYNFDPDTCDESVDPF 

KTSSKTPSSPSKSPASFE1 PAS A 

M EAN A V\DGDG LN KPA KKKKT 

PLKTMVEDVMSVCSLFDTFRV 

KKSPKRSPLSDPPSQDPTPAATP 

ETPPVISAVVHATDEEKLAVTN 

QKWTCMTVDLEADKQDYPQPS 

DLSTFVNETKFSSPTEELDYRNF 

YEIEYM EKIGSSLPQDDDAPKK 

QALYLMFDTSQESPVKSSTVR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibie nucleotide 
deletion, V=possifole nucleotide insertion) 


22558 


52926 


A 


22686 


662 


2927 


HLRRKRNLPRREGLSPALLEET 

PLEPAVGPKAACPLDSESAEGV 

VPPASGGKRCLFTTAPEAGEVT 

PSDSGGQEDSPAKGLSVRLEFD 

YSEDKSSWDNQQENPPPTKKIG 

KKJPVAKMPLRRPKMKKTPEKL 

DNTPASPPRSPAEPNDIPIAKGT 

YTFDIDKWDDPNFNPFSSTSKM 

QESPKLPQQSYNFDPDTCDESV 

DPFKTSSKTPSSPSKSPASFEI PA 

S AME ANG V DG DG LN KPAKKK 

KTPLKTDTFRVKKSPKRSPLSD 

PPSQDPTPAATPETPPVISAVVH 

ATDEEiCLAVTNQKWTCMTVD 

LEA DKQD YPQPSDLSTF VN ETK 

FSSPTEELDYRNSYEIEYMEKIG 

SSLPQDDDAPKKQALYLMFDT 

SQESPVKSSPVRMSESPTPCSGS\ 

SFEETGSPLRNTAAXKNQYHPVP 

TRDWAP*PRSSHLAGCQRKSSQ 

E/VELGGPWGLGHPFQEGDLKF 

TASPRGSFASADALLSRLAHPV 

FSL/CGALDYL\EPNFRQKRNPP 

LFAQKLQREAWHPTDVSIVSKT 

ALYSR1RTTEVEKPAGLLFQQP 

DL\DSALQIARAEI1\TKEREVSE 

WKDKYEESR\REVMEMRK1\LA 

EYEKT1AQMIEDEQREKSVSVHQ 

TVQQLVLEKEQAXLADLNSVEK 

\SLADLFRRYEKMKEVLESFRK 

NEEVLKRCAQEYLSRVKKEEQ 

RYQA\LKVHA\EEKLDRANAE\I 


22559 


52927 


A 


22687 


374 


1268 


AETNMVWYDWMRPSHAQLHS 

DYMQPLTEAICAKSKNKVRGV 

QQLIQRLRLIKSPAEIERMQIAG 

KLTSQAF1ETMFTSKAPVEEAFL 

YAKFEFECRARGADILAYPPVV 

AGGNRSNTLHYVKNNQLIKDG 

EMVLLDGGCESSCYVSDITRTW 

PVNGRFTAPQAELYEAVLEIQR 

DCLALCFPGTSLENIYSMMLTLI 

GQKLKDLGIMKNTQGK*CL/RR 

LLE/QYCPHHVGHYLGMDVHD 

TPDMPRSLPLQPGMVITIEPGIYJ 

PEDDKDAPEKFRGLGVRIEDDV 

VVTQDSPL1LSADCP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22560 


52928 


A 


22688 


329 


1389 


RIWKTQMMRMKKMMMMMM 

MMMRTTLFFQQESQEAiFFPFD 

LFPMCPFGCQCYSRVVHCSDLG 

LTS VPTN I PFDTRM LDLQNN KI 

KEIKENDFKGLTSLYGLILNNN 

KLTKIHPKAFLTTKKLRRLYLS 

HNQLSEIPLNLPKSL AELRJ H EN 

KVKKIQKDTFKGMNALHVLEM 

SANPL**/SMGIEPGAF*RG*RCS 

/YIRIAEAKLTSVXPKGLYPPTLLE 

LHLDYNKISTVELEDFKRYKEL 

QRLGLGNMK1TDIENGSLANIPR 

VR\EIHLGNIKLKKIPSGLPELKY 

LQIIFLHSNSIARVGVNDFCPTV 

PKMKKSLYSAISLFNNPVKYWE 

MQPATFRCVLSRMSVQLGNFG 


22561 


52929 


A 


22689 


1 


4608 




22562 


52930 


A 


22690 


1 


465 




22563 


52931 


A 


22691 


1 


1542 




22564 


52932 


A 


22692 


1 


4226 


EAVLCSSRGRPDSSMPDCCRNA 

ALEARSCQSMTSLFSNTVSPTQ 

DGTSSLPRRQSSFAKPPLRALY 

DLLIAPMEGGVVESTEPLGTSR 

SG F ASGTALF WLG DNGKAASP 

PGVSVSSLENEDDNTQCNRLEQ 

GYREAAVPDWTQDLALCLLPT 

LQSLKARTAPHLCVPSSCYKA 

WYTLA VSKVSGM VEGKA WI 1L 

LLLAASTHALLQRPQEGDITPL 

AGSRAAAVSCQARPFSTFSGLM 

HSSGP VG RHRQLIL VLE 


22565 


52933 


A 


22693 


2 


4197 


ALDFPGRRFRPTASFIWASVLFE 

TIRHEAEVSTDYKLSLFDLQTSS 

YQ ALQR VL V SLG H H DE AL A V A 

ERGRTRAFADLLVERQTGQQD 

SDPYSPVTIDQ1LEMVNGQRGL 

VLYYSLAAGYLYSWLLAPGAG 

IVKFHEHYLGENTVENSSDFQA 

SSS VTLPTATGS A L EQHI A S V RE 

ALGVESHYSRACASSETESEAG 

DIMDQQFEEMNNKLNSVTDPT 

GFLRMVRRNNLFNRSCQSMTS 

LFSNTVSPTQDGTSS 


22566 


52934 


A 


22694 


1 


618 




22567 


52935 


A 


22695 


1 


3528 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22568 


52936 


A 


22696 


85 


1193 


RPIEGQLGTCHPGSEPRTiRWRA 

PGKGLRLYTHPPTSDIAGRTGA 

AASFPAPLHLPREPRAGVDGTD 

AERILYPRRAAPAASGVGSRPA 

GEAVRADEAGAAGLGGFQSER 

NRSWGGESLGSRQPQKMPAFN 

RLFPLASLVLIY*VSVCFPVWGE 

WPLENGGRARANPMKLRCISC 

MKREEVEATTVVEWFYRPEGG 

KDFL1YEYRNGHQEVESPFQGR 

LQWNGSKDLQDVSITVLNVTL 

N DSGLYTCN VSREFEFEAHRPF 

VKTTRLIPLRVTEEAGEDFTSV 

VSEIMMYILLVFLTLWLLIEMIY 

CYRQVSICAEEAAQENAPGNSL 

EGGSQGLQINSTQDGLVTGQQ 

DVGSHRAREHMPDFEEPPSAK 


22569 


52937 


A 


22697 


277 


527 


VRVSWEYFCAPGPAGSPAGPG 
RGEEKQRLGLLIRDARSPAPPG 
PPVGSVRG/PKPAPAGRVRAKG 
RRA*GAACSLAAGAWVEPGI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22570 


52938 


A 


22698 


226 


2268 


SVKNYTKCHVRNEQICNKLTSC 

KSCSLNLNCQWDQRQQECQAL 

PAHLCGEGWSHIGDACLRVNSS 

RENYDNAKLYCYNLSGNLASL 

TTSKEVEFVLDEIQKYTQQKVS 

PWVGLRKINISYWGWEDMSPF 

TNTTLQWLPGEPNDSGFCAYLE 

RAAVAGLKANPCTSMANGLVC 

EKPVVSPNQNARPCKKPCSLRT 

SCSNCTSNGMECMWCSSTKRC 

VDSNAYIISFPYGQCLEWQTAT 

CSPQNCSGLRTCGQCLEQPGCG 

WCNDPSNTGRGHCIEGSSRGPM 

KL1GMHHNEMVLDTNLCPKEK 

NYEWSFIQCPACQCNGHSTC1N 

NNVCEQC KN LTTG KQCQDCMP 

GYYGDPTNGGQCTACTCSGHA 

N1CHLHTGKCFCTTKGIKGDQC 

QLCDSENRYVGN PLRGTC Y YK 

T\LIDYQFTF\SLLQEDDRHHTAI 

YF1VNPKQSNKNLHISINASNMF 

NLNITWPC*STAGTISGEETYIV 

SKKNILEYRDSFSYEKFNFRSNP 

NITFYVYVSNFSWPIKJQIAFSQ 

HNTIMDLVQFFVTFFSCFLSLLL 

EAAVVWKIKQTCWASRRREQL 

LRERQQMASRPFASVDVALEV 

GAEQTEFLRGPLEGAPKPIAIEP 

CAGNRAAVLTVFLCLPRGSSGA 

PPPGQSGLAIASALIDISQQKAS 

DSKDKTSGVRNRKHLSTRQGT 


22571 


52939 


B 


22699 j 


252 


360 




22572 


52940 


A 


22700 


1 


84 




22573 


52941 


A 


22701 


1 


404 




22574 


52942 


A 


22702 


86 


292 


NPEMRCREFCLPSCRPELALE* 
G*SVRDVA*AQMCSVVWAGRP 
LGFAA*S*GSGHSCGRCS1WGE 
CWG 


22575 


52943 


A 


22703 


82 


379 


HTLQPF1SMG SLTKMFK V ISEGP 
MD*RPHPKVRPMT*HSTPAPAN 
FMGHFFWKIMICTDRTEVATLV 
AGVVSGASVGGKSPPYRKWNS 
PEPDVKGPRVL 


22576 


52944 


A 


22704 


2 


382 
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seo in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22577 


52945 


A 


22705 


1 


479 


HMPSGETAPLRJVDTGTGTGTV 

\AYAPTE\LGLHEMH1KYMASHI 

LESPLRFYVTTPTVPSVSAYGPG 

LVYGVAN/NTATFT1VTEDAGE 

GGLDLAIEGPSKAEEPRPRLSRA 

PG VDG AG A SPG LG EDTG PQ A P 

GLQVLTERIPGPSAPTPEFLSVG 

VSAVC 


22578 


52946 


A 


22706 


1 


590 




22579 


52947 


A 


22707 


171 


406 




22580 


52948 


A 


22708 


269 


2477 




22581 


52949 


B 


22709 


167 


7472 




22582 


52950 


A 


22710 


1 


520 




22583 


52951 


A 


22711 


2218 


2472 




22584 


52952 


A 


22712 


722 


1555 


SRNWYEALNNTWGREDICVVD 

GWQSFRRQDYAFLQERGSGGD 

LWSSTLAQAMTLVESRHPRHQ 

ALSTQLLDAIMPYCGNTLRLGV 

TGTPGAGKSTFLEAFGMLLIRE 

GLKVAV1AVDPSSPVTGGS1LG 

DKTRMNDLARAEAAFIRPVPSS 

GHLGGASQRARELMLLCEAAG 

YDVVIVETVGVGQ\SETEVARM 

VDCFISLQIAGGADDLQGIKKG 

LMEVADLIVINKDDGDNHTNV 

AIARHM/YESALHILRRPPMHR 

VPRNPKVNLLPGTAMANLLS 


22585 


52953 


B 


22713 


381 


425 




22586 


52954 


A 


22714 


1 


1185 




22587 


52955 


A 


22715 


1 


3009 




22588 


52956 


A 


22716 


22 


527 


YEGIVMKPLI1VN PADC1GC\RT 

CEWACVVAHPSEQELNADVFL 

PRLKVQRLDSISAPVMCHQCEN 

APCVGACPVGALTMGEQVVQT 

NSARCIGCQSCVSACPFGMITIQ 

SLPGDTRQQIVKCDLCEQR*EG 

PACVESCPTQALQLLIERELRRV 

RQQRJ V VTG EN PL 


22589 


52957 


A 


22717 


187 


325 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 ! 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tnknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


22590 


52958 


A 


22718 


1 


2240 


MRSDPDTSVNEIETKLSALLGS 

ETTGEILFDLLCANGPEWNRFV 

TLEMKYGRIMLDTAK11DEQDV 

PTHILSKLTFTLRNHPEGVVMK 

NFEVLQPLQNSLSGLPLWVSER 

ILQQINQLTHYEPV1GIMGKTGA 

GKSSLCNALFAGEVSPVSDVAA 

CTRDPLRFRLQIGEHFMTIVDLP 

G VG ESG VRDTE Y A AL YREQLP 

RLDL I L W LIKADDRALATDEHF 

YRQV1GEAYRHKMLFVISQSDK 

AEPTSGGNILSTEQKQNISRKIC 

LLHELFQPVHPVCAVSVRLHPV 

VALLQQFRTDDERTHRYHYDS 

QHRLVDYTRTQYEEPLVESRYL 

Y D PLG RRV AKR V WRRE R D LTG 

WMSLSRKPQVTWYGWDGDRL 

TTIQNDRSRIQTIYQPGSFTPLIR 

VETATGELAKTQRRSLADALQ 

QSGGEDGGSVVFPPVLVQMLD 

RLESEILADRVSEESRRWLASC 

G LTVEQMQNQ M DP\TEGTT A W 

Y/AEYDEWGNLLNEENPHQLQ 

QLIRLPGQQYDEESGLYYNRHR 

YYDPLQGRYITQDPIGLKGGW 

N F YQ YPLNPI SDI DPLG LS M WE 

VARQMNAIASKLPEGFHIGINFS 

ASH 1 1 SPTF VDECLNFRDS FTRR 

DLNLVLEVTERDLLNVDESLVQ 

RLNILHENGFVIALDDFGTGYS 

GLSYLHDLHIDYIKIDHSFVGRV 

N ADPESTRI LDC VLDLARKLSIS 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22591 


52959 


A 


22719 




2301 


MALTSGVHTGEKPYKCAQCEE 

AFSRKSELMHQIIHTGEKPYECT 

ECGKTFSRKSQLIIHQRTHTGEK 

PYKCTKCGKSFCQQSHLIGHQR 

IHTGEQPYLGLSVAERPKEYED 

DRALKMAAPCGNSSREQPCCFL 

NKASEDAERAKPPS*EPGRLRT 

P*VAQPH*VPHFMATWVRKHP 

VHDRQFRLHGQIRELNWDVVR 

PEQFTGVATNCSGITYPQGGWL 

CPA ELTRN VLELAQQQGLQI Y Y 

QYQLQNLSRKDDCWLLNFAGD 

QQATHSVVVLANGHQ1SRFSQT 

STLPVYSVAGQVSHIPTTPELAE 

LKQVLCYDGYLTPQNPANQHH 

C1GASYHRGSEDTAYSEDDQQQ 

NRQRLIDCFPQAQWAKEVDVS 

DKEARCGVRCATRDHLPMVGN 

VPDYEATLVEYASLAEQKDEA 

VSAPVFDDLFMFAALGSRGLCS 

APLCAEILAAQMSDEPIPMDAS 

TLAALN PNRLWVRKLLKGKAV 

KAG 


22592 


52960 


A 


22720 


1021 


1734 




22593 


52961 


A 


22721 


1247 


2412 


RRSHHAANLDIR1RMPQTRQVT 

LPDPELHPDSTLSMWPD/NRIAR 

DAHYLYRYDRHGRLTEKTDLIP 

EG V I RTDDERTH R Y H Y D SQH RL 

V H YTRTQ YEEPL VESR Y LYDPL 

G RR V AKR V WRRERDLTG WM S 

LSRKPQVTWYGWDGDRLTTIQ 

NDRTRIQTIYQPGSFTPLIRVET 

ATGELAKTQRRSLADALQQSG 

GEDGGSVVFPPVLVQMLDRLE 

SEILADRVSEESRRWLASCGLT 

VEQMQNQMDPVYTPARKIHLY 

HCDHRGLPLALISKEGTTEWCA 

EYDEWGNLLNEENPHQLQQLI 

RLPGQQYDEESGLYYNRHRYY 

DPLQGRYITQDPIGLKGGWNFY 

QYPLNPVTNTDPLGLEVFPRPFP 

LPI P WPKSPAQQQQ WYPTFCC 


22594 


52962 


A 


22722 


1 


4767 





BNSDOCID: <WO 0175067A3_IA> 



2958 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22595 


52963 


A 


22723 


668 


1922 


YPHADSPECWLSSSSERGKSSV 

TADLSRPRRLRPIPTCHGKPIAC 

TTTKLAKNAFRPIAGASATGRLA 

NSP111LPNAAIRQEFGITLDPEEV 

FTFQGVKLYEYRYFPDCVRSRM 

EAGILVEQILSTLFSVGEHFSLK 

RAPFFKVPSLRSFY AFGG LTTG 

VVRRNGNHGVNTPARKIHLYH 

CDHRGLPLALISKEGTTEWCAE 

YDEWGNLLNEENPHQLQQLIR 

LPGQQY DEESGL Y YNRHRYYD 

PLQGRY 1 TQD PI G LK\GG WNFY 

QYPLNPVQYIDSMGLASKYGH 

LNNGGYGARPNKPPTPDPSKLP 

D1AKQLRLPYPIDQASSAHNVF 

KTFFRALSPYDYTLYCRKWVK 

PNLTCTPQDDSQYPGMDTKTA 

SDYLPQTN/WPVPSSIVSCTTGV 

VP*VVCQWVFAWPPDISHRRTG 


22596 


52964 


A 


22724 


25 


510 


RJTDFGVKJC1IRVGSCGAVLPHV 

KLRDV/VI/GMGAC/TDSKVNRJ 

RFKGQAFGGIADFAMGRTAVD 

PGKALGINARVGNLVSADLFYS 

PDGEMFDVMEKYGILGVEMEA 

AGIYGVAAEFGAKALTICTVSD 

HIRTHEQTTAAERQTTFNDMIKI 

ALESVLLGDKE 


22597 


52965 


A 


22725 


415 


759 


HRJIRIVIDDTG1FRPRNTAQQLR 

QRPIAMSASGVVQIILEGHWRT 

HSLRNGFHRGFRL*SSPKVGMQ 

HGSRQVDHRTQRALRFFRQPGI 

DFLRPVFTPRRQRLAATNHFSR 

FVEH 



BNSDOCID: <WO 0175067A3_IA> 



2959 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22598 


52966 


A 


22726 


2 


2329 


GTLPGCGAMHTCPSGPATHLV 

RRRIVRLPACVVTRANVPTPSR 

P\TNATIGAFHSG*MASQGRRLS 

AQYPWSPFQYAVARPVPTVPGR 

LVFTGTSKAPKISVMGPGMGIP 

SCSISAKELITDFGVKJOIRVGSC 

GAVLPHVKLRDVVIGMGACTD 

SKVTRIRFKDHAFAAIADFDMV 

RNAVDAAKALGIDARVGNLFS 

ADLFYSPDGEMFDVMEKYGIL 

GVEMEAAGIYGVAAEFGAKAL 

TICTVSDHIRTHEQTTAAESQTT 

FNDMIKIALESVLLGDKEEDRVI 

RFGKARATRYALLRPYRG1ER1P 

VWRVDDTGKAHKFADIRLCWP 

QGSCLDVAKAREVIRGSQPLPA 

WCENWAQEVDARLTKEAQSA 

LRPVINLTGTVLHTNLGRALQA 

EAAVEAVAQAMRSPVTLEYDL 

DDAGRGHRDRALAQLLCRJTG 

AEDACIVNNNAAAVLLMLAAT 

ASGKEVVVSRGELVEIGGAFRJ 

PD VMRQ AGCTL H EVGTTN RTH 

ANDYRQADFQFDDFVMAFTQN 

INGPTQNTRALHGGHKRPDFLP 

LLGAFHGAIDILAPGGLHGYSL 

PSSFFHALALSAAFPGKRCKLS 

VHLPFWGLKDGGPLLTAPLGG 

ALVGIVGGVGGSNLTFPFHTNF 

LNVRFVIRR1SHRHHHFYRIAKL 

LMNGAQGSNMLIAAVAGVPHQ 

NGHFPFTVADRFAIVLSEGSIRV 


22599 


52967 


A 


22727 


1 


702 




22600 


52968 


A 


22728 


876 


1318 


RCHLANASPAAGSHAPSPDSLS/ 

KIR/QEVG/PPLP/PLLAPLIATPP 

RTSQPLSPL1SSSSPSSPASPVGQ 

VSPFRETPVPPAMSPWPEDPRR 

ASPPDPSPSPSAASASERVVPSP 

LQFCAATPKHALPVPGRLPPCA 

SGHAMPCWRAKIK \ 



BNSDOCID: <WO 0175067A3_IA> 



2960 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=LJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22601 


52969 


A 


22729 


485 


1455 


PVVQRARNASSCQPFSTSVWA1 

PSISATSVPMCGATHSILSPKKS 

TVSDRIGSMQISFFPLSRSAEK* 

ESPCSSDAFHAIFSVLSGLALHS 

TTTSLCSSTSGQLVCC**TSLPPT 

TYGMIACAAPVE*SPRCPV*PPA 

SAI*RCNNVEALCSTPFERQP*E 

PAK\SMPDHKPHECVYVVGE*D 

PAPHPNSREQIHPAHECLAGFP 

VTQESLFAPLEIVPAYCCEPGRE 

PRSARSFPFAPRELT*VQLELGT 

GL*RETLDLVVSAGWA* ARRIS 

GAVTATPETGTLCQLDSGAECH 

YRETGVELP*RSPRPVGHGSSR 

HSRRWRT 


22602 


52970 


A 


22730 


814 


5001 


PENSSHRPKPIIPM1ASTL1NANQ 

NS VSPYKRTFTRLTALM 1 1 KLKA 

AAQ1HVGTSGNQYWRKLDFNS 

PGGSSPVENSDCSTNSRJLSFSPE 

NILIQNQDIVREAAVQGDGQKQ 

RQPQATDLDSSGTHGSEMLPAT 

EVTVSGGFSVEETSCGDTGRSG 

G E A LA V AN DSTSTPQN ANG L W 

KLKSTTPGGALPECFGTTDTTFS 

SAFCRKHGETQDTSQSSLPGTL 

HCYTGIREGGDDTEVESEAFSC 

SEGSEQQDAPD 


22603 


52971 


A 


22731 


34 


102 




22604 


52972 


A 


22732 


584 


893 


QKLLPNRMGHPVFVKSSQDPV 
LLSR1AWKDASTVTWVIEQDPV 
LRRRRRRTRRRRTRMRRRRGR* 
*/S K RRRM R/G RRG RR* C RRRRR 
RSSRSRPTRRQRNRNQV 


22605 


52973 


A 


22733 


2 


269 


I GKL Y WFMPPS AN L ALRELG IV 

LFLSVVGLKSGLSWIGYGALIT 

AVPLITVGILARMLAKMNYLT 

MCGMLAGSMTDPPA*PRFQTN 

DREEQHDPQLPQREVGAWRHK 

PVQLAD 



BNSDOCID: <WO 0175067A3_IA> 



2961 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22606 


52974 


A 


22734 


3 


958 


RCYSLLSRAPHPGIYISIAERV/*! 

RLNSANFTLNSLLPAEKKLAEE 

FAVSRMT1RKAIDLLVAWGLV 

VRRHGSGTYLVRKDVLHQTAS 

LTG LG E V LKRQG KT VTSQ V L I F 

EIMPAPPAIASQLRJQINEQIYFS 

RRVRFV\EGIPLMLEDSYMPVK 

LFRNLSLQHLEGSKFEYIEQECG 

1LIGGNYESLTPVLADRLLARQ 

MrCVAEHTPLLRJTSLSYSESGEF 

LNYSVMFRNATQIQGWRSHFR 

RXLHPKKSLTVPPERAPPVFGGL 

1MRKNHSQRIDSGVRERRRTAG 

WMKHSKRQRRR1GHGTCQHPA 

HGQVIHFG 


22607 


52975 


A 


22735 


2 


285 


G DEMTTSTLQ K A 1 DL VTKATEE 

DKAKNYEEALRLYQHPVEYFL 

HAMKYEAHSDKAKESIRAKCV 

QYLDRAEKLKDYLRSKEKHGK 

LCLKDRVT 


22608 


52976 


A 


22736 


545 


791 




22609 


52977 


A 


22737 


249 


1574 


NHKAIDLVTKATEEDKAKNYE 

EALRLYQUAVEYFLHAIKYEA 

HSDKAKESIRAKCVQYLYRAE 

KLKDYLRSKEKHGKKPVKENQ 

SEGKGSDSDSEGDNPEKKKLQE 

QLMGAVVMEKPYNIRWNDVAG 

LEGAKEALKEAVILP1KFPHLFT 

GKRTPWRGIXLLFRPPGIAGNSN 

RPKAGAPKATNSTFFSVSSXSDV 

KSKRLGETEKLV*NLF\ELARQ 

HKXPSI 1 FIDEVDSLCGSRNENESN 

QAARRIQNGSSLVQIAGGLGIN 

NDGDSGFFGATNIP\WVLD\SAI 

R\RK V * KTKFY I PLPEKACPRPD 

VSRLHLGSTPHNXLRVATFHKL 

ARKTEGYSGADISIIVRDSLMQP 

VRKVQSATHFKKVCGPSRTNPS 

MMIDDLLTPCSPGDPRAMEMT 

WMDVPGDKLLEPVVCMSDML 

RSLATTRPTVNADDLLXKVKXF 

SEDFGQES 


22610 


52978 


A 


22738 


52 


567 




2261 1 


52979 


B 


22739 


1 


1293 




22612 


52980 


A 


22740 


443 


1027 




22613 


52981 


A 


22741 


2077 


2430 




22614 


52982 


A 


22742 


1 


504 





2962 

BNSDOCID: <WO 0t75067A3JA> 



wo 



01/075067 



PCT/USO 1/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22615 


52983 


A 


22743 


3244 


3947 


RN EITPFR A MM1I RRM A HRFQT 

EEIKRISFIKRRVGNKDEINPGA 

RWRRFHDDGITFLRLLDAGLTI 

PSGKTIVHPLARQRRGLVK1QFL 

R* LL A KLTRQPLLPLQP VTA RL 

CLNPRLRRQRKIRMPAGTKWQ 

RLCPLIGDR*RHRQRSAVYALS 

VRHNPVHHILRKNGDMYSFPIT 

1GNNVWIESHVVINPGVTIGDNS 

VIGAGSIVTKDIPPNVVAAGVP 

CRVILEINDRDK 


22616 


52984 


A 


22744 


742 


1158 




22617 


52985 


A 


22745 


439 


2882 


PDWQAFQSPPFPASL1IHPKPAK 

LPGWLCIVQWSLLAITRTPTPV 

RWAQQTTETVGLVVGDVSDPF 

FGAMVKAVEQVAYHTGNFLLI 

GNGYHNEQKERQAIEQLIRHRC 

AALVVHAKMIPDADLASLMKQ 

MPADKQCESIPDQNNQTGTQY 

PRGKEPKLLRRLMHMNRKVGP 

RGPRRMLLRYLDVEFLSVALA 

VVHLGPQGTCSRLFLVARALV 

VAVSEMDKSLSAQAQIYFASSN 

GPVPDLAYQVDFPRLEIGL*F\E 

YVDTGAETTLVPGDVLYVPAG 

G WNFPQWQ A P ATTFS VLFG KQ 

QLGF/SAVVQWDGKQYQNLAK 

QHVARRGPRIGSFLLQTLNEMQ 

MQPQEQQTARL1VASLLNHCR 

DLLGSQ1QTASRSQALFEAIRDY 

IDERYASALTRESVAQAFYISPN 

YLSHLFQKTGAIGFNENLSHTR 

LGHA*TLLKGYDLKVKEVAHA 

CG F VDSN Y FC RLFRKNTERSPS 

EYRRHRRLHDNR1CQFKTPTDN 

PENPDRYLTFRRIDKETSSLPKK 

VAPSCKRLSVSRSSPKPSISIRRC 

MRLMLIEGRRSSFIHPDKDVDG 

FHPYNVGRLCQRAPRLRPCTPR 

GIVTLLERYNIDTFGLNAVVrGA 

SNIVGRPMSMELLLAGCTTTVT 

HRFTKNLRHHVENADLLIVAV 

GKPGFIPGDWIKEGAIVMMSGI 

NRGVATDASCFPLVPFANRVSG 


2261 8 


52986 


A 


22746 


2 


126 




22619 


52987 


A 


22747 


1 


465 




22620 


52988 


C 


22748 


78 


308 





2963 

BNSDCXJID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22621 


52989 


A 


22749 


1 


2797 


MEHPPVLAVQRVALPSRSSEPE 

LFLNPPTDEETEAHRGMYLDQ 

GPRTKDWIPVAPGVREPSPLGP 

GPSSLWLLVVGGTVEEGSRKH 

RPTCKKDFTKSKT V DQ A PTLC A 

RHQMLNIQFLISDRDPQCNLHC 

SRTQPKPICASDGRSYESMCEY 

QRAKCRDPTLGVVHRGRCrCDA 

GQSKCRLERAQALEQAKKPQE 

A V FVPECGEDG S FTQNTSC I HS S 

VYQIGENSSLTFLEKREESGHL 

QRDWFPLWFPRKARVI 


22622 


52990 


A 


22750 


1 


5295 


MNLNQEEiPDLPEKEFRRLVIKL 

IREGLEKGKAQCKEIQKMIQEV 

KRE1FQEIESLKKKPPKIQKTLDI 

LLKMQNALESLSDRTEQAEE1N 

SELEDKVFKLTQSNKDKJEKITR 

KYEQSLQEVWSYVKRPNLRIIG 

VPEEEENTKSLENILGGIIEENFP 

SFARDLDIQIPEAQRTTGKLIAK 

RSLLRHIVFRLSKVKMKERILR 

A V RQICHQATVSQKNKAGG ITL 

PDFKLYYKATVSQKNKAGGITL 

PDFKLYYK 


22623 


52991 


A 


22751 


1 


891 


GSPFEVMPRDDVFFIVDVKI*DI 

GVYSCTAQNSAGSISANATLTV 

LETPSFLRPLLDRTVTKGETAV 

LQCI AGG SPPPICLN WTKDDS PL 

VVTERHFFAAGNQLLIIGDSDV 

SDAGKYTCEMSNTLGTERGNV 

RLSVIPTPTCDSPQMTVL/HLLD 

DDGWGHCGLYVIIAVVCCVVG 

TSLVWVV1IYHTRRRNEDCSITN 

TDETNLPADIPSYLSSQGTLADR 

QDGYVSSESGSHHQFVTSSGAG 

FFLPQHDSSGTCHIDNSSEADVE 

A ATDLFLCPFLGSTG PY V FEGK 

CVWAQNPF 


22624 


52992 


A 


22752 


■ 


2947 


MSAPSLRARAAGLGLLLCAVL 

GRAGRSDSGGRGELGQPSGVA 

AERPCPTTCRCLGDLLDCSRKR 

LARLPEPLPSWVARLDLSHTsIRL 

SFIKASSMSHLQSLREVAGNRIV 

EILPEHLKEFQSLETLDLSSNNIS 

ELQTAFPALQLKYLELNRNKIK 

NVDGLTFQGLGALKSLKMQRN 

GVTKLMDGAFWGLSNME1LQL 

DFfNNLTEITKGWLYGLLMLQE 

LHLSQNAINRISPDAWEFCQKL 

SELDLTFNHLSRLDD j 


22625 


52993 


A 


22753 


2 


417 





2964 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihie nucleotide insertion) 


22626 


52994 


A 


22754 


J 


262 


VLDIGS/SLTVPDEFSKQE/RAD 

GMWWKQLVAGAVAGAVS/RT 

GTAPLDRLKVFMQ1KRAILGQQ 

ETLMCRSASWLAPWLVPQPNH 

HLPYG 


22627 


52995 


A 


22755 


1 


762 




22628 


52996 


A 


22756 


1 


1527 


RLAAAGADPAGSRGGRGSREA 

PTEAARCRASPPPRAGAMRGSP 

GDAERRQRWGRLFEELDSNKD 

GRVDVHELRQGLARLGGGNPD 

PGAQQGISSEGDADPNGGLDLE 

EFSRYLQEREQRLLLMFHSLDR 

NQDGHIDVSE1QQSFRALGISIL 

LEQAEKNFAQA/VDRDGTMTID 

WQEWRDHFLLHSLENVEDVLY 

FWKHSTVLDIGECLTVPDEFSK 

QEKLTGMWWKQLAAGAVAG 

AVSRTGTVPLDRLKVFMQVHA 

SKTNRLNILGGL*SMVLEGGIRS 

LWRGNGINVLKJAPESAIKFMA 

YEQI KRA I PG\E * ETLP VLERF V A 

GSLAGATAQT11WPMEVLKTRL 

TLRRTGQYKGLAGLRRGGILER 

EGPRAFYRGYLPNVLG1IPYAGI 

DLAVYETLKNWWLQQYSHDS 

ADPGILVLLACGTISSTCGQIAS 

YPLAL VRTRMQAQAS I EGG PKL 

SMLGLLRH1LSQEGMRGLYRG1 

APNFMKVIPAVSISYVVYENMK 



BNSDOCID: <WO 0175067A3JA> 



2965 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


22629 


52997 


A 


22757 


1 


2127 


MDQSGLLALRAAVGAVVGSTL 

AVDIGILVKDWHPRPLGGKHC 

QLLGAFRCRQHRRGKEERRGE 

TKEKKGERENERGKRRRIEGER 

DKYVKENEKQTCVQKERHSCT 

GNSPNHMATVQAERGALDSHG 

GWHPWDYCAVQQGRYHQLLL 

TKEEIEVQRSKKMCLLQAFLIC 

CQKSHFLGPGCTRSMVPASASG 

ESLKLLPLMVEDEGEPVTERJE\R 

KREGERERGRERERRRRRKRK 

RRRKRRRKRRRRRRRRG* EFLS 

LG*NERGKRRRIEGERDKYVKE 

NEKQTCVQKERHSCTGNSPNH 

MATVQAERGALDSHGGWHPW 

DYCAVQQGRYHQLLLTKEEIE 

VQRSKKMCLLQAFL1CCQKSHF 

LGPGCTRSMVPASASGESLKLL 

PLMVEDEGEPVTEREQEEGGGE 

RERERERKKEKEKEKEKEKEEK 

EKEKEKEEERIRVPLPRVELRLT 

NIAAKQVGNTILDVAAPADHPS 

ESSCVYVRFVIKIPVAASFRFKK 

SYVTNNVESCEDGIHYFWKSH 

MHSENSCSCKLPCPPHLPAAER 

LGDALEPLLPTMRRQRQCQNT 

GDCDGRRQIGTRETEMHRDTSL 

VAVKTQVDTSREGMGEVEPNS 

CFWRDTHMASGVGAAFEELPH 

DGTCDECEPDEAPGAEEVCREC 

GFCYCRRHAEAHRQKFLSHHL 

AEYVHGSQAWTPPADGEGAGK 


22630 


52998 


A 


22758 


348 


881 


WRQPRWPHHQACLWQRAGSS 

YSQHKDPHFTSFSTPRAVQNFD 

GFPCPFLRETTTLVLIPSVPLTDP 

GSFYRAWSFQCGPRSPRPLLGR 

TLSQKFLLRLRGRPRRPYMSTL 

TPF*STRIFERAFCQVMGAESGG 

RIEKTTLCKRSLGPLMEPRV 


22631 


52999 


A 


22759 


1 


347 


MVPASASGESLKLLPLMVEDER 
EP VTERE/REKG RG REREG ERE 
KEREGERERERERGERKGERER 
RRG *QPPFHNRFSEGQG RSFLCS 
RRPRVSRRGHTSRGPARVKAAE 
RRGLG 


22632 


53000 


A 


22760 


145 


258 


PENGLIGLS'KIVLSLNIPVNEN 
DMKVDEVLYEDSSTA 



2966 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


22633 


53001 


A 


2276J 


1 


1479 


MALKEIFCPVRETETCT1NCGTR 

ISPS1LHVGLPYPSTPNVKPERE 

GCGGGVSGNSKQPGALETAESI 

GKKEGRREEGSRPESASSLSLLL 

SLAYDVDKSAQICTRIHSSVPLE 

AVYPGYIHQSIINQADLSALAPY 

DPCVCQIHKYHGAYNCLQYSV 

QNTLYSPTTEQYKRCQAPWVL 

PAIFT1PASGAAASAVPVRAQA 

QGGQAAGQRRRLATAPLTGEG 

EPDHGDRTR AG SQG PE ARPRI H 

LG A ARGG DRTRG RPG RRG RD W 

TRLGREMAAAAVSSAKRSLRG 

ELKQRLRAMSAEERLRQSRVLS 

QKWIAHSEYQKSKRISIFLSMQ 

DEI ETEE1 1 KDUCQRGKAICFI PP V 

RFSRAITMDMVRIGSP\EGNFFN 

FPKTSWEYSLRLGEG\DVREEG 

LVPPGGL/EIL1LPCPQALGLDQ 

NHGQPRLG\RGQGAYL*CLS*K 

RLFCSHSGKLKPPTPPGGWLFK 

EQICPPRSPVNEN DM KWDEVL 


22634 


53002 


A 


22762 


1 


813 




22635 


53003 


A 


22763 


1 


368 




22636 


53004 


A 


22764 


327 


4281 


SASASRCDPGSGSRREREEELQ 

WRRRRRRRRRRRRRRRQRQRA 

AAPAAPAGGIEAVNMASASYHI 

SNLLEKMTSSDKDFRPMATND 

LMTELQKDSIKLDDDSERKVV 

KMILKLLEDKNGEVQNLAVKC 

LGPLVSKVKEYQVETIVDTLCT 

NMLSDKEQLRDISS1GLKTVIGE 

LPPASSGSALAANVCKKITGRL 

TSAIAKQEDVSVQLEALD1MAD 

MLSRQGGLLVNFHPSILTCLLP 

QLTSPRLAVRKRTIIA 


22637 


53005 


A 


22765 


2 


271 




22638 ; 


53006 | 


A 


22766 


299 


451 


IVALFRSLVRHLRGTMAMESTA 
TAAVAAEL/VSADKIEDAPAPST 
SADKVES 



BNSDOCID: <WO 0175067A3_IA> 



2967 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possib!c nucleotide 
deletion, \=possible nucleotide insertion) 


22639 


53007 


A 


22767 


I 


1 122 


MATESTATAAIAAELVSANKIE 

DVPAPSTSADKVERIENGVLGN 

TLDGVHVEEEEGEKTEDESLVE 

NNDSIDEEARKELREQVYDSM 

GEKEEAKKTEDKSFAKPETDKE 

QDCEMEKGGREDMDISESAEEP 

QEKVDLTLGWLTEISEGAKGG 

G A PEG PN E A E VTSG KPEQE V P D 

VEEEKSVSETDVQKECREKGG 

WEKHREVIVSIEEKPKEVSEEQP 

VVILEKQGTAVEVAAESLDPTV 

KPVDVGGDEPEEK/GTVPGSLR 

PSPCRDPLPAGLGLWVQLSV** 

GSGTVQQIY*SH*EENGCTICRA 

GEGG*RIVC*IQERN*GTEGTAT 

RNYRKDRRCKGVSDYWECS*T 

GSESYSGGELYFRFHS*WRRLF 


22640 


53008 


A 


22768 


223 


339 




22641 


53009 


B 


22769 


341 


496 




22642 


53010 


A 


22770 


12 


1099 


VSGVPNCLFFSQALFRSLVRHL 

RGTMAMESTATAAVAAELVSA 

DKIEDVPAP\STS\ADKVESLDV 

DSEAKKLLGLGQKAHLVMGDIP 

AAVNAFQEAASLLGKKYGETA 

NECGEAFFFYG\KSLLELARME 

NGVLGNAXLEGVHVEEEEGEKT 

EDESL VENNDN 1/D*N* RLG RG * 

*RK**D*RNAK*FSP*KQVSSRK 

♦GGGDWEPRACLGYAGFSKDH 

F*KARNKRSTALCCPGTS*TRRS 

*C*I*\KLCASC\GGVPVLP*PTGP 

VPGSPRPSPCRDPLPAGLGLV/V 

QLSV**GSGTVQQIY*SH*EQNG 

CTKRAGEGG*RJVC*1QERN*GT 

KGTATRN*REDRRCKGVSA*W 

ECS*TGSESYS 



BNSDOCID: <WO 0175067A3_1A> 



2968 



wo 



01/075067 



PCT/US01/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22643 


5301 1 


A 


22771 


1 1 


2485 


VSGVPNCLFFSQALFRSLVRHL 

RGTMAMESTATAAVAADVVS 

ADKIEDVPA PSTS ADKVESLDV 

DSEAKKLLGLGQKHLVMGGIP 

AAV\NAFQGAA\SLL\GKKYGET 

ANE\CGEAFFFYG\KSLLELARM 

ENGVLGNALEGVHVEEEEG\EK 

TEDESLVENNDNXIDEEAREELR 

EQVYDAMGEKEEAKJCTEDKSL 

AKPETDKEQDSEMEKGGREDM 

DISKS AEEPQEKVDLTLDWLTE 

TSEE A KGG A A PEG PNE AE VTSG 

KPGQVEVPDAEEEKSVSGTDVQ 

EECREKGGQEKQGEV1VSIEEK 

PK E V S EEQP V VTLEKQGT A V E V 

EAESLDPTVKPVDVGGDEPEEK 

VVTSENEAGKAVLEQLVGQEV 

PPAEESPEVQTEAAEASAVEAG 

SEVSEKPGQEAPVLPKDGAVN 

GPSVVGDQTPIEPQTSIERLTET 

KDGSGLEEKVRAKLVPSQEETK 

LSVEESEAAGDGVDTKVAQGA 

TEKSPEDKVQ1AANEETQEREE 

QMKEGEETEGSEEDDICENDKT 

EEM PNDS VLENKSLQEN EEEEI 

GNLELAWDMLDLAKIIFKRQET 

KEAQLYAAQAHLKLGEVSVES 

ENYVQAVEEFQSCLNLQEQYL 

EAHDRLLAETHYQLGLAYGYN 

SQYDEAVAQFSKSIEVIENRMA 

VLNEQVKEAEGSSAEYKKEIEE 

LKELLP\EIREKJENAKE\SQR\SG 


22644 


53012 ! 


A 


22772 


52 


161 


FQNPTGLY/CDTEYNXRLQKQQ 
TEKTKQKKTQFHP1CN 


22645 


53013 | 


A 


22773 


3 


115 


FFQNPTGLY/CDTEYNXRLQKQQ 
TEKTKQKKTQFHPICN 


22646 


53014 


A 


22774 


229 


358 




22647 


53015 


A 


22775 


257 


386 




22648 


53016 


A 


22776 


259 


294 




22649 


53017 


A 


22777 


217 


398 


KAWWNLLRKSEPKSCGS*GGL 
STSRERL VECSSPLGLG YCG* * L 
CHLQEPHYGSLHRMSS \ 


22650 


53018 


A 


22778 


! 


3386 





BNSDOCID: <WO 0175067A3_IA> 



2969 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ in NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22651 


53019 


A 


22779 


391 

i i 


2100 


SRRTAGVRJLDILCKDPIM WVSA 

DGHSYQPQYPJCAKRATEFHFF 

NFKALLARAAVGAARGIHIHRC 

GLTKRPDARRRRVAGAQGREP 

AISLPGDRAAGARATRTRGPGP 

APKMPAIAVLAAAAAAYWCFL 

QVESRHLDALAGGAGPNHG\NF 

L\DNDQ\WLSTVSQYDRDKY\W 

N RFRDE VEDD YFRN W\N PN KPF 

DQAL\DPSKDPCLKVKCSPHKV\ 

CVTQ\DYQTAL\CVSRKHLLPR 

QKEWGTWAQKHWGLDL*ILV 

KACKPCSRGRSSAMGLAGSDGP 

LLTAFQVANLEFHACSTGQK/S 

FATLCDGXPCPCSSQSLEPPKHK 

GRKGVPCTDKELRNLASRLKD 

WFG A LH ED AN R V I KPTSSNT A Q 

GRFDTS1LP1CKLDSLGWMFNKL 

DMNYDLLLDPSEINAIYLDKYE 

PCIKPLFNSCDSFKDGKPFLNNE 

WCLLPSQNPGGLP/CAQNEMNR 

IQXKLSKGKSLLGAFIPRCNEEG 

YYKATQCHGSTGQCWCVDKY 

GNELAGSRKQGAVSCEEEQETS 

GDFGSGGSVVLLDDLEYERELG 

PKDKEGKLRVHTRAVTEDDED 

EDDDKEDEVGYIW 


22652 


53020 


A 


22780 


2 


441 


HGVQGAGCGEVAAVSIELGAG 

GPVWRAAPRACSRLQLLRGFG 

LEGQWFGESCCRRGAS*EGSTR 

*PPPRRQPWPEWVMSWVPPET 

RE PA RI SP A PA KQN* PPPAPKSP 

AAPA\PQAAVAATPSPPGEISEA 

WDSLESFSKPAFFSQ 


22653 


53021 


A 


22781 


3 


121 





BNSDOCID: <WO 0175067A3_IA> 



2970 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, V=possib!e nucleotide insertion) 


22654 


53022 


A 


22782 


2 


1488 


FVNNMADGEEPEKKRRRJEELL 

AEKMAVDGGCGDTETWKDRA 

WNHVKK\FLERSGPFTHPDFEP\ 

STESLQFLLDTCK\VLVIGAGG\ 

LGCELLKNLALS\GFRQIHVID\ 

MDTI\DVSNS*IRQFLFRPKDIGR 

PKAEVAAEFLNDRV\PNC\NVV 

PHF\NK\IQDFN\DTFY\RQFHI\IV 

CGTGTLSCARRWINGMLISULN 

YERMVS*DPSSIVPLID\GGTEGF 

\KENARV1L\PGMTAC1ECTLEL 

YPPQVNFPMCTIASMPRLPEHCI 

\EYVGMLQWPKEQPFGEGWPL 

DGDDPVEHIQWIFQKSLERASQY 

N 1 RG VTYRLTQG V VKRI I P A V A 

STNAV1AAVCAT*/EVFKIATSA 

YIPL*IITWVFNDV\DGLYTYTFE 

GRKG K\ENCP ACXSQLPQN I S V F 

LHQAKLQ\EVLGIILTNSASLQN 

EILPAITATLGGEKIGTLYLQSV 

TSIXEERNRANFFQTIERNWGLL 

DGPKTGRLLDVTTP\QTVLFQTS 

ILLLKGKSPT 


22655 


53023 


A 


22783 


1 


1719 




22656 


53024 


B 


22784 


199 


460 




22657 


53025 


A 


22785 


226 


1620 


NGSGLALATGNRDPGLCPLSAP 

SCPWR*KSAGASTQQAYSSQSQ 

/HPAYHR1TPT\LTNFALRLYKEL 

A ADA PGNIFFSPVSI S\TTLCLLC 

LGXAQANNSALILEGLGFNLTET 

PEADIHQGFRSLLHTLVLPSPKL 

ELKVGNSLFLDKRLKPRQHYFD 

SIKEL YRAF A FS A H FTDSVTTG R 

QINDYL*RRTYWPGVDLPFRS/L 

A RDTF M VL AYNFILF S K A 1C V K A 

TLSSRVPDPKSRPVFLVDERTSF 

\QVPMMHQKEMHRFLYDQDLA 

CTVLQIEXYRGNALALLVLPDPG 

KMKQVEAALQPQTLRKWGQL 

LLPSLLDLHLPRFS1SGTYNLEDI 

LSPNWFSPTYTLNKITSLQSVG 

G*LNKSISKVSHKSMVDK4NEK 

GDQRPGLLQASSPSPHL*/YTMS 

DPHAHFNRPFLLLLWEVTTQSL 

LFLGKVVNPVVWVTMVGGQE 

LSYL1LDQTDRPEPACILGLLCG 


22658 


53026 


A 


22786 


64 


288 




22659 


53027 


A 


22787 


1 


1923 





2971 



BNSDOCID. <WO 017SO67A3JA> 



WO 01/075067 



PCT/USO 1/0863 1 



SEQ ID 

NO: j 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN | 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


22660 


53028 


A 


22788 


309 


2286 


CAVCHISFQDTPVLVSSNVTMQ 

FGSKPLFENISVKFGGGNRYGL\ 

IGANGSGKSTFMKILGGDLEPT 

LGNGSLDPNER\IGKLRQ\DQFA 

FEEFTVLDTVIMGHKEUWKVK 

QERDRIYALPEMSEEDGYKVA 

DLEVKYGEMAGYSAEARAGEL 

LLGWGIPVEQHYGPMSEVAPG 

WKLRVLLAQALFADPDILLLDE 

PTNNLDIDTIRWLEQVLNENNS 

TAMIUSHDRHFLNMVCTHMAD 

LDYGELRVYPGNYDEYMTAAT 

QARERLLADNAKKKAQIAELQ 

SFIDKIKLLEEVKASSRQNPFIRFE 

QDKKLFRNALEVEGLTKGFDN 

GPLFKNLNLLLEVGEKLAVLGT 

NGVGKSTL\LKTLVGNLQPDSG 

TVKWSENAR1GYYAQDHEYEF 

ENDLPVFEWMSQCKQ*GDDEQ 

AVRSIFGRLLFSQDVIKKPAKVL 

SAPFCKDSILEA1DAGIKLIITITE 

GIPTLDMLTVKVKLDEAGVRMI 

GPNCPG VITPG ECKIG IQPGHIH 

KPGTGELN1TTGGIVKARDTQIA 

LNDKSKGDVRVDGQNSLLETF 

NMYVGTSGTGTLTLTNNGTLN 

VEGGEVYLGVFEPAVGTLNIGA 

AHGEAAADAGFITNATKVEFG 

LGEGVFVFNHTNNSDAGYQVD 

MLITGDDKDGKVIHDARHTVF 


22661 


53029 


A 


22789 


1 


553 




22662 


53030 


A 


22790 


1633 


2207 


1LFFDKGMPAQTPSLQKRWEK 

M*LVLW*GDREGIKAI/ISEESW 

GARAPIFLLR/MMEDQGLYSIR 

MGGARGLPGKSLAL*GAGRGF 

YSGERTWTLSLPSGNCAPWQR 

GGWWYHACAVHSNLNGVWHH 

GGHYRSRYQDGVYWAEFRGG 

AYSLRKAAMPHLAPEAVTLCSF 

GPLGPRGHWSAGAPSCSGHTFF 


22663 


53031 


A 


22791 


34 


210 


AAADPLRHLRRGAFIKAGRHA 

G/PSLPVCLQATA\H*MDLARLA 

LVLVVRTSASTKSSTRE 



BNSDOCID; <WO 0175067A3JA> 



2972 



WO 01/075067 



PCT/USO 1/08631 



SEO ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ollast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \~possiblc nucleotide insertion) 


22664 


53032 

i 


A 


22792 


397 


1168 


LLSRISKVSSKLPVRGGAGSLCT 

GDQRX\RRKFL\ETVELQISLKN 

YDPQEGQSAFSGHPSRL*V\PSP 

PLSSLVCVLGGPSKHL*RRJLRP 

VGYPPTMDIEGA*KFCLNQELKN 

LVKKAGPRKYDCVFWPQESLD 

SSKIPPNPSGPGFK*RAGKVPFP 

CLTHNGKHGLAQSGIEVEVPTF/ 

LSFQMKKGVYVWAVAVWSRE 

R*QTNELVYNIHLACQLSWVSL 

LKJEKNWQXNVPGPYIIKSTMGQ 

SPSSHILRHIRINSITS 


22665 


53033 


A 


22793 


1 


377 


SVSRVPTRSLRTSTWRLAQDQT 
QDTQLITVDEKLDITTLTGVPEE 
H I KTRKVRJ F VPA RNN MQSG VN 
NTKKWKMEFDTRERWENPLM 
G W ASIA WS YDIEERK VPKPKSK 
SYGANFSWNKRTRVSTK 


22666 


53034 


A 


22794 


183 


368 




22667 


53035 


A 


22795 


3 


623 


ILAFACSKMAAVSMSVXVLRQT 

LWRRRAVAVAAL\SVSRVPT/R 

RSLRTSTWR\LAH\DQTQDTQLI 

TS* * KIGISLTFN WPFPEEHIKNL 

EKSGIFVPCSPITCQSGVNNTK\ 

K WK\M EFDTXRE R\ WEN\PLMG\ 

WASTGLIPLS\NMVLNLPVLKE 

DAVS\FAEK\NGWELWTLEERK\ 

VPKPKSQVFMGANFSXWNICRTR 

VSTKIGLALTISPA 


22668 


53036 


A 


22796 


1 


798 


MNKVM PTQQDKEDHPELI ITS IG 

DKRQLTLEAASGVCHRGTQTR 

VKEESKKFLISMSFRGGKPVHK 

VVERACVCTCLHHTSVPATHN 

TQRRHTTPTTRKNGRKRRGKK 

EREKRKDREHNTGRRTKRKKT 

RNIGGQRTQQKQKQSEDKARR 

EPGGGRKQGRGREDGTRQRRG 

GRTRNREEGAQRGRNGR/RGEG 

RRTEEETHMA*APDITATQQTE 

QQGHGTRQRDTTLRRHTAEDA 

QPSEHASADQAHTKKTE*SVSR 

TNGQYLLT 


22669 


53037 


B 


22797 


85 


322 





BNSDOCID: <WO 0175067A3JA> 



2973 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22670 


53038 


A 


22798 


165 


4733 


AATALLTHGQEEGQVEGQDED 

1PPITCVQNGLRYHDRDVWKPE 

PCRJCVCDNGKVLCDDVICDET 

KNCPGAEVPEGECCPVCPDGSR 

VTHRPKKPPGVEGPKGDTGPPR 

PKGTAPGPPGRDG 1 PGQPG LPGP 

PGPPGPPGPPGLGGKLLLPKLLSY 

GYDEKSTGGISVPGPMGPSGPR 

GLPGPPGAPVS1QDVFICLLGLW 

SFGGKTGMRAGEMLRJDLLGPQ 

GFQGPPGEPGEPGASGPMGPRG 

PPGPPGKNGDDG 


22671 


53039 


C 


22799 


88 


392 




22672 


53040 


A 


22800 


37 


293 




22673 


53041 


A 


22801 


55 


1917 


GGGGVRRRRGTRRSEPGDSRSA 

MAPIGL1CAVVGEKIMHDV1KK 

VKKKGEWKVLVVDQLSMRML 

SSCCKMTD1MTEGITIVEDINKR 

REPLPSLEAVYLITPSEKSVHSLI 

SDFKDPPTAKYRAAHVFFTDSC 

PDALFNELVKSRAAKVIKTLTEI 

NIAFLPYESQVYSLDSADSFQSF 

YSPHKAQMKNPILERLAEQIAT 

LCATVLKJEYPAWRYRGEYKDN 

ALLAQL1QDKLDAYKADDPTM 

GEGPDKARSQLLILDRGFDPSSP 

VLP*I*LFQGMSY*SCLPI\ENDV\ 

YKYETSG IGGGHG VKGG ASGT 

EDDDLW\IALR\HKHIAEV\SQ\E 

VTRSLKDFSSSKRJVTNTGEKTT 

MRDLSQMLKKMPQYQKELSK 

YSTHLFILAEDCMKHYQGTVDK 

LCRVEQDL AMGTD A EG EKI KD 

PMRAIVPILLDANVSTYDK1R1IL 

LYIFLKNGITEENLNKLIQHAQI 

PPEDSEI ITNMAHLG VPI VTDST 

LRRRSKPERKERISEQTYQLSR 

WTP1IKDIMEDTIEDKJLDNKAHY 

P\ Y I STRSS A SFSTT A V\S A R YG H 

WP*GTRPPGEYRSGP/RVFIIFHP 

LGGVSLNEMRCALRR*PRANG 

KWGGA**GSTHILQPHRNLPGH 



2974 

BNSOOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


22674 


53042 


A 


22802 


46 


1931 


GGGGVRMLCGTRRSEPGDSRS 

AMAPIGLIAVVGEKIMHDVML 

NDLNMGEWKALLVDQLSMRM 

LSYCCLMTDIMTEG1TIVED1NK 

RR* PLPSLE A V YLITPSEKS VHS 

LISDFKDPPTAKYRAAHVFFTD 

SCPDALFNELVKSRAAKVIKTL 

TEINIAFLPYESRVYSLDSADSF 

QSFYSPHKAQMKNPILERLAEQ 

IATLCATLKEYPAVRYRGEYKD 

NALLAQLIQDKLDAYKADDPT 

MG EG PDKARSQL L I L DRG FDPS 

SPVLHELTFQAMSYDLLPIEND 

VYKYETSGIGEARVKEVLLDED 

DDLWIALRHKHIAEVSQEVTRS 

LKDFSSSKRMNTGEKTTMRDL 

SQMLKKMPQYQKELSKYSTHL 

APCLRTCMKHYQGTVDKLVCR 

V\EQDLAMG\TDAEG\EKI\KDP 

MRAIVPILLDANVQTY*QIRIILL 

YIFLKNGITEENLNKLIQHAQIP 

PEDSEIITNMAHLGVPIVTDSTL 

RRRSKPERKERJSEQTYQLSRW 

TPIIKD1MEDTIEDKLDTKHYPYI 

STRSSASFSTTAVSARYGHWHK 

NKAPG E YRSGPRL1 IFILGG VSL 

NEMRCAYEVTQANGKWEVLIG 

STHILTPTKFLMDLRHPDFRESS 

RVSFEDQAPTME 


22675 


53043 


A 


22803 


2 


51 




22676 


53044 


A 


22804 


236 


451 


LHLPLFLGAIRSGQYGLWNLFR 
VLGWTCSLGIYLGWRVS*NFG 
RGTKALKVLSTIS/E*RNHHCHP 
*NNIFVY 



2975 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO J/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide j 
deletion, \— possible nucleotide insertion) 


22677 


53045 


A 


22805 


3 


1 173 


GAGAPAAGQAGLTSTSAVRAR 

PVSPARQSQDPAASLSLHLSLPP 

APGAGCARW RRRG PQ A A M A A 

GAGAGSAPRWLRALSEPLSAA 

QLRRJLEEHRYSAAGVSLLEPPL 

QLYWTWLLQWIPLWMAPNSIT 

LLGLAVNVVTTLVLISYCLTAT 

EEAPYWTYLLCALGLFIYQPLD 

AIDGKQARRTNSCSPLGELFDH 

GCDSLSTVFMAVGASIAARLGT 

YPDWFFSRSFYLGCLVFYCVAH 

WQTYVS\GMLRFGKVDVTEIQI 

AL\VIVFVL\SAFG\GATM/WGD 

YTIPILEIKLKILPVLGFLGGV1FS 

CS\NYSHVILH\GGVGKNG\STIA 

GTSVLSPGTPH/MGLIIILAAIMIY 

*KVRQLMVF*KSIPCL*YPQCLG 

CVFVAKVSQKISGSSHDQK 


22678 


53046 


A 


22806 


2 


1091 


CPG RRRRRRPG RSRARATA LPT 

PGPRKRGGPAGRKRERPERCSS 

SSGGSSSSGDEDGLELDGAPGR 

GKRAAQPVAAGKVGGAAVVV 

AEPEHTKKHVKLETLLITTEGK 

LWSWGRNEKAQLGHGDTKRV 

EAPRLTEGLSHEVIVCXTCARNH 

TLALTETGSVFAFGENKMGQL 

GLGN*TDAVPSPVQIMYNSLPIT 

KMA/CGYGWLGYTEQKDEMV 

PRLVKLFDFPGHGASQIYAGYT 

CSFAVSEVGGLFFWGATNTSHE 

STMYPKAVQDLCSWRIWSLAC 

GKSS1IVAADESTISWGPSPTFG 

ELGYRDHKPKSSTAAQEVKTL 

HGIFSEPVAMGYSHSLVIARDE 

SETEKEKIKKLPEYSPQTL 



2976 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22679 


53047 


A 


22807 


1 


1409 


MSLGLASERLWAGLGLPALPL 

ADEGGECGETLFVWRSQKLEG 

SKCKGQLLIFGATNWDLIGRKE 

VPKQQAAYRNLGQNLWGPHR 

YGCLAGVRVRTVVSGSCAAHS 

LLITTEGKLWSWGRNEKGQLG 

HGDTKRVEAPRLIEGLSHEVIVS 

AACGRNHTLALTETGSVFAFGE 

NKMGQLGLGNQTDAVPSPAQI 

MYNGQPITKMACGAEFSMIMG 

LQRKPLFLWGALNMGQLGTQL 

RMGKFHSPGAQRIEYDCELVPR 

RVAIFIEKTKDGQILPVPNVVVR 

DVACGANHTLVLDSQKRVFSW 

GFGGYGRLGHAEQKDEMVPRL 

VKLFDFPGRGASQI/SCWL/HTC 

SLCCQ*NGWSVFLGGHQHLP*I 

YHVPQKQCRTSAAGESGTLAC 

GKSSIIVAADESTISWGPSPTFG 

ELGYGDHKPKSSTAAQEVKTL 

DGIFSEQVAMGYSHSLVIARDE 

SETEKEKIKKLPEYNPRTL 


22680 


53048 


C 


22808 


277 


518 




22681 


53049 


A 


22809 


2 


192 




22682 


53050 


A 


22810 


1 


2946 


MAEAGLRGWLLWALLLRLAQ 

SEP YTTI HQPG YC AF YDECG KN 

PELSGSLMTLSNVSCLSNTPAR 

KITGDHLILLQKICPRLYTGPNT 

QACCSAKQLVSLEASLSITKAL 

LTRC P ACSDN F VNLHCHNTCSP 

NQSLFINVTRVAQLGAGQLPAV 

VAYEAFYQHSFAEQSYDSCSRV 

RVPAAATLAVGTMCGVYGSAL 

CNAQRWLNFQGDTGNGLAPLD 

ITFHLLEPGQAVGSGIQPLNEGV 

ARCNESQGDDVATCS 


22683 


53051 


A 


22811 


258 


362 




22684 


53052 


A 


22812 


1 


4038 


MAEAGLRGWLLWALLLRLAQ 

SEPYTTIHQPGYCAFYDECGKN 

PELSGSLMTLSNVSCLSNTPAR 

KITGDHLILLQKICPRLYTGPNT 

QACCSAKQLVSLEASLSITKAL 

LTRCPACSDNF VNLHCHNTCSP 

NQSLFINVTRVAQLGAGQLPAV 

VAYEAFYQHSFAEQSYDSCSRV 

RVPAAATLAVGTMCGVYGSAL 

CNAQRWLNFQGDTGNGLAPLD 

ITFHLLEPGQAVGSGIQPLNEGV 

ARCNESQGDDVATCS 



2977 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

tNO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


22685 


53053 


A 


22813 


198 


380 


ASSESDSTPCR*MAYSWPPNSN 
SSHCIKELPLFMGKIPAAS*DGG 
PQGLAIFPPGVIVGI 


22686 


53054 


A 


22814 


1 


154 




22687 


53055 


A 


22815 


35 


486 


PARRGRDEC* VLAPFRATRPPS 

RRTR* SKAT YPTPSN DQTRTl RT 

SRERASMPRSAEPKRPTIPRLHP 

SP^LGIVTVSS/RPRSHALPVSHIH 

SCHSRTAISDNQVPAFLQVYGE 

EVRKRAGEVTQAITGFPRYRLF 

FKMLRCHRS1QVTAST 


22688 


53056 


A 


22816 


212 


365 


RCRSGPAPRSAPGARPASPSPPA 
AGTCR*RPAGHCPAGAAGLLSL 
CPRCST 


22689 


53057 


A 


22817 


293 


618 


QQNPTNCLPPASR*SKT*RARST 
AGPTRPHLHHPAAPAPGSPACA 
GEGRLQR/HSPNPLYFNWKKQR 
FAAKPHFRRPQSSLNPQQWLLA 
GLLQEESSSLGTDTAPLHSLG 


22690 


53058 


A 


22818 


3 


1 129 


FCLDDLSSA1NEHLSARGRRRRS 

IVKVSLHPAVIGLKS1CFLKKPD 

QLRKLFMGGLSFETTDESLRSHF 

EQ\WGTLTDCVVMRDPNTKRS 

RG\FGFVTYATVEEVDAAMNA 

RPHKVD\GRVV\EPKRAVSREDS 

Q R PG A\H LT V\K KJ F VG G I KEDT 

EEHHLRDYFEEIILNSMGKLEV 

VEIH*LDR\GQWPRKRGFAFVT 

FDGHDSVDK1V1QKYHTVNGXH 

NCEVRKALSKQEMASASS\SQR 

G\RVGSGNFWCGRT\NGFGGND 

NFG\RGGNFSWSVVAFGG\SRG 

GVWIWVAVGDGYNGFGXNDGS 

HFG\GGGSY\NDFGDFH\NQSSK 

FWTP*RGGNLGGQKLWPPMGG 

GG\QYFAKPTKPK V A YG RFPAA 

ASSYGKWPEDFN 


22691 


53059 


A 


22819 


1 


568 


MGKMSPGHVRDFHGSCHHNRP 

GGPGGKSGFMGQALGPG/GCV 

QPRDLVLCVSATPAMAERGQC 

GAQAVASEGGSPRPWQLPCGV 

EPADFRRYMETPGCPGRNL/PA 

GAGPL*RTSAGAVWKGNVRSE 

SP/PQSLYWGTASGAVRRGPPSS 

RNQN GRSTDSLHCM PGKDTQVP 

NP*KQPGGRLHPAKPQGRSCP 


22692 


53060 


A 


22820 


232 


389 





2978 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22693 


53061 


A 


22821 


3 


401 


VGVCEKRGAPGVPPLAPGPARG 

PVAAAVPP/GPGASRARP*DAA 

AAAGGRGPPEQ*T*KAWGLHP 

GTGSL/RGHPAPM*PLLRAFPRS 

PLH PLPPPHPL PRR A A\SN PGTS 

KCRTAAGTRQWGGRQSQLQRC 

QCLR 


22694 


53062 


A 


22822 


1 


410 


MGKMSPGHVRDFHGRPSHHRP 

RGPGGKSGFVGKVQGPHAVCS 

LGTWCLVSQPLHP\G*KGPMYS 

SGWASEGGSPKPWQLPRGVEP 

MGAQKSRTEVWEPLPRFQKIY 

GNTWMPRIPMCCARDPGGAKG 

GCSNPSQRR 


22695 


53063 


A 


22823 


264 


979 


GPRHADPANFSARNLSRP*DAP 

GRVQDPRPQAPQLAPPGLGAPSR 

VRRPPPRRPVDRTLPGGPRPPA 

AAAXGPTGGRGSVPRAGGTAAA 

TGPRAGPGARGAAGSAPFLTDP 

NMVGRPPPPATTTPPGAATAPGP 

REEAPGKFRVSPPGPSGAGGPP 

TRASPTPTAAGGGGGDSEGEGP 

ILLVADAGXPDSARSPPGLPGCV 

LSAAPRSRRDPDAVGGLAASA 

AARRLNTTWKLPQLGASTL 


22696 


53064 


A 


22824 


271 


426 




22697 


53065 


A 


22825 


546 


1296 


KMVDCLANSEANTRRISIVENC 

FGAAGQPLT1PGRVLIGEGVLT 

KLVCRKKPKARQFFLRNDIVV* 

GN1 VIQKKK Y I KQH 1 1 PLEN VTI D 

SIKDEGDLRNGWVIKTPTKSFVA 

VYAATATEKSEWMNHiNKCVT 

DLLSKSGKTPSNEHAAVWVPD 

SEATVCMRCQKAKFTPVNRRH 

HCRKCGFVVCGPCSEKRFLLPS 

QSSKPVRICDFCYDLLSAGDMA 

TCQPARSDSYSQSLKSPLNDMS 

DDDDDDDMQ 


22698 


53066 


A 


22826 


1219 


2370 




22699 


53067 


A 


22827 


164 


601 


DRTNIMVGYHQTNQKTDTGKT 

PTRJLPVLVDH\NRLPEGSRGRL 

AVAVAGDHPAAVQVTMTLVN 

DTGFDPVFSGSIAESWGQHSGT 

PSYC*DWEAATMLRAFPLAKK 

GETKDLRQFPN 1DNAYMELGT 

NRADAVLHDTPNILYFMQF 


22700 


53068 


A 


22828 


2 


91 



2979 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


22701 


53069 


A 


22829 


I 


11 88 


MGAEPSLLTSLGTLWSGERFQC 

MRAKIWERSRKGRRFSTDVISP 

TKDSFAGPFQPISDTLVQHQRIY 

GLKVCVLPDPCKIRILKPNPQC 

VGKWEEEVAENEIQVFGGERF 

D1NKYSKSPPPPTPQPLYLTAGF 

ASCRNHRKSEELREGKGESPGK 

SKPFMLQANFTVALVTTLQGDK 

HSQEAF1RPVAKLAKTTCTYLSN 

VCEMKDFKRINCPDPFHKMAP 

KAKKEA\PAPP\KAEAKAKGFK 

GPRRQVLK\GVHNHKKRKRKK 

ERSRTFTHLSRRPGRPLRIXRRQP 

\KYPSGRAAPRRNKLD\HYAIIK 

FPLT\TESA\MKKIEDNNTL\VFI\ 

VELLKATTKNQ1KQGC+RSLYD 

IXDVGQGSTPWISAWMGEKKGI 

CSQLAPDLP1AFGMFANK1WGFI 


22702 


53070 


A 


22830 


1413 


2197 


RVEWRWYNVLPCLDVHSGPVD 

RRSH VMTA AEKPPFCPA WGQA 

V SQQSC ALE PRTG E EGG KG I QG 

PASGLFPTGEEISVVPNRWLDA 

SLSPVILGVQGXGSQCLSCGVGQ 

EPTLTLEVRLGASSLGTQPQML 

SLLKJ>GSPQPWCCGTP*QDSVD 

GSFASSLRILAKALLCGPGFCPS 

LTLPSFCRKPVTIMEVLYLGAKE 

S\KSFTFYRRDMG\LT\SSFESAA\ 

YPGWFLCTEPEXADQPVRLTQL 

PENGGWNAPITDFYFQQ\CD 


22703 


53071 


A 


22831 


100 


177 


KRJDHF*SFiLQQVSRSVRWSSSA 
TDSR 


22704 


53072 


A 


22832 


610 


1080 




22705 


53073 


A 


22833 


1 169 


1308 





2980 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22706 


53074 


A 


22834 


1 


1889 


ACRRRAGTWTPPRPRGSGSRA 

MAGNCGARGALSAHTLLFDLP 

PALLGELCAVLDSCDGALGWR 

GLAERLSSSWLDVRHIEKYVDQ 

GKSGTRELLWSWAQKNKTIGD 

LLQVLQEMGHRRAIHLITNYGA 

VLSPSEKSYQEGGFPN1LFKETA 

NVTVDNVLIPEHNEKGVLLKSS 

ISFQNIIEXGTRNFHKDFLIGERG 

E/IFGGYQEGKIQTLTYAVKLFK 

QEKKMQCKKHWKRFLSELEVL 

LLFH H PN I LE L A A Y FTETYEK FC 

LIYPYMRNGTLFDRLQCVGDT 

APLPWHIRIGILIGISKTIHYLHN 

VQPCSVICGSISSANILLXDDQFH 

PKLTDFSMAHFRSPVLEHQSCCI 

NMPSS\SRKHLWY\MPEEYIRQ 

GKLSIKTDVYSFGIVIMEVLTGC 

RVVLDDPKHIQLRDLLRELMEK 

RGLDSCLSFLDKKVPPCPRNFS 

AKLFCLAGRCAATRAKLRPSM 

DE\V*RALESTQASLYF\AGDPP 

TSLKALRGP\SPLF\LEKVTVSIPV 

\EDDE\KPNNNLLPS**KALRMK 

RWPQK\TPF\ECSQP\EVWFLSLE 

QKAREARENEEACNMPSSS\CE 

ESWFPKY\IVPS\QDLRPL*GK*K 

ILSSQA\SGHSC\RTKPVESSCSS 

KFSWDEYEQYKKE 



BNSDOCID: <WO 0175067A3_IA> 



2981 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22707 


53075 


A 


22835 


1 


1560 


RWERGGKRFRAADPMSALRRS 

GYGPSDGPSYGRYYGPGGGDV 

PVHPPPPLYPLRPEPPQPPISWR 

VRGGGPAETTWLGEGGGGDG 

YYPSGGAWPEPGRAGGSHQEQ 

PPYPSYNSNYWNSTARSRAPYP 

STYPVRPE\LQGQSLNSYTNGA 

YGPTYPPGPGANTASYSGAYY 

APGYTQTSYSTEVPSTYRSSGN 

S PTP V S RG I Y PQQ DCQT E A P PL R 

GQVPGYPPSQNPGMTLPHYPY 

GDGNRSVPQSGPTVRPQEDAW 

ASPGAYGMGGRYPWPSSAPSA 

PPGNLYMTESTSPWPSSGSPQSP 

PSPPVQQPKDSSYPYSQSDQSM 

NRHNFP/CASVHQYESLGDQ*T 

MDDSRJLLDSPSPSIVPEPSACM 

GNAHPVTHP\KNQDQSSSLPEE 

CVPSDESTPPSIKKUHVLEKVQ 

YLEQEVEEFVGKKTDKAYWLL 

EEMLTKELLELDSVETGGQDSV 

RQARKEAVCKIQAILEKLEKKR 

IMKGFITKWKPVTNLTKEHLIW 

LITLFLKCLLMTRSNTFQLFL 


22708 


53076 


A 


22836 


8 


207 


TPVPRALRSPAGLEGSHLSSIST 
MMPAVMSVGKVTENGGSPQGl 
KSPSKPPG PNRJG* RNQVSVHT 


22709 


53077 


A 


22837 


459 


5520 


RQVRPAGLEGSDLSSINTMMSA 

VMSVGKVTENGGSPQGIKSPSK 

PPGPNRJGRRNQETKEEKSSYN 

CPLCEKICTTQHQLTM H I RQHN 

TDTGGADHSCSICGKSLSSASSL 

DRHM LVHSG ERPY KCTVCGQS 

FTTNGNMHRHMKIHEKDPTSA 

TATAPGRGDFASAKSSKRKJLSH 

DAESEREDPAPAKKMVEDGQS 

GDLEKKADEVFHCPVCFKEFV 

CKYGLETHMETHSDNPLRCD1C 

CVTFRTHRGLLRHNAL 


22710 


53078 


A 


22838 


164 


434 




22711 


53079 


A 


22839 


23 


242 




22712 


53080 


A 


22840 


187 


325 




22713 


53081 


A 


22841 


1 


130 


NCPMCWPGQSPRVPST*GRRNP 
PPKRRSVSAES*RHWPQSPSP 


22714 


53082 


A 


22842 


614 


774 


QEPMRMCTMLANSSPSSSQATP 
PGL*SW>IOPSLPARTLSRHEWT 
SCLGSSANL 


22715 


53083 


A 


22843 


396 


560 


LFPH DG I KH KG KENP/PKGPPPP 
THPQTPPRPADAPLVATKSTLD 
QA WALL A VATS 


22716 


53084 


B 


22844 


124 


205 





2982 



8NSDOCID: <WO 0175067A3_IA> 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22717 


53085 


A 


22845 


1 


2355 


M VGSRRI SG VI PLPFTRRAG I FS 

DPRANMQPLWAPVPPATFVPTS 

LPPVPTARPPTSASCHCQQVPC 

AGLEVALPGNRTJCWLSLWPS 

WQLDEDAQSPALESSSIRQFPT 

APRSGYPGTLCPSFLFGPRPRTC 

EYHSKPVLCAPSSRASPSSATTL 

STRTLWGPGAGSHPFGVHNTR 

LSPDICPGKIVLRALKESGAGM 

PEQHKDPRVQENPDDQRTVPE 

VTGDARSAFWPLRDNGGPSPFV 

PRPGPLQTDLHAQSSEIRYNHTS 

QTSWTSSSTKRNAISSSYSSTGG 

LPGLKQRRGPASSRCQLTLSYS 

KTVSEDRPQAVSLGHTRCEKG 

ADTAPGQTIAPTASRPHINTSLH 

VEDKAISDCRPSRPSHTLSSLAT 

GASGGPPVSKAPTMDAQQDRP 

KSQDCLGLVAPLASAAEVPAT 

APVSGKKHRPPGPLFSSSDPLPA 

NSSHSRDSAQVTSMIPAPFTAA 

SRDAGMRRTRSAPAAAAAAPP 

PSTLNPTSGSLLNXEWMEAPHIS 

WPQPQLQHVPRGQ/NVRYNQR 

SQTSRTRS/CPQTKCQLQLPQLY 

GRPPGSKAEEG\PASSHCQLALS 

SSNTVSEDGPQAVSSGHRCENK 

AGTAPGQTLAPRGGSPRSQASR 

PHINTALH VEDKA I S DC RPS R PS 

HTLSSLATGASGGPPVSKA PTM 

DAQQDRPKSQDSLGLLAPLASA 

AEVPSTAPVSGKKHRPPGPLFSS 


22718 


53086 


A 


22846 


1 


1200 


M PEQDKDPRVQENPDDQRRVP 

EVTGDARSAFRPLRDNGGLS/PP 

FVPGPGPLQTDLHTQRVLGYRV 

TVEDLDREKEAAFQRINSALQV 

EDKAISDCRLSRPSHTLSSLATG 

TSGLPAVSKAPSMDAQQERHK 

SQDCLGLLAPLAPAAEVPSTAP 

MSGKKHRPPGPLFSSSDPLPATS 

SHSQDSAQVTSLIPAPFPAASM 

DAGMRRTSPGTSAPAAAAAPPP 

STLNPTLGSLLEWIEALHISGPQ 

PQLQQVPRGQNQRSQTSRTSSC 

PKRK/CHLQLLQLYGRPPGTKA 

EEGXPASSHCQLTLSSSNTVSED 

GPQAVSSGHTHCEKTADTAPG 

QTLAPRGGFPRSQASRPCRHFCF 

PLLPRRRGEPLMLPPPLELGYR 

VTAEDLDREKEVAFQR1KSALQ 

VEDKAI 



2983 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


22719 


53087 


A 


22847 


2 


1762 


YHSKPVLCAPSSRASPSSATTLS 

TRTLWGPGAGSHPFGVHNTRL 

SPDLCPGKIVLRALKESGAGMP 

EQHKDPRVQENPDDQRTVPEV 

TG D A RS A F WPLRDN G GPSPFV P 

RPGPLQTDLHAQSSEIRYNHTS 

QTSWTSSSTKRN A ISSSYSSTGG 

LPGLKQRRGPASSRCQLTLSYS 

KTVSEDRPQAVSLGHTRCEKG 

ADTAPGQT1APTASRPH1NTSLH 

VEDKA1SDCRPSRPSHTLSSLAT 

GASGGPPVSKAPTMDAQQDRP 

KSQDCLGLVAPLASAAEVPAT 

APVSGKKHRPPGPLFSSSDPLPA 

NSSHSRDSAQVTSM 1 PA PFTA A 

SRDAGMRRTRSAPAAAAAAPP 

PSTLNPTSGSLLNXEWMEAPHIS 

WPQPQLQHVPRGQ/NVRYNQR 

SQTSRTRS/CPQTKCQLQLPQLY 

GRPPGSKAEEGXPASSHCQLALS 

SSNTVSEDGPQAVSSGHRCENK 

AGTAPGQTLAPRGGSPRSQASR 

PHINTALHVEDKAISDCRPSRPS 

HTLSSLATGASGGPPVSKAPTM 

D AQQDRPKSQDSLG LL A PL A S A 

AEVPSTAPVSGKKHRPPGPLFSS 

SDPLPATSYHSRDTAQ 



2984 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


22720 


53088 


A 


22848 


292 


2053 


GSVAWSPFSPSPSSLCLWDLPV 

APTLWGPGAGSHPFGVHNTRL 

SPDLCPGKIVLRALKESGAGMP 

EQDKDLRVQENPDDQRRVPEV 

TGDARSA/FLAPAGQWSPLSLC 

AQSRASADIPPCPEVRNQ1*PDIP 

DHLDELMHQPKCHLQLLQLCG 

RLAGAKVEEGASGAKEQGRDA 

* AGQGTPESQQN PDDQRTVPEV 

TGDARSTVRPLRDSGGLSPFVP 

RPGPLQTDLH AQSSEI RYNQTS 

QTSWTSSSTKRNAISSSYSSJGG 

LLGLKQRRGPASSRCQLTLSYS 

KTVSEDRPQAVSSGHTRCEKA 

ADTAPGQTLAPRGGSPRSQGSR 

PRRRKIALLPHR*GELQVEDKAI 

LDCRPSWPSHTLSSLATGASGE 

PPVSKAPTMDAQQDRPKSQDC 

LGLVAPLASAAEIPSTAPVSGK 

KHRPPGPLFSSSDPLPATSSHSR 

DSAQVTSLIPAAFTAASMDVG 

MRRTRPGTSAPAAAAAAPPPST 

LNPTSGSLLN\EWMEALHISGPQ 

PQLQQVPRGQ/NVRYNQRSQTS 

RTRS/CPQTKCQLELPQLYGRPP 

GTKGCRHEKNVLCSKLFEGFGF 

IFVGFFFFAYMGILQLLII 



BNSDOCID: <WO 0175067A3_IA> 



2985 



WO 01/075067 



PCT/US01/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22721 


53089 


A 


22849 


146 


1789 


RQPSTSGSSRSCPCARRSWWAR 

TARSGWWWELLGARRSPQTLH 

CPQATL1TLPCPRPSSTTSGSAM 

T* RG P W RS PGCTTS FCPTSR/P V 

ERNIDQTDLHAQRSE1RYNQTS 

QISWTSSCTNRNAISSSYSSTGG 

LPGLKRRRGPASSHCQLTLSSS 

KTVNSDKFDANDPILKDQTQE 

WSGSATFTSDGKI RLFYTDYSG 

KHYGKQSLTTAQVNVSKSDDT 

LKIMGVEDHKT1FDGDGKTYQN 

VQQFIDEGNYTSGDNHTLRDPH 

YVEDKGHKYLVFEANTGTENG 

YQGEESLFNKAYYGGGTNFFR 

KESQKLQQSAKKRDAELANGA 

LGIIELNNDYTLKKVMKPLITR 

GSSRPSTREDENGRSQKPVHPEG 

DMTMN1KK1VNQATVLTFTTAL 

LAGGATQAFAKEKNQKAYKET 

YGVSHITRHDMLQ1PKQQQNEK 

YQVPQFDQSTIKNIESAKGLDV 

WDSWPLQNADGTVAEYNGYH 

VVFALAGSPKDADDTS1YMFY 

QKVGDNSIDSWKNAGRVFKDS 

DKFDANDPILKLDQTQEWRGEA 


22722 


53090 


A 


22850 


500 


1034 





2986 

BNSDOCID: <WO 0175067A3JA> 



wo 



01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22723 


53091 


A 


22851 


1 


2396 


MDKYLLHGPPRPPPAIASRCLA 

RVPGCAYSSIMVALSLVPLCAH 

MPTPSGLEVALPGNRTICWLSL 

WPSWQLDEDAQSPALESSSIRQ 

FPTAPRSGISPLCAPHSCLGQGR 

GPASHPTSTQTLDISGVKTTPRR 

FSVILQDLCSILGDSCLQFHLHR 

VPQQVSAVLLRVSGASPSPATT 

LSTRTLWGPGACSHPFGVHNT 

RLSPDLCPGKIVLRALKESRAG 

MPEQDKDPRVQENPDDQRTVP 

EVTGDARSAFWPLRDNGGPSPF 

VPRPGPLQTDLHAQSSEIRYNH 

TSQTSWTSSNTKRNAISSSYSST 

GGLPGLKQRRGPASSRCQLTLS 

YSKTVSEDRPQAVSSGHTRCEK 

GADTSPGQTIAPTGGSPRSQDS 

RPRRRKIPLLPRRRGEPLMLPPP 

LELGYRVTAEDLHLEKETAFQR 

INSALHVEDKAIPDCRPSQPSHT 

LSSLATGASGGPPVSKAHTMD 

AQQHRPKSQDCLGLLAPLASA 

AEVPSTAPVSGKKHRPPGPLFSS 

SDPLPATSYHSRDSAQVTSLIPA 

PFTAA S S DAG M RRTRPG TS A PA 

AAAAAPPPSTLNPTSGSLLNVEW 

MEAPH1SWPQPQLQHVSRGQ/N 

VRYNQRSQTSRTRS/CPPRKCQL 

QLPQLYGRPPATKAEEG\PASSH 

CQLAHSSSNTVSEDGPQAVSSG 

HTRCEKKAGAS/RWASRF*STH 

YGCTAGQTQVPRLPG PTG PPSi 


22724 


53092 


A 


22852 


1 


3392 


MDK YLLHDPPRPPPA I A S RC L A 

RVPGCAYSSIMVALSLVPLCAH 

MPTPSGLEVALPGNRTICWLSL 

WPSWQLDEDAQSPALESSSIRQ 

FPTAPRSG Y PGTLCPSFLFG PRP 

RTCEYHSKPVLCAPSSRASPSSA 

TTLSTRTLWGPGAGSHPFGVHM 

TRLSPDLCPGKIVLRALKESGA 

GMPEQDKDPRVQENPDDQRTV 

PEVTGDARSAFWPLRDNGGPSP 

FVPRPGPLQTDLHAQSSEIRYM 

HTSQTSWTSSST 


22725 


53093 


A 


22853 


40 


409 


WKMRHETRYNVLVSRGVGCH 

RLFFLNGVFEHLGRAFVQRRKV 

DTEHQLLRA A VPANQEH RG LT 

QSQHVDGHSLLLLTLPNSFLCQ1 

QEPSLG\SGSGALSGNVRIRPQA 

QEAPEEPSVLTLLW 


22726 


53094 


A 


22857 


3 


220 





2987 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ 11) MO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22727 


53095 


A 


22858 


1 


356 


MAGPVKDREAFQRLNFVYQVS 

LRQGPHGDGARRPRVTAPLPQ 

AAHCVLAQDPENQALARFYLAH 

TERTIAKLRLVLRRDPSVKEELL 

CRGCSSLLVPGLTCTPAPRDRC 

RGQRWTGTDLP 


22728 


53096 


A 


22859 


2 


270 




22729 


53097 


A 


22860 


2 


364 


IFSALPAPRRKVGLNLAPVTEPR 

DQPWAMIIDVFXSRYSGSRGQPR 

QT\LT\KGELKVLMEKELPG\FL 

QSGKDKDAVDKL\LKT>PGRPM 

GDAQGGTFSEVHPCSVAAITASA 

CHKAYFE\KAGLK 


22730 


53098 


A 


22861 


282 


469 


DCGSELQAPPPPSLPGPLCPSIM 

PA/PPYASPPMMPMMGPPFRGM 

MPVGLAPGPMLLQYNTCS 


22731 


53099 


A 


22862 


7 


522 


SVWWNSNGLQSNMPKFYCDY 

CDTY\LTHDSPSVRKTHCSGRK 

HKENVKDYYQKWMEEQAQSLI 

DKTTAAFQQGKIPPTPFSAPPPA 

GAMIPPPPSLPGPPRPGMMPAP 

HMGGPPMMPMMGPPPPGMMP 

VGPAPGMRJPPMGGHMPMMPG 

PPMMRPPARPMMVPTRPGMTR 

PDR 


22732 


53100 


A 


22863 


3 


455 


WFL I H DRTHTG EKP YKCNEC V 

KAFHRSTCLHAHKRTHTGEKP 

YECNQ*GKAFNSSHSFQIHERT 

HTGEKPYECKECGKAFKGPSSV 

RRHERTHSTKKPYECKHCGKA 

LSYLTSFHNHLGMHTGEISHTC 

KICGKAFYSPSV\IQTHE*THT 


22733 


53101 


A 


22864 


1 


1665 




22734 


53102 


A 


22865 


1 


2650 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22735 


53103 


A 


22866 


107 


2384 


MFGVHGTFLGIESRPPLLSLSPS 

LLYTCEMFQDPVACEDVAVNF 

TQEEWALLDISQRKLYREVML 

ETFRNLTSIGKKWSDQN1EYEY 

QNPRRSFRSLIEKKVNEIKDDSH 

CGETFTQVPDDRLNFQEKJCASP 

EVKSCDSFVCAEVG1GNSSFNM 

SIRGDTGHKAYEYQEYGPKPY 

KCQQPKN KKAFRYRPSI RTQER 

DHTGEKPYACKECGKTF1SHSG 

IRRHMVMHSGDGPYKCKPCGK 

AVHCLRLYLIHERTHTGEKPYE 

CKQCGKSFTYSATHR1HERTHT 

GEKPYECQQCGKAFHSSSSFQA 

HKRTHTGGKPYECKQCGKSFS 

WCHSFQ1HERTHTGEKPCECSK 

CNKAFRSYRSYLRHKRSHTGEK 

PYQCKECRKAFTYPSSLRRHER 

TH SAKK P Y E/CSFQ YHERTHTG 

EKPYECKQCGKAFRCAPHLRR 

HGRTH/S/AEKPYECKECGKAFR 

SASHLQIHERTQTHIRIHSGERP 

YKCKTCGKGFYSPKSFQRHEKT 

HTAEKPYECKQCGKAFSSSSSF 

P YH E RTHTGEKP YEC KQCGKA 

FRS ASILQMHAGTH PEEKPYEC 

KQCG KAFRS APHLRI HGRTHTG 

EKPYECKECGKAFRSAKNLRIH 

ERTQTHVRMHSVERPYKCKIC 

GKGFYSAKSFQIHEKSYTGGKP 

YECGLQLPRTAAESVDSEKLQG 

PGKQETHVQLLSLYCLRRVLDC 


22736 


53104 


A 


22867 


1 


391 


MKEHI ERNPVTI KN V VKPSITMT 

VPLEDMKAHTGEKPYERQKCE 

LNQRLRDYAFQYHESNSGVVS 

ADSETKSGHSGCLIKEMKNATK 

THNGITGGIIFNANHWRETNTIY 

TRIH I/GE KSCD Y KKCG KA FN Q 

YSSLRRHESVHTGEKPYERQKC 

ELNQRLRDYAFQYHESNSGVV 

SADSETKSGHSGCLIKEMfCNAT 

KTHNGITG G 1 1 FNANH WRETNTI 

YTR1HINKQEKYQATHVSYAAN 


22737 


53105 


C 


22868 


179 


289 




22738 


53106 


A 


22869 


-> 


206 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno» ii, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22739 


53107 


A 


22870 


1 


855 


MPRAEPRATLGEQEKAGLPLG 

A WRJ^YLLRHFRKQTELRRSGSR 

DVTGALLVAAAVASEA VGSLR 

VAEGGPNTLLLQVLR\SW\PWC 

TvJKELKTMEERKVKRRSPKSFSA 

HCTQVVNVQKKMSIPVSKAS'RG 

FSNPASQVNFTSRPKVKKEVM 

KXEKTKPQGLEEGQRHSSQLPIQ 

HSFLT\DVSRCSRKMERGLLSL\ 

LNDFHSWKTFKHFGNVECSIXEQ 

MEHVSGELQEKLARLNLELYG 

ELEELPEDKRKTASDSNLDRLL 

SDLEELNSS1QKLHLAVDAQDVP 


22740 


53108 


A 


22871 


67 


598 


SIRRHCGQRCLVRIRJ WPLKLPP 

RLAVREGLRCGTLRDVMPPSM 

SGVVVGPPGPYPPGPCGDTTSGP 

APGTFGQASAPVSPPRRGHGEY 

LCSSPTPVFFPGLWQPPRAGFTA 

PERSWSCRGPRWQLRAAWAGR 

LSSSPVSALLTFKVIILSTGLLFG 

PLGG WKI LSSLPEIFANLAT 


22741 


53109 


A 


22872 


1 


372 




22742 


53110 


A 


22873 


1 


3961 


FA LA PE AG F YS LGQQPSTRJ SG S 

GCVHPVRVWPFSIEPAIGTLNV 

GESMQLEVEFEPQSVGDHSGRL 

IVCYDTGEKVFVSLYGAA1DMN 

1RLDKMSLTIEKTY1SLANQRTIT 

IHNRSN11AHFLWKVFATQQEE 

DREKYSKVTAVFSIAASSNSRF 

ALYESSYNSQRSPSEWACDDL! 

KEEKDETDEFFEECITDPLLREH 

LS VLSRTFANQRRL VQG DSKLF 

FNNVFTVEPLGWSERKEMAEIR 

DVQKKDTKV 


22743 


53111 


A 


22874 


1248 


1716 


WYAEQSAHEATAQLSTPMAIR 

RAVVMPPEQRNRTKKEY/SLR1 

PFG LPG DRMCFFTHRNDD/PTG 

NEVTPPSLAADLGQQFGGDAT 

DRQPWMIHQMLIHQGSEQLCF 

VEHGINMLRLGEILHLAATRHE 

AHFLAFRQFFNHQRSCFALNLA 

RQDRITDF 


22744 


531 12 


A 


22875 


478 


663 




22745 


531 13 


A 


22876 


508 


884 


RQRHPDQRPGRSLFHGHGMCP 
TTPLQQQVDSQHNGDNNSESA 
P*QRRADSIHRSSLHIKKRPPSE 
DVSRCFLCIDLAFRQGFTFNKK 
GIRVRJPFGLPGDRMCFFTHRN 
DDRPAMFCLLPFAGNKV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn 7 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22746 


531 14 


A 


22877 


1 


506 


AFCRFS1LVGSAFISETDMCLLC 

PFPIGKAISVRLQYFKHETKQSI 

CLGNQKSPLVCPFFGEQGLDSS 

SSLDLPSSPNPAPTLCPCVQPPR 

GPVSVSVPVSVMGSRLAPLLSA 

♦LFVSVILGRMVILKNPGVLGQ 

RQAGPSPGAPGLPSPSVRAPLG 

HKCSERSPSAT 


22747 


53115 


A 


22878 


621 


877 


RRRRRRKQRRKQPWSSPARGA 
* PGPRRPSLR A AGTRRRRKRilA 
SWTRCSNTCPGRCRTCSRSNQA 
SCPSLLHLLLLLFGSFFSFY 


22748 


53116 


A 


22879 


1 


1339 


MPSYKGCGETQRHATNGTAAP 

PRRSSCRGDAIKLPHAEKKEGR 

PPASTSYPLRLGTRSARSSSHC 

WCTSWEDPPEATAGEEKRHPK 

SPA VCCG EGT V LTA STVT WRA 

EPARG E 1 W A RLCPRD RPGSRA A 

AVI WERPCCDRL1ADRTGPPNSS 

EPHCRAATIPLPTWPLPEGQTLT 

LKALAKMAAPALLLLALLLPV 

G A WPGLPRRPC VHCCRP A WP/L 

WTLCPGEKGEAGVRGRAGRSG 

KEGAAXGCPGPAGPQSARRGSV 

GPPGAACRRAYAAFSVGRREG 

LHSSDHFQA VPFDTEL VN LDG A 

FDLAAGRFLCTVPGVYFLSLNV 

HTWNYKETYLHI M LN R/QAA/V 

VLYAQPSERSVMQAQSLMLLL\ 

RRATPVWSVPEELPAVLPGQDE 

LGSLQLHAHHPLADGLVRHEL 

QPGLAGSSRTGHLVFRTDHGLR 

QHASHGCPVGPLHVPG 


22749 


53117 


A 


22880 


532 


783 


VGSTRG1VEGLIFILGEGGECYY 
PRSLFTVANFTVGKRVXKTLNC 
PSTDKWINKMCHIHTVEYYSDI 
KRNEIPMRATCRQTLKA 


22750 


53118 


A 


22881 


275 


720 


TPIHNCFKENKIPRNPTYKEHEG 

PLQGELQTTSQGNKRGYKQME 

EHSMLMGXGRINIMKMAILPKVI 

YRFT1PIKLPMTFFTELEKTTSKF 

IWNQKRARIAKSILSRKNKAG/ 

A HHAT* LQTILQG YSNQN SM VL 

VPKQRYRPMEQSPQK 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22751 


531 19 


A 


22882 


1 


609 


MGRNQSRKAENSKNQSASSTP 

KDHSASPATEQSWMGNDFDEL 

TELGFRKSVMTNFSQLKEDVRT 

HHKEAKNLEKRLDKWLTRINS1 

EETLNDLMELKTMARELRDTC 

TSFSSRFDQVEEGE1QTT1REYY 

EHLYANKLENLEEMDKFLDTY 

TLPRLNQEEVESLNRPITGSEIE 

A1INSLPTKKIPGPDRFTA*RRP* 

MT*WS*KPWHENYVTHAQASV 

ADSIKWKKGKYK\HHQRJL*TP 

LRK*TRKSRRNG*IPGHIHSPKT 

KPGRS*IPE*TNNRF*N*GNN**P 

TNQKNSRARQ1HSQILPEVQRG 


22752 


53120 


A 


22883 


191 


564 


PN ARKLRTLKKDHSPD* * RRKL 
RKIK*MQ*KM1KGISQ\RSHRNT 
NYHQRTL*TPLHK*TGKSRRNG 
*IPGHIHPPKSKPGRSQIPEYTNN 
KI*N*GSN**PINQKKSRTGRIHS 
Q1LPEVQRGA 


22753 


53121 


A 


22884 


337 


589 


TRRSRRNG*IPGHIHPPKTKPGR 
SRIPE*TNNRL*N*GSS**PTNQK 
KPRTRETDSRILPEVQRGAGTIP 
SETIPNNRKRGTPP 


22754 


53122 


A 


22885 


162 


539 


TRKSRRNG*IPGHIHPSKTKPGR 

S*IPEETNTNICF*N*GSN**PTNQK 

KPRTRQVHSRJLPEP1SHGMGKS 

WTCQSL*KPAQDKAVPSLIAP1Q 

HIIGSSGQGNQARERNKGYSNR 

KRGSQIVSVCR 


22755 


53123 


A 


22886 


329 


459 


NDDTFRKPHRLSPKSP*AADKQ 
LQQSLRIQNQCAKLRSIPIHH 


22756 


53124 


A 


22887 


58 


440 


GLSRQFSPHSVNKAAGEVPTGR 

GPPQLSKANVARLPLSIPPLWA 

GHLWKKGGSPSQGIIDKTLISLG 

QST*GKGQLWVQLQRT*AFLPA 

GSEESSGSPSTAXPNSAKGQTPS 

SSGSLTRASSSSLYLW 


22757 


53125 


A 


22888 


219 


332 


NEGKNLKGSQRERNTNYHQRT 
Q*TPLHK*TRKSRRNG 


22758 


53126 


A 


22889 


1295 


1435 


QNQRQKPHDYLNRCRK/W/HFD 

KIQQPSMLKTLNKLGNDGTYL 

RI1RD1 



BNSDOCID: <WO 0175067A3_IA> 



2992 



WO 01/075067 



PCT/US01/08631 



SEQ U) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22759 


53127 


A 


22890 


2 


648 j 


YRJFSGPTIRSIQNHTTHNQGRK 

WHKKGIKXPRAQRYESLKGPE 

V*PSGQGVTCLLRADWLSPLLG 

SGTYWGPKFLRNTRFAKKHNK 

KGLKKMQANNVAKAMSARAE 

AIKALVKPKEVKPKIPKGCS/RR 

KLRFDFAYIAHPKLWGRRCFVA 

RFCQGASGCSGPKGKAKVPKA 

KVKVS/PKAKAKAKAKDQTICA 

QAAAPALVVPAQAPKRTQAPTK 

ASE 


22760 


53128 


A 


22891 


3 


370 


QMYCVFNRNEDACRY/GS/AIG 

VLAFLASAFFLVVDAYFPQISN 

ATDRKYLVIGDLLFSGWLASLA 

YQRYICAGVDDFIQNYVDPTPD 

PNT A Y A S Y PGA S VDN YQQPPFT 

QNAETTEGYQPPPVY 


22761 


53129 


A 


22892 


1 


297 




22762 


53130 


A 


22893 


3 


713 


GGGSGGDGDMESGAYGAAKA 

G G SFN LRRF LTQ PQ V\ V ARA V V 

LWFALIVFSCIYGEGYSNAHES 

KQMYCVFNRNEDACRYGSAUG 

VLAFLA\SA\FFLVVDAYFPQISN 

ATDRKYL\V1GDLLF\SALW\TFL 

WFR/VGFCFLTNQWAVTK\PKT 

VLVGADSVRAAITFSFFSIFSWG 

VLASLGWQRYKAGVDDFIQNY 

VDPTPDPNTAYASYPGASVDN 

YQQPPFYTQNAETTEGYQPPPV 


22763 


53131 


A 


22894 


3 


219 




22764 


53132 


A 


22895 


1445 


1777 


PVHLGSTCHQCRQKTIDTKTNC 

RN PRLLGA/CRGQFCGPCLQNR 

YGEEVRDALLDPNWHCPXHCR 

GICNCSFCRQRDGRCATGVLVY 

LAKYHGFGNVHAYLKSLKQEF 

EMQA 


22765 


53133 


A 


22896 


3 


337 




22766 


53134 


A 


22897 


425 


1209 


TMSSTQFNKGPSYQLFAEIKNQ 

LLFKCDPQKQAALCSWIEGLTR 

LSFSPDFQKSLKEGIVLCTLMN 

KLGSVPK1/NRLMQNWHQLENL 

SNFIKAMVGYDMNPMDLFEAN 

DLFESRNMTQN Rl L/P/PLDHSTI 

SLQMGANKRSSQ/VGMTAPGTP 

QHIYNTKLGAHKCDNSSMSLH 

MGDTQSANHSVQGFGLGQQIY 

YPKYCPQ/GPAASGAPLDAGNC 

PGPGEAPEDPPCSQEEATTEAPE 

HAGSLHHRPVWVWG1FLYFRL 

SFFFL 
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SEQII> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence j 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


22767 


53135 


A 


22898 


156 


559 


QHIRETPGAQVHSCGKWNPQA 

LWRTAWQLLT/DTKHTLGKPPS 

/MPHLVI YPLEISCXHTKTCTRML 

IASFFIITKTWKRPRCPSVDKWK 

NKPWCIHTGLLSSTVPPGEPGC 

PIPELSGLLMGLQTTSSRCSVRQ 

VW 


22768 


53136 


A 


22899 


161 


359 




22769 


53137 


A 


22900 


151 


383 




22770 


53138 


A 


22901 


238 


546 ; 


PQEHIMEHLEGVFNICPRGRRCR 

PQELQLHYLQKCMDYDGNNLL 

DGFRTLPQPSTHVVHKEEGSEQ 

APLMSEDELMNIIDGVLRDDDK 

NNDGYUDYAEFAKSLQ 


22771 


53139 


A 


22902 


1 


819 


MAAEDKLLLPQLPELFETSKQL 

LDDVEVVTEPAGSRIVQKKVFK 

GLDLLEKAAEMLSQL/DLVAEL 

ELPKTKMSAE\NHTANFSMAYP 

SLIAMASQRQAKRERHKQKEL 

EHRLSAIKSAVETGQADDERVR 

EYYLLHLQSLEEIESIDQEIKILR 

ERDSSREASTSNSSRQERPPVKP 

FILTRNMAQVKVFGAGYPSLAT 

MTVSDWYKQHWKYGALPDQG 

1AKATPEEFRKAAQQQEGQEEK 

EEEDDEQTLYRVREWDDWKGI 

HPRDYGSQQSMG 


22772 


53140 


B 


22903 


238 


410 




22773 


53141 


A 


22904 


1 


638 


VAELELPKTKNSAEXNHTANFS 

MAYPSLIAMASQRQAKRERHK 

QKELEHRLSA1KSAVETGQADD 

ERVREYYLLHLQSLEEIES1DQE 

1K1LRERDSSREASTSNSSRQERP 

PVKPFILTRNMAQVKVFGAGYP 

SLATMTVSDWYKQHWKYGAL 

PDQG I A KA TPEEFRKA A QQQEG 

QEEKEEEDDEQTLYRVREWDD 

WKGIHPRDYGSQQSMG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


22774 


53142 


A 


22905 


3 


1083 


RGNSRLRYSHEDELQLPRLPEL 

F\ETGRQLLDEVEVAT\DPAGFR 

\IVQEK\VFKG\LDLLE\RAAEML 

\SQSTLFGRECRFWKDLSPTHLI 

TF WG P\ A FQG A\LPL KQ VN PS K R 

LRI1LQR\AREHFI\NYLTAQCH\C 

YHVGQSFEL\PKT\iVrNNSAENH 

TANSSMAYPMLGAMXASQRQA 

KIQRYKQKKELEHRLSAMKSA 

VESGQADDERVRE Y YLL H LQR 

WWDISLEE1ESIDQEIKILRERDS 

SREASTSNSSRQERPPAKPFILT 

RNMAQAKVFGAGYPSLP/TLW 

TVSDWYEQHRKYGSITGFRGIA 

KSAPEGISGKAAQQQEEQEEKE 

EEDDEPNNFHRAREW\DDWKD 

TPSLGAYGNRQNMG 


22775 


53143 


A 


22906 


30 


457 




22776 


53144 


A 


22907 


401 


1509 


MWKMNCSLLQSKQMCNQLPP 

GSTRDGSWKFRQDPRLGKNA/C 

DCDSCIASEFGVRGYPTIKLLKG 

DLAYNYRGPRTKDDIIEFAHRV 

SGALIRPLPSQQMFEHMQKRHR 

VFFVYVGGESPLKYVTLKEMP 

AVLVFKDETYFVYDEYEDGDL 

SSWINRERFQNYLAMDGFLLYE 

LGDTDLNASSLRERKLILPEDIP 

LYVGKLVALAVIDEKLNTSVEHT 

SELTVPTVVVLNTSNQQYFLLD 

RQIKNVEDMVQFrNNILDGTVE 

AQGGDSILQRLKRIVFDAKST1V 

SIFKSSPLMGCFLFGLPLGV1SIM 

CYGIYTADTDGGYIEERYEVSK 

SENENQEQI E ESKEQQEPSSGG S 

VVPTVQEPKDVLEKKKD 


22777 


53145 


A 


22908 


53 


543 


LPISSLRTQTLFSSPLFPQHFEHY 
LALVSVLPFQLGRGRTAPAKKG 
GEK/RKG HS ARsfE V VIQE YTIN 1 
HKRIHGVRFKKRAPRALREIPK 
FAI KE VETLS V RI DS RFNKALCA 
KG I RN VP YRIRVQLSRK RN EDE 
DSPNKRYTLVTYVPVSTFKNVQ 
TVHVHEN 


22778 


53146 


A 


22909 


106 


491 


IGKGTNELMYGEK/RKGHSAIN 

EVVIQEYTIN1HKRIHGVRFKJCR 

APRALREIPKFAIKEVETLSVRJ 

DSRFNKA LCAKG I RNVPY RI R V 

QLSRKRNEDEDSPNKRYTLVTY 

VPVSTFKNVQTVHVHEN 


22779 


53147 


A 


22910 


1 


321 





2995 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


22780 


53148 


A 


2291 1 


313 


402 


R*GGEKKKGRSAFNEVVTREYT 

IN1HKRIHGVGFKLKRAPRALKEI 

RKFAMKEMGTPDVRIDTRLNK 

AVWAKGIRNVPYR1RVRLSRKR 

N EDEDSPNKLYTL VTYVPVTTF 

KNLQTVNVDEN 


22781 


53149 


A 


22912 


1 


3801 




22782 


53150 


A 


22913 


2 


535 


GGGMADTVLFEFLHTEMVAEL 

WAHDPDPGPGVSAGLRGEEAG 

ATKGQKMSLSVLEGMGFRVGQ 

ALGERLPRETL A FREELD VLKF 

LCKDLWVAVFQKQMDSLRTN 

HQGTYVUQDNSFPLLLPMGSG 

LQV/YLEEAPKFLAFTCGLLRSA 

LYTLG1ESVVTASVAALPVCKF 

QVV1PKS 


22783 


53151 


A 


22914 


1 


201 


GDLPWEINPLSSCSLLHEKDPPT 
TSGPQT/DQPfCKHHTNFKSGP\T 
GNRTVQLTWQPLPEPLELWPK 
AL 


22784 


53152 


B 


22915 


226 


522 




22785 


53153 


C 


22916 


1 


705 




22786 


53154 


C 


22917 


1 


462 




22787 


53155 


C 


22918 


1 


505 




22788 


53156 


B 


22919 


1 


1059 




22789 


53157 


C 


22920 


1 


411 




22790 


53158 


A 


22921 


1 


212 


LTSFLHCCLSHHYHGAQIHPRH 
FLHLICRCHCHQYCHHAYLDPC 
PQDSHHLHWCWQPLPEPLELRP 
\RLSD 


22791 


53159 


B 


22922 


I 


864 




22792 


53160 


B 


22923 


1 


635 




22793 


53161 


B 


22924 


1 


874 




22794 


53162 


A 


22925 


1 


566 


MPSVRTGDPI1LHAHTLNPAVW 

LAWAVEGEGSLTLNIWICPWQI 

EPLRHLAYTPGSDATSLTVPTR 

VISPLCVDSWLFTDPLMKTHAP 

ERTFLSFPAAAKRQAHLCVLAS 

NCDKPMYVKLVKAHCAEHQIN 

LI KG D DN KXLGEWEG PCTIDRE 

GKPCKVVGCSCAVVKDY/GKE 

SQAKJDVIEQYFKCKK 


22795 


53163 


A 


22926 


59 


602 


PTAMVEEGIAAGGVMDVNTAV 

QEVLKTALIHDGLARGIREAAK 

ALDKYVYQSQYCGFLQPEQNC 

HPREEGMEFMVLAQKF*MASV 

LPET*EK\RQAHLCVLASNCDEP 

MYVKLVEALCAEHQfNLIKVD 

DNKKLGEWVGL\CKIDREGKPR 

KVVGCSCVVVKDYGKESQAK 

DVIEEYFKCKK 



2996 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \-possible nucleotide insertion) 


22796 


53164 


C 


22927 


135 


293 




22797 


53165 


B 


22928 


20 


325 




22798 


53166 


A 


22929 


677 


1031 


TPTMCLRSHPLPLALVSVILSFP 

QPSFSSSLINSSWSSPRSSLSSSSS 

RSPSSGRVNLHPPQTPSSH*SHL 

SSRSCCSAPLLTYHSSSLLLVCS 

VPFPFFPGFPGENPLFVLSGSAP 


22799 


53167 


A 


22930 


t 


1011 


MCLRVIFTIGAVSV1LSFLSLFF1I 

LDQLQLVIPQSSLSSSSNLEDPY 

SESYYAAARRPDSASTEPPPAG 

KSSAEYRAHFLAVSTEAERIRA 

DLVLRARPLGPAHPRTLWPTPP 

AGPFCRMVAHNQVAVADNAVS 

TAAEPRRRPEP/SPSSSSSSPAAT 

A RPRPC PA V\P A PAPGDTHFRTF 

RSHADYRRITRASALLDAXLGF 

YWGPLSVHGVAHEPLRAEPVGT 

FPVRDSXRQRNCFFALSVKMAS 

GPTSIRVHFQAGRFHLDGXSRES 

FDCLFELLEHYRGGSRADLLGA 

TVLRQRRVRPLQELCRQRI RRPP 

VG\REN\LARIPLNPVLRDY\LSS 

FPFQI 


22800 


53168 


B 


22931 


180 


1466 




22801 


53169 


A 


22932 


1 


207 




22802 


53170 


A 


22933 


408 


3758 


CLQQGPGGNQHCSHREEAPAV 

AACQEPPGHSEPESVLPLGAPPX 

SEEDGRQQVGSSRLRHIMAEMI 

ATEREYIRCLGYVIDNYFPEME 

RMDLPQGLRGKHHVIFGNLEK 

LHDFHQQHFLRELERCQHCPLA 

VGRSFLRHLIGQKQFPESPSGER 

PGLTSSHAPCPWMPHYLPEGPA 

CPVLRIPCEAFNWKHVECTDPV 

VSPPKQSPLLFQEEQFGMYVIY 

SKNKPQSDALLSSHGNAFFKVI 

PLGPPPTACPALS 


22803 


53171 


A 


22934 


3 


355 


EAAELDAMCTATRQWSRAGQ 

GVTGRPCQGRLPRCGLRSTITP 

KPIPGGHRKKPLLGALVGKHTLS 

YVERWHWEGHSGPTRDRQNF 

ERRLTVPPSRQPFAPTDETRCG 

DDRJSFCNYV 



BNSDOCID: <WO 0175067A3_IA> 



2997 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22804 


53172 


A 


22935 


1928 


5312 


CLQQGPGGNQHCSHREEAPAV 

A ACQEPPGHSEPESVLPLG A PP\ 

SEEDGRQQVGSSRLRH1MAEMI 

ATEREYIRCLGYVIDNYFPEME 

RMDLPQGLRGKHHVIFGNLEK 

LHDFHQQHFLRELERCQHCPLA 

VGRSFLRH LIGQKQFPESPSG ER 

PGLTSSHAPCPWMPHYLPEGPA 

CPVLRIPCEAFNWICHVECTDPV 

VSPPKQSPLLFQEEQFGMYVIY 

SKNKPQSDALLSSHGNAFFKDK 

QRELGDKMDLASY 


22805 


53173 


A 


22936 


3 


306 




22806 


53174 


A 


22937 


3 


460 


LQRQRQHPAAAPAVPVRCFTFC 

FTD1VIMPKRKSPENTEGKDGS 

KVTKQEPTRRSARLSAKPAPPK 

PEPKPRKTSAKKEPGAKISRGA 

KGKKEEKQEAGKEGTAPSENG 

ETVKAEEIHISRSTVNVSTSRGTP 

PSTLSVKGQIETVRVKGTEN 


22807 


53175 


A 


22938 


3 


285 


SSCPAREQLQRQRQHPAAAPAV 

PVRCFTFCFTDIVIMPKRKSPEN 

TEGKDGSKVTKQEPTRRSARLS 

/AVFV*FKLSLQKPAPPKPEPKP 

RKTSA 


22808 


53176 


A 


22939 


1 


413 




22809 


53177 


A 


22940 


2 


454 


AEVQVEEAGLRRALRVSSCSGR 

GS1QRRJFYAVPVRCFTFCFTD1V 

IMPKRKSPENTEG1DGSXKVTKQ 

EPTRRS ARLS AKPA PPN PEPQPR 

KTSAKKEPG\AKISRGAKGKKE 

E KQEAG K\EGTA PA EN DETKAE 

EAQKTESVDNEGRMNCP 


22810 


53178 


B 


22941 


55 


186 




22811 


53179 


A 


22942 


2 


397 




22812 


53180 


B 


22943 


339 


470 




22813 


53181 


A 


22944 


1 


139 




22814 


53182 


A 


22945 


1 


416 


MPLLYHLSRCAYVQQCNFANP 

VVSALCTCLVKPVVEKCTPYA 

VLLEALALRNVRQLEDLVIEAV 

YADVLRGSMDQRNQRLEVDYS 

IGRDIQRQDLSAIARTLQEWG/C 

HQHLLSLRSAASQRQQCGYHK 

LHDKQRLLRG 


22815 


53183 


A 


22946 


315 


570 





2998 

BNSDOCID: <WO 01 75067 A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22816 


53184 


A 


22947 


933 


1841 


RPAEPDPGSGHPEPKSPTLSAV 

MSAEVKVTGRNQEQFLLLAKS 

A\KGAVLATLIHQVLE\APGVY 

VFGELLDMPNVRELAESDFAST 

FRLLTVFAYGTYADYLAEARN 

LPPLTEA\QKNKLSDTFSVV\TL 

AAKVKC1PYAVLLEALAL\R\NV 

RQLEDLVIEAVYADVLRGSLDQ 

RNKRL\EV\DYSIGRDIQRQDLS 

AIARTLQEWCVGCEVVLSGIEE 

QVSRANQHKEQQLXGLKHQIES 

E V AN LKKTI K VTTA A A\AA A TS 

QDPEQHLTELREPAPGYTNQRQ 

P\SKKASKGKGLRGSAKIW\SKS 


22817 


53185 


A 


22948 


1 


1319 




22818 


53186 


A 


22949 


365 


1331 


RAGGGAPWRFTGTFATVAPET 

AADLSLHRHLLSRTTSAWGTA 

CITVP1EPPTWPTWAVPIQWGG 

SATCIQEDKLRQGILYGYSQQV 

NQAMDSGLRPWVDSVNA1RVP 

QDYVTQSVPLRJEMNGSLGVLA 

QQLQNAKLQADAAHSALKQSD 

DLKPVFDQAFTKVVTTPADAL 

QPLIPAAQTFTQQLVMVGDYIA 

QQGTQECGKTFSRASYLVQHS 

RIHIGKKPYECKECGKAFSSGS 

Y LVQHQ RJ HTGEKP YECNKCG 

KAFTVYGQL1GHQSVHTGEKPF 

ECKECGKAFRLNSFLTEHQRVH 

TGEKPFKCKKCGKTFRYSSAP 


22819 


53187 


A 


22950 


2 


206 


GGGQGATSFGRPESGFIRHQPPP 
PC RRS STPTRSK L YTL\S A PE * R S 
VPTSAPGPQDRPPGSVSKKSW 


22820 


53188 


A 


22951 


571 


1102 


MGSVSLGNPQGPFQFTRLPLAN 

VIHPTFFWETGPRGADSLGAKG 

RKWQPTFTSRCNLKVYLGRAG 

SQAATGGPSPSLPNLHVKKLRP 

RKAEAWPGRRNTGKVSGR/LA 

ALRAPYGESFARAAGPRDAPS/ 

QQPRPQPEHAPTLISLGSNFGG 

MVEESWCRMNPDSGRPKEVAP 

WPPPSTK 


22821 


53189 


A 


22952 


1 


591 


MGPHWKDFKE1DVKKYIDALSI 

HTYTHTHTHTHADITDGDHGG 

GALLELEFNSHLKVQFRELN1TA 

AKETEDGGGGKAIIIFVPFPQLK 

SFQK1QVWLRR1LPKPTRKSCTV 

QNMHWPPRSRTLKAMRDSIPE 

DLVF\PSE1MCMRJHVKLDGSRL 

IKAHLDKAQQYHVERNAETFS 

GVYMKLTGKDINVEFPEFQL 



2999 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22822 


53190 


A 


22953 


2 


508 


APPFELPRAAGIRHEGKLFSQEK 

AMFSSSAKIVKPNGEKPDEFES 

GJSQALLELEMNSDLKAQLREL 

NITAAKEIEVGGGRKAIIIFVPVP 

QLKSFQK1QVRLVRELEKKFSG 

KHVVF1AHRR1LPKPTRKSRTK 

N KQK\RPRS RTLT A V H D A IPED L 

VFPSEIVGKRNR 

■a 


22823 


53191 


A 


22954 


145 


395 




22824 


53192 


A 


22955 


536 


717 




22825 


53193 


A 


22956 


1 


729 




22826 


53194 


A 


22957 


1 


1158 




22827 


53195 


A 


22958 


1 


2869 


MAHLRSCCSSLYQPGHLLPPHN 

PIQDHPLTAPSLTHLTRRAYFTD 

EKTKGGQSAYAVSLLRECVKL 

RPSDPTVPLMAAKVCIGSLRW 

MAAKHLAGVLLHSLSEECYWS 

PLSHPLPEFMGKEESSFATQAL 

RKPH LYEGDN L YCPKDN IEEAL 

LLLLISESMLANKLLLLEMERV 

QSPGVESGVDRQLSPYSDTNVN 

AQNAQIVPVAAKSAQNEVPGY 

PEETEKSRVQSNLLTQFQDLRL 

LLAAPECLPPRMSPPS 


22828 


53196 


B 


22959 


28 


139 




22829 


53197 


A 


22960 


60 


812 


LASPFPVPLHRCSAGSQPPGPVP 

EGL1RIYSMRFCPYSHRTRLVLK 

AKD1RHEVVNINLRNKPEWYY 

TKHPFG\HIPVLKTSKCQLIYES 

VIACEYLDDAYP\GR1CLFPYDP 

YERVRQKMLLELFGKVPHLPK 

EFPGSVEDVGENAPNLKAALR\ 

QEFSNLEEILEYQNTTFFG\GTCI 

SMIDYLPL/WPWFERVLVECMGY 

WNCVSHTAPALRLWISAMKWD 

PT VCXALLMDK EH FXQGFLNP YF 

QNNPNAFDFGLC 


22830 


53198 


A 


22961 


2 


251 


ILLDFKPWDDETDMAQLEACV 
CSIQLEELV*GASKLVPMGYGf 
RKLQIQCVVEDDKVGTDLLEEI 
TKFEEHVQSVD1AAFNKI 



3000 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/0H631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide j 
deletion, \-possiblc nucleotide insertion) 


22831 


53199 


A 


22962 


353 


1071 


APLWPRAERKFYKQMNGPVAS 

ASRQSSAPG/NDHSELVLQIASL 

EVENQSLRGVVQELQQAVSNL 

E A WLNX1 RR RE KSSPG H/RST VP 

QTQHVSPMRQVERPSPRPPYYD 

PGQEAEDNEDDDIDLDNKEED 

KEARRLREERLRLYAKKAKNP 

SLVAKSSILLDIKPWDNKTDMT 

QLEACVRSIQLDGLVSGASKLA 

SVGYGIRKMQIQCVVEDDKVG 

TDLLEEEITKFEEHVQSVDIAAL 


22832 


53200 


A 


22963 


j 


482 


P W AN E AP A K K/PATP A EG/D A R 

DDDIDLF\GSDNEE\EDKQAGHS 

CGEER\LR\HYAGEEGPRKPAL/ 

VWPKSLPSLLDVKAPWDDDDGP 

WPSLEACVR\SIQLDGLVWGGF 

PSLVPVG\YG1RK\LQ\IQCVV\ED 

DKVGTDFPWRREITVKFEEARA 

RSVDIASFSTRS 


22833 


53201 


A 


22964 


1 


2835 




22834 


53202 


B 


22965 


571 


1337 




22835 


53203 


A 


22966 


i 


489 




22836 


53204 


A 


22967 


1 


618 




22837 


53205 


A 


22968 


3 


5227 


SWSRVRPRTRPEGLRQLKMRT 

GWATPRRPAGLLMLLFWFFDL 

AEPSGRAVNXDPLTIFHGNTGKC 

IKPGYGW1VADHCDETEDKLW 

KWVPQHRLFHLHSQKCLGLD1T 

KSVNELRMFSCDSSAMLWWKC 

EHHSLYGAARYRLALKDGHGT 

AISNASDVWKKGGSEESLCDQP 

YHE1 YTRDGNS YGRPCEFPFLI D 

GTWHHDCILDEDHNGPWCATT 

LNYEYDRKWGICLKPENGCED 

NWEKNEQFGRCYQFNTQT 


22838 


53206 


A 


22969 


3 


453 


GQSPILVIYHETKRPSGISERFSG 

STSGNTATLTITGTQAMDEADY 

YCQAGRDFGGGTKLTVLGQPK 

AAPSVTLFPPSSEELQANKATL 

VCLISDFYPGAVTVAWKAHSN 

PVKAGVETTTPSKQSNNKYAA 

SSYLSLTPEQ*KSHRSYSC 


22839 


53207 A 


22970 j 


2 


354 




22840 


53208 A 


22971 | 


1 


315 





BNSDOCID: <WO 0175067A3JA> 



3001 



WO 01/075(167 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ IO NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22841 


53209 


A 


22972 


1 


712 


MAWTLLFLTLLTQGTGSWAQS 

ALTQPASVSGSPGQSITISCIGTS 

SDIGAYYFVSWYQQYPGKAPK 

LL1FDVSGRPSGISSRFSGSKSGN 

TASLTISGLQAEDEADYYCASY 

ARSSTVVFGGGTSVTVLGQPKA 

APSVTLXFPPSSEELQANKATLV 

CLISDFYPGAVKVAWKADGSP 

VNAGVETTTPSKQSNNKYAAS 

SYYYLSLTPEQWKSHRSYSCQV 

THEGSTVEKTVAPTECS 


22842 


53210 


A 


22973 


1 


1779 




22843 


53211 


A 


22975 


1 


2001 




22844 


53212 


A 


22976 


292 


1497 


TGQLNGFHEAFIEEGTFLFTSES 

VGEGHP\DKI\CDQIS\DAVLDA 

HLQQDPDA K V A\CETV A KTGM 1 

LL\AGEITSRAAV\DLPRKVVR£ 

SCLNTLEYDDSSKGF*LQRLVN 

VLVALEQQSPDIAQGVHLDRNE 

EDIGAGDQGLMFGYATDETEE 

CMPLTIVLAHKLNAKLAELRRN 

GTLPWLRPDSKTQVTVQYMQD 

RGAVLPIRVHTIVISVQHDEEVC 

LDEMRDALKEKVIKAVVPAKY 

LDEDTIYHLQPSG/RTFVIGGPQ 

G D AG LTVG RKI I\ VDT YG G WG A 

HGG\G AFSG KD YTKVDRSA A Y 

AARWVAKSLVKGGLCRRVLV 

QVSYAIGVSHPLSISIFHYGTSQ 

KSERELL*IVKICNFDLRPGVIVR 

DLDLKKPI YQRTA A YGH FG RDS 

FPWEVPKKLIY 



BNSDOCID: <WO 0175067A3_IA> 



3002 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


22845 


53213 


A 


22977 


67 


1579 


FFVRSLSHTDTNMNGQLNGFH 

EALIEEGTFLFTSKADGEGHPD 

KICDQISEAVLDAHLHQDPDAK 

VACETVAKTGM1LLAGEITSRA 

AVDYQKVVREAVKJ-UGYDDSS 

KGFDWKTCNVLVALEQQSPDI 

AQGVHLDRNEEDIGAGDQGLM 

FGYATDETEECMPLT1VLAHKL 

NAKLAELRRNGTLPWLRPDSK 

TQVTVQYMQDRGAVLPIRVHTI 

VISVQHDEEVCLDEMRDALKE 

KVIKAVVPAKYLDEDTIYHLQP 

SGVRFVIGGPQGDAGLTGRIIIVD 

PYDGWGAHEEGAFSGKDYTKV 

\SRSAAYGARWVARSLVKGGL 

CRRVLVQVPGPPKKPDEDLYLE 

CEPDPVLALTQTLSFQVLM PSG 

PLPRTSVVPREQQMLPLKDSDL 

LTQPWYSGNCDRYAVESALLH 

LOKDGAYTVRPSSGPHGSOPFT 

LAVLLRGRVFNIPIRRLDGGRH 

Y ALGREG RNREELFSS V A AM V 

QHFMWHPLPLVDRHSGSRELT 


22846 


53214 


A 


22978 




325 




22847 


53215 


A 


22979 


15 


1014 




22848 


53216 


A 


22980 


7 


592 


LLCSG RHSLQG VMG 1 LS FLPVL 

ATESDWADCKSPQPWGHMLL 

WTAVLSLAPVAGTPAAPPKAV 

LKLEPQWINVLQEDSVTLTCRG 

THSPESDSIQWFHNGNLIPTHTQ 

PSYRFKANNNDSGEYTCQTGQ 

TSLSDPVHLTVLSGQWRKAPG 

WTWEGQDG*NLLSGRGLQERG 

VACLLGSIAVSCLSTYQWLFLP 


22849 


53217 


A 


22981 


32 


1150 


EKAVTAVLWAPARLQGVMGIL 

SFLPVLATESDWADCKSPQPW 

GHMXLLWTAVLFLAPVAGTPA 

APPKAVLKIAEPQWUNGGSRED 

SVTL\TC\RGTHSP\ESDSIQWFH 

NG\NL\IPTHTQPSLQVSRAKNN\ 

DSGE\YTCQTGQTSLSDPVHL\T 

VLSEWLVLQTPHLEFQEGETMV 

LRCHS\WRDKP\LVKVTFF\HNG 

KSKKFSRSDPNFSIPQANHSHSG 

DYH\CTG\NIG\YTLLFIPRLLTIT 

VQAPSSSPMGIIVAVVTGTAVA 

AIVAAVVALIYCRKKRISANPT 

NPDEADKVG\AE\NTITYFTSQW 

HPGWLWEEPDDQNRILVS1VLA 

LGIWRRNSEREDLVFPGLKFPL 

GEDTGRCCQFPKEKVFLPGVIL 



3003 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


22850 


53218 


A 


22982 


1 


471 


MKSSFQGHNKEKREKKGPSLFS 

AAYGGGSCLLLSIMAALRPLVK 

PKIVKJCRTKEFI WHQSDQHVKI 

KCNWRKPRGXQILMPNTGHGSN 

/KKTKHMLPSGFRKFLVPSVKE 

LEVLMCNKSPCAEIAHSVSSKAN 

KTIVERAAQ/LAVRVTNPNARL 

RSEENE 


22851 


53219 


A 


22983 


103 


564 


GIFRGIMAALRPLVKPKIVKKR 

TKKFIRHQSDRYVKIKRNWRKP 

RGIDNRVRRRFKGQIVLMPNIGY 

G\SN K KTK\H ML PKWLSG KFLG 

SHQRSREL/EKLLA*CCNKFFTC 

CPRFVSHCFSFQGTGKGLRGER 

SLPNWAFRVTNPNARLRSEENE 


22852 


53220 


A 


22984 


3 


177 




22853 


53221 


A 


22985 


74 


735 


RFAGAGAIPEARARPPDVQAAE 

EEKEMDLPDSASRVF/CGDASS 

NMGEHRMNVNAI1L\AQKNML 

DVRFEKTANEMLLNFNNLSSARL 

ASRLSERFLHHTRTLVEMKRDL 

\DSIFRR1RTLKGKLARQHPEAF 

SHIPEASFLEEEDXEDPIPTQAPT 

TTIATSE\QSTG\SC\DTSPDTV\S 

PSLEPLASEDLSHVQALASPAI\ 

NGPQPDQIDEEMTGRJALPARC 


22854 


53222 


A 


22986 


3 


275 


MRTVAEKVDAVRJVHIHSVIML 

RRSDKRKDRVEISPEQLSAAST 

EAERLAELTGRPMRVVGWYHS 

HPHITVWPSHVGKYHGVAMFI 

VFRN 


22855 


53223 


A 


22987 


1 


886 


AKMAVQVVQAVQAVHLESDA 

FLVCLNHALSTEKEEVMGLCIG 

ELNDDTRSDSKFAYTGTEMRT 

VAEKVDAVRJVHIHSVIILRRSD 

KRKDRVEISPEQLSAASTEAER 

LAELTGRPMRVVGWYHSHPHI 

TVWPSHVDVRTQAMYQMMDQ 

GFVGLIFSCFIEDKNTKTGRVLY 

TCFQSIQAQKSSEYERIEIPMHIV 

PHVTIGKVCLESAVELPKILCP/ 

QEEQDAYRRIHSLTHLDSVTKI 

HNGSVFTKNLCSQMSAVSGPLL 

QWLEDRLEQNQQHLQEL\HQE 

KEELMQELSSLE 



BNSDOCID: <WO 0175067A3_IA> 



3004 



wo 



01/075067 



PCT/USO 1/08631 



SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Lfnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


22856 


53224 


A 


22988 


10 


988 


LICAMSWAKMAVQVVQAVQA 

VHLESDAFLVCLNHALSTEKEE 

VMGLC1GELNDDTSRSDSKLFAY 

TGTEMRTVAEKVDAVRJVH1HS 

VI1L\RRSDKRKDQVE1SPGQLSA 

ASTEAEKLAELTGHPMRVVGW 

YHSHPHITVWPSHVDVRTQAM 

YQMMDQGFVGLIFSCFIEDKNT 

RAGRVLYTCFQSIQAQKSSESL 

HGPQDFWSSSQH1SIEGQKEEER 

YERIEIPIHIVPHVTIGKACLESA 

VELPK1LCQEEQDAYWRIHSLT 

HLDSVTK1FTNGSVFTKNLCSQM 

SAVSGPLLQWLEDRLEQNQQH 

LQELQQEKJEELMQELSSLE 


22857 


53225 


A 


22989 


1 


1362 




22858 


53226 


A 


22990 


284 


542 


KLFQKKNKKSSCISDNFFFLLAI 
MVNLLQIVRDHWWHWLVPM 
GFV1GCYLDRKSDERLTAFRNK 
SMLFKSFPHRELQPSEEVTWK 


22859 


53227 


A 


22991 


272 


1241 


FPGGAACDICWVKEENGSLMS 

MKMGWKAKSCLPVTVHPRCL 

TPYSARLSSTFPL*NS1TTGP*QS 

PACKRPF*LTTC*GGSRRNSNR 

KAA*GPCSPPPPSPPPSPAT\LPR 

GPAGLQPPGVPVLPPLRPRKHY 

APGGLP\PPASLLEDDDDTFCTS 

QAMQPTAPTKLSPPALLPEKJDS 

FSSALDEIEELCPTSTSTEAATA 

ATDSVKGTSSEAGTQKLDGPQE 

SRADDSKLMDSLPGNFEITTST 

GFLTDLTLDDILFADIDTSMYDF 

DPCTSSSGTASKMAPVSADDLL 

KTLAPYSSQPVTPSQPFKMDLT 

ELDHIMEVLVGS 


22860 


53228 : 


A 


22992 


1 


3234 


MELKCVCLKNRSPSAEEQPSLL 

PEPSAQESHGGHPRSALYGRER 

LTGQPPSSPHPNPAPWASCPAVI 

DPVPIYSSVAEAYDSGTEGIPTV 

PGLR\HVESGSLRATAQRLPPER 

R V/QQRTT A PPP RQPPRRPL RA S 

LSAAPPEPREPVVAAGPEPGSL 

QRPARTALPNRPEPQAASPGTL 

VEKYAAPVATQDLLDENPCTS 

RLG V V DLQ A VLTLRKLENLRS 

GAQTPLEGGQSGRVGPHALRW 

NRGEEEGERLLC 


22861 


53229 


A 


22993 


307 | 


1906 




22862 


53230 


A 


22994 


1 


1752 




22863 


53231 


A 


22995 


588 


704 





3005 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowr», 
*=Stop codon, /=possihle nucleotide 
deletion, \=possiblc nucleotide insertion) 


22864 


53232 


A 


22996 


3219 


3407 


DQVVWTKRLQDAILVLV*EFRL 
HSPALRLCVMKQVGMSQGELE 
WGQFLKLSSRNRKRSGERI 


22865 


53233 


A 


22997 


1 


588 




22866 


53234 


A 


22998 


1 


917 




22867 


53235 


A 


22999 


I 


1692 




22868 


53236 


A 


23000 


1 


2266 


MKRIRDYYERSHANNLDNLEE 

MDELLETKNLPGLNHEETENLN 

KPITTSLSPLAGVSSTKKNTKNE 

LS1VLPFTGSILPVGFATRPRGL 

ASSNPILLHMVAFLFANGTEEL 

PVPLMTPTRQKJCVI PL! PLMVG 

LGVSASTIALGTGITG1STSVTTF 

RSLSNDFSASITDISQTLSVLQA 

LVDSSAAVVLQGQLRGLDLLT 

AEKGGLCIFLNEECCFYLNQSG 

LVYDN I KKLKDRAQKLANQAR 

QNLDSMLHGTGMKSDSDQKKS 

ENGVTLAPEDTLPFLKCYCSGH 

CPDDAINNTCITNGHCFAIIEED 

DQGETTLASGCMKYEGSDFQC 

KDSPKAHVRRTIECCRTNLCNQ 

YLQPTLPPVVIGPFFDGSIRWLV 

LLISMAVC1 I AXMIISSSCFCYKH 

YCKSISSRRRYNRDLEQDEAFIP 

VGESLKDL1DQSQSSGSGSGLPL 

LVQRTIAKQIQMVRQVGKGRY 

GEVWMGKWRGEKVAVKVFFT 

TEEASWFRETEIYQTVLMRHEN 

1LGFIAADIKGTGSWTQLYL1TD 

YHENGSLYDFLKCATLDTRALL 

KLAYSAACGLCHLHTEIYGTQG 

KPAIAHRDLKSKNILIKKNGSCC 

IADLGLAVKFN\SDTNEVDVP\L 

NTRVGTK\RYMAPEVLDESLNK 

NHFQPYIMADIYSFGLIIWEMA 

RRCITGGIVEEYQLPYYNMVPS 

DPSYEDMREVVCVKJILRP1VSN 


22869 


53237 


A 


23001 


68 


636 


GVTSNPKALLGALIAPAFASLPE 

GRGKRIQALNMFRPKNSWRLG 

LKYPPSSKEKTQVPKTLISGLPE 

RKSTTRVGEKLQSAHKMPLSPG 

LLLLLFSGATATA/APLPLEGGP 

TG\RDSEHMQEAAGIRKSSLLTF 

LA W WF E WTS\Q A SAG PL 1 G KE A 

REVARRQEGAPPVQQSARRDRM 

PCRNFFWKTFSSCK 


22870 


53238 


A 


23002 


1 


144 


GIRLPSSADWQKTEAQKRREQL 
\LLDELVALVNKRDALVRDLDA 
QEKQ 



3006 

BNSDOCID: <WO 0175087A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ 10 NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22871 


53239 


A 


23003 


2 


667 


RWNSSDPDADRTTLNHADHSS 

KJVQHRLLSRQEELKERARVLL 

EQARRDA A LKAGNKHNTNTAT 

PFCN RQLSDQQDEERRRQLRER 

ARQLIAEARSGVKMSELPPWG 

EMAAEKLKERSKASGEQNSJO. 

VDLKLK1CLLEVQPQVANSPSSA 

AQKAVTESSEQDMKSGTEDLR 

TERLQKTTERFRN P V VFSKDST 

VRKTQLQSFSQYIENRPEMKRQ 

RSIQED 


22872 


53240 


A 


23004 


1 


1437 




22873 


53241 


A 


23005 


1 


2009 


MAKPYLYKKYGNQQGVAAIPD 

VPAAWEAEPSPIPSPVLGRKPN 

ASQSLLVWCKEVTKNYRGVK1 

TNFTTSWRNGLSFCAILHHFRP 

DLIDYKSLNPQDIKENNKKAYD 

GFASIGISRLLEPSDMVLLAIPD 

KLTVMTYLYQIRAHFSGQELN 

VVQ1EENSSKSTYKVGNYETDT 

NSSVDQEKFYAELSDLKREPEL 

QQPISGAVDFLSQDDSVFVNDS 

GVGESESEHQTPDDHLSPSTAS 

PYCRRTKSDTEPQKSQQSSGRT 

SGSDDPGICSNTDSTQAQVLLG 

KJCRLLKAETLELSDLYVSDKK 

KDMSPPFJCEETDEQKLQTLD1G 

SNLEKEKLENSRSLECRSDPESP 

IKKTSLSPTSKLGYSYSRDLDLA 

KK KH A SL RQTESDPD ADRTTL 

NHADHXSSICIVQQDEERRRQLR 

ERARQLIAEARSGVKMSELPSY 

GEM A A EKLK E RSKA SG DENDN 

IEIDTNEEIPEGFVVGGGDELTN 

LENDLDTPEQNSKLVDLKLKKL 

LEVQPQVANSPSSAAQKAVTES 

SEQDMKSGTEDLRTERLQKTTE 

RFRNPVVFSKDSTVRKTQLQSF 

SQYIENRPEMKRQRSIQEDTKK 

GNEEKAAITETQRKPSEDEKGF 

KDTSQYVVGELAALENEQKQI 

DTRAALVEKRLRYLMDTGQNL 



3007 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence j 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=poss»ble nucleotide insertion) 


22874 


53242 


A 


23006 


145 


3217 


LDEYEARLTLANLDDFEEDNED 

DDENRVNQEEKAAK1TELINKL 

NFLDEAEKJDLATVNSNPFDDPD 

AAELNPFGDPDSEEPITETASPRA 

KTEDSFYNNSYNPFKEWQTPQ 

YLNPFDEPEAFVTIKDSPPQSTK 

RKN I RP V DMSK YL Y A DSSKTEE 

EELDESNPFYEPKSTPPPNNLVN 

PVQELETERRVKRKAPAPPVLS 

PKTGVLNENTVSAGKDLSTSPK 

PSPIPSPVLGRKPNASQSLLVWC 

KEVTKNYR 


22875 ; 


53243 


A 


23007 


1 


165 


RPAAPRHERRPAADHGHHRPEP 
GRGTGQKACSELPSDEACS/GIA 
IG*SLLCSACSVRSRKRQW 


22876 


53244 


B 


23008 


26 


625 




22877 


53245 


A 


23009 


325 


526 




22878 


53246 


A 


23010 


1946 


2224 


LLQWRHGLLNPINSPYNSPILPV 

QKPDKPYRLVQHLCL1YQIVLPI 

HPMVPNPYTLLSSIPFTTHYSVL 

DLKHAFFTI PLYPSSQPLFAFTW 

TDPDTHQAQQITLAVLPQCF1DS 

PHYFSQAQISSSSVTYLGIILMK 

THIGLGAVEQGVVLVGEARAA 

QEPMEWVGGSGMVGCRSRALP 

RGKAAKARREIERSAVTIVPVL 

DFNPAFHIIPDTTPDHHDCISLIH 

LTFTPFPHISFFPVPHLEHTWFID 

GSSTR 


22879 


53247 


A 


23011 


1 


1479 


MEENFIRVFFTTTTMLLLIAL1K 

QGELCESFDGKSLDGRDERVVI 

CFDAAAGLHRACSIRGEQQNL 

GTHYFTWQRLFAEVIKLGGLM 

KPKARNASSLWKEKTKNGFFS 

LETPEERQTSDLHKYQLAFRLF 

FIKYKNPAQFMAHLATTLRHFT 

ALDPESSHNFQNLFSSSHLMHIL 

SAPRLLRLYSRFVESPTVTIVPG 

PDFNPASNIIPDTTPDPHDCISLI 

HLAFTPFPYISFFPVPHPDHTWF 

1DGSSTRPNCHTPAKAGYAIVSS 

TS I IE ATA L PPSTTS RQ A EL 1 A LT 

QALTLAKGLRIN1YTD/SHILHH 

HAVLWA/E/RGFLTMQGSSHNA 

SLIKTLLQAALLPKEAEVIHCKG 

HQKASDPITQGNAYADKVPSL 

AHAPTLTLAPVLQCPLREVAGT 

EDDNGKAVLEIPSNIRKSAHVP 

VQTWKGWDPTNLLGGWT'SNL 

GGFKTLVGTVIFIIGFLLFLPCVI 

PRI I JCAI KTL VETTVSRQIIQTI LL 



3008 



BNSDOCID: <WO 0175067 A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 

LUUUM 1UI |JCLMIUC 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22880 


53248 


A 


23012 


854 


1777 




22881 


53249 


A 


23013 


27 


496 




22882 


53250 


A 


23014 


1 17 


210 




22883 


53251 


A 


23015 


124 


414 




22884 


53252 


A 


23016 


3 


627 




22885 


53253 


A 


23017 


I 


567 




22886 


53254 


A 


23018 


44 


551 


GGGRRSAPLQLGFMSRQAKDD 

FLRHYTVSDPRTHPKGYTEYKV 

TAQFISKKJDPEDVKEVVVWKR 

YSD\FRK\LHGD\LAYTHRNLF\R 

RLEEFPAFP\RAQ\VFGRF\EASV 

DSRER\RKGAEDLLRFTVH1PAL 

NNSPQLKEFFRGGEVTRP\LEVS 

RDLH 1 LPPPLIPTPPPG 


22887 


53255 


A 


23019 


25 


488 




22888 


53256 


C 


23020 


9 


119 




22889 


53257 


A 


23021 


52 


241 




22890 


53258 


B 


23022 


4 


402 




2289! 


53259 


A 


23023 


249 


984 


GSTM YKMN 1CNKPSN KTAPEK 

SVWTAPAQPSGPSPELQGQRSR 

RNGWSWPPHPLQ1VAWLLYLF 

FAVIGFG1LVPLLPHHWVPAGY 

AVSLGKRRAGPWNPFLSVSAET 

ILPQCMGAIFAGHLVVHLTAVS 

IDPADANVRDKSYAGPLPIFNR 

SQHAHV1 EDLHCN LCN VD VS A 

RSKHCSACNKCVCGFDHHCKW 

LNNCVGERNYRLFLHSVASALL 

GVLLLV/LGGHICLRGVLCQPH 

ASAHQPTL 


22892 


53260 


A 


23024 


2 


224 




22893 


53261 


A 


23025 


111 


1368 


QQPSGSGALARGSGLPPRPGRL 

P A RS P VQKRKGG WPKG K KRNP 

PRDL A V\R VPTTG YM IFLN EQRS 

QLRATHPDLPFTEIMKMLAVQ 

WAQLSQDKKGRKYAGKALGV 

TPPPSALTPVALIEEPKQLDIQSL 

PFQPILDRLKIKDKRQLVPSYLG 

GMHTVTEGLAGRQVLLQQVQ 

GGAWESAFLTCPWAMAAAAP 

G PTLTM LQPSIS A VG FSQMAMG 

PHVQGRASKLSIYVNPRRQLST 

TTAMGDELNDLYCGTSRQLFSS 

LCNKKEPAAKAAPAAPLSSPGP 

PALGHAGHGRQLLLERSLTLFH 

LYELLKYPRASPGLWPPRVWM 

PHSLTCGTFWVPMIMMRFCAH 

VASGLLRPPFNQVFAHLSPAQG 

RHPGENGIIVLTSRAAVRJRCSS 

CSRSLTGNLKKILPRTQSTWSL 

WRKRRDK 



3009 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SKQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/540 2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \— possible nucleotide insertion) 


22894 


53262 


A 


23026 


2 


405 




22895 


53263 


A 


23027 




391 




22896 


53264 


A 


23028 


3 


463 




22897 


53265 


A 


23029 


74 


466 


FAFNMPEPAKSAPAPKKGSKK 

AVTKAQKJGXjKKRKRSRKESY 

SVYVYKVLKQVHPDTGISSKA 

MGIMNSFVNDIFERIAGEASRL 

AHYNKRSTITSREIQTAVRLLLP 

G\EL\AKHAVSEGTK\AVTKYHQ 


22898 


53266 


A 


23030 


168 


597 


KEETDFLFWFCHYCFIMPELAK 

SAPAPKKGSKKAVTKAQKKDG 

KKRKRSRKESYSVYVYKVLKQ 

VHXPDTGISSKAMGIMNSFVTTF 

FEVRJAGEASRLAHYNKRSTITS 

REIQTAVRLLLPGELAKHAWSE 

GTNAWTKYTSSK 


22899 


53267 


A 


23031 


18 


321 


FTATWLNQEVGIVGKYRTRYG 

VSLQKMVKKIEISQYAKYICSFL 

WQNSKMKRRAVGIWCCG/SCM 

KTVKVSSSRNHIVWTYNTTSAV 

TVKSTIRRLKQLKDQ 


22900 


53268 


A 


23032 


12 


445 


FTCRSHVSEVEERCVEAPGLLG 

SRSITGFSLHSKQAKRTKKVGIV 

\GKYGNPLWGPSLR\KMVKK\IE 

ISQHAQVHFALFCGKTKMKRR 

AVGIWHCGSCMKTVXAGGAWT 

\YNTT\SAVTVKSAIRRLKJEFERP 

SRTLLYSLRTSLGL 


22901 


53269 


A 


23033 


3 


175 




22902 


53270 


C 


23034 


378 


434 




22903 


53271 


A 


23035 


1 


578 


MVRCVRLVEAGSVVRYLSTSIC 

RPVVDAGSRALCLQEWADSQQ 

VKEKQYSSRDVQRAAALNIYR1 

PPSSRKPALCPTPRDRLEYDEDR 

LEHIAYVRARELHTLEVTGLET 

VAQSKAHVASLEGLIPEDKVVL 

LAGSPLQNEATLGQCGVEALTT 

LEVVGRRLGASL/HTSASKHTM 

VRALTYCSSREETFTAI 


22904 


53272 


C 


23037 


236 


379 




22905 


53273 


A 


23038 


178 


534 


VVQKTEPRLCFAVSPPFSCSLPL 
PSLFPHSPLLGRPKRQAKPAAD 
EGFWDCSVCTFRNSAEAFKCSI 
CDVRKGTSTRYLKICVTWVVV 
VI*QVFIEHTAICALGVQWYKD 
RPGPCSYGA 



BNSDOCtD: <WO 0175067A3_iA> 



3010 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide j 
deletion, \= possible nucleotide insertion) 


22906 


53274 


A 


23039 


44 


1012 


VGGGGVQPSMTMGDKKSPTRP 

KRQAKPAADEGFWDCSVCTFR 

NSAEAFKCSICDWRKGTSTRKP 

RJNSQLVAQQVAQQYATPPPPK 

KEKKEKVEKAGQKRKPEKRPR 

KFSP/SVVTKKNTNKKTKPKSD\ 

ILKDPPSXEANSIQSANATTKTSE 

TNHTVSRPRLEKRGTGGIAQQFG 

QLTVG\NVTVIITDFK\EKTRSSS\ 

TSSSTVTS\SAGS\EQQNQRQLR 

GFRGATDKGSLPVPPNPKGRPC 

QAVNDESFLKLAHGNCGKLWN 

SGVWKFQNLPPAHACLHPWEN 

LSCGTSTSLVDCCQDNFLLCHG 

HSWPPRDFRHPDDYSGHF 


22907 


53275 


A 


23040 


1 


626 


MAGCRNPCKAESHRSKSLLSEA 

ESLFREAESQHDRGSKNAGHR 

DESVEVWLSLLSSSQTRAEIER 

QSRGKQWLRHLLRDTEGPKET 

VRPELATRAAMDVAEVEFLAE 

KELVTIIPNFSLDKSYLIGVDNIP 

KADEI RTLVKDI WDTRIAKLRV 

SADSFVRQQEAHAKPDNLTLM 

ErNPSGTFLTQA LNHTYK/LRTN 

LQPSESTQSQDF 


22908 


53276 


A 


23041 


1 


951 


MDAAEVEFLAEKELVTIIPNFSL 

DKI YLIGT WELK Y REIR WLSQG 

PHGKPHADPGSSILQNSSGPSG 

VRTNGKSKPWEPFVAEEFAHQ 

FH ES VLQSTQKALQK H KG S V A 

VLSAEQNHKVDTSVHYMPELQ 

SSSRAPPPQHNGQQEPPTARKG 

PPTQELDRDSEQEQEEDDEDGE 

DEEEVPKRKWQGIEAVFEAYQ 

EHIEERTLERNRSSTAADKAQL 

LAANRQGHGQPTDPASDNIPKA 

DEIRTLVKDMWDTRIAKLRVS 

ADSFWRQQ E A HAKLXDNLTALM 

EIHTSG\TFLTQALNHMYKLRT 

NLQPLESTQSQDF 


22909 


53277 


A 


23042 


1 


626 


MAGCRNPCKAESHRSKSLLSEA 

ESLFREAESQHDRGSKNAGHR 

DESVEVWLSLLSSSQTRAEIER 

QSRGKQWLRHLLRDTEGPKET 

VRPELATRAAMDVAEVEFLAE 

KELVTIIPNFSLDKSYLIGVDNIP 

KADEIRTLVKD1 WDTRIAKLRV 

S ADS F V RQQEA HA KPDN LTLM 

EINPSGTFLTQALNHTYK/LRTN 

LQPSESTQSQDF 



3011 



BNSDOCID: <WO 0175O67A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /—possible nucleotide 
deletion, V= possible nucleotide insertion) 


22910 


53278 


A 


23043 


2 


642 


RPRRLLRDAEGPEETVRLWPAA 

RAAMDAAEVEFLAEKELVTIIP 

NFSLDK1YLIGGDLGPFNPGLPV 

EVPLWLAITMLKQRQKCRLLPPE 

WMDVEKLEKMRDHEVRKEETF 

TPMPKPFTTLELT\KLLLNHASD 

NIPKQDEIRTLVKDMWDTRIAK 

LRVSADSFWRQQEAHAKLADN 

LTVLMEIHTSGVTFLTQALNHMY 

KLRTNLQPLESTQSQDF 


2291 1 


53279 


A 


23044 


3 


1038 


TSSMAAGCSEAPRPAAG\SDGS 

LVGQAGVLPCLELPTYAAACA 

LVNSRYSCLVAGPHQRHIALSP 

RYLNRKRTGIREQLDAELLRYS 

ESLLGVPIAYDNIKVVGELGD1Y 

DDQGHIHLN1EADFVIFCPEPGQ 

KLMGIVNKVSSSHIGCLVHGCF 

NASIPKPE\QLSAEQWQTMEIN 

MGDELEFEVFRJLDSDAAGVFCI 

RGKLNITSLQFKRSEVSEEVTEN 

GTEEAAKKPKKKKKKKDPETY 

EVDSGTTKLADDADDTPMEES 

ALQNTNNANGI WEEEPKKKKK 

KKKHXQEVSRTQDPCFSQGQLT 

S\SGYQSDHKKKKKICRKHSEEA 

EFTPPLKCSPKRKGKSNFL 


22912 


53280 


B 


23045 


82 


323 





3012 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide j 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22913 


53281 


A 


23046 


3 


1624 


QLEIRAPTADEIHVTVGEARNLI 

PMDPNGLSDPYVKLKLIPDPRN 

LTKQKTRTVKATLN P V WN ETF 

VFNLKPGDVERRLSVEVWDWD 

RTSRNDFMGAMSFGVSELLKA 

PVDGWYKLLNQEEGEYYNVPV 

ADADNCSLLQKFEACNYPLEL 

YERVRMGPSSSPIPSPSPSPTDPK 

RCFFGASPGRLHISDFSFLMVLG 

KGSFGKVMLAERRGSDELYAI 

KILKKDVIVQDDDVDCTLVEKR 

VLALGGRGPGGRPHFLTQLHST 

FQTPDRLYFVMEYVTGGDLMY 

H IQQLGKFKEPHA A FY A A EI A I 

GLFFLHNQGI1YRDLKLDNVML 

DAEGHIK1TDFGMCKENVFPGT 

TTRTFCGTPDY1APEIIAYQPYG 

KSVDWWSFGVLLYEMLAGQPP 

FDGEDEEELFQAIMEQTVTYPK 

SLSREAVAICKGFLTKHPGEAP 

GASGP*WGNLTIRAHGFFPLGF 

DWERLERLEIPASFSRPRPCGRS 

GENFDKFFTRAAPALTPPDRLV 

LASIDQADFQGFTYVNPDFVHP 

DARSPTSPVPVPVM 


22914 


53282 


A 


23047 


1 


1522 


MLRAPRQATRDHHFAHIDIVQV 

TCFRYLRRSALAPAPAMPSPVR 

VDRGSFPPVAGGNHTRRRGGTP 

QEGVTRJEALAFFDVVATTGAE 

MM WSNFFLQE EN RRRG A AG RR 

RAHGQGRSGLTPEREGKVKLA 

LLLAAWAPRWRCCPWAPSSG 

WTQHLQGQRQRRVRSGPTWG 

CGRRAPSGCGRRTCPWTGTPA 

APRSCPEASERNSEHPALICTLP 

QPHMLKRRARRAPGSMAPPLP 

RPPQAASVPVFPPDWEPLESRA 

RSKSPLHSQHRPAQETGRHSRP 

RTSTRKRQQKH STEK ATHTPER 

APKPQTRENMPKGRAQGSPAPR 

DUN PASRHQKTSN DKRSTH DT 

HKTRKDSQTRRKKTRNNEKQQ 

PDR/IGPQ1IAYQP/YGKSVDWW 

SFGVLLYE/MLAGQPP/FDGEDE 

EELFQA1MEQ/TVTYPKSLSREA 

V AIC/KGCGRSGEN FDK/FFTRA 

APALTPPDRL V/L A SI DQADFQG 

FTYVNP/DFVHPDARSPTSPVPV 

PASSPTRPQLLENKFGC 



3013 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SCO ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ m NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22915 


53283 


A 


23048 


505 


2345 


SI WGMVMMNPTPSS1TLRRMM 

SLFPASLTTKYGGFY1NSGTLQF 

RQASESEDDF1KJEKKKKSPKKR 

KLKEGGEKIKJCKKKDDTYDfCE 

KKSKKSKFS1CAGFTALNASKEK 

KKKKYSGALSVICEMLKKFQKE 

KEAQKKREEEHKPVAVPSAEA 

QGLRELEGASDPLLSLFGSTSD 

NDLLQAATAMDSLTDLDLEHL 

LSESPEGSPFRDMDDGSDSLGV 

GLDQEFRQPSSLPEGLPAPLEKR 

VKELAQAARAAEGESRQKFFT 

QDINGILLDIEAQTRELSSQVRS 

GVYAYLASFLPCSKDALLKRA 

RKLHLYEQGGRLKEPLQKLKE 

AIGRAMPEQMAKYQDECQAHT 

QAKVAKMLEEEKDKEQRDR1C 

SDEEEDEEKGGRRIMGPRKICFQ 

WNDEIRELLCQVVK!KLESQDL\ 

ERNNKAQ\AWEDCVKGFLDAE 

VKPLWPRGWMQARTLFKESRR 

GHGHLTSILAKKKVMAPSKIKV 

KESSTKPDKKVSVPSGQIGGPIA 

LPSDHQTGGLSIGASSRELPSQA 

SGGLANPPPVNLEDSLDEDL1R 

NPASSVEAVSKELAALNSRAAG 

NSEFTLPAPSKAPAEKVGGVLC 

TEEKRNFAKPSPSAPPPASSLQS 


22916 


53284 


A 


23049 


1 


379 


AYRNFTSASDVWSYG1VMWEV 

MSYGERPYWDMSNQDXPNTAL 

LDPASPEFSAVVSVGDWLQA1K 

MDRYKDNFTAAGYTTLEAVVH 

VNQEDLARIGITA1THQNKILSS 

VQAMRTQMQQMHGRMVPV 


22917 


53285 


A 


23050 


1 


123 




22918 


53286 


A 


23051 


«■> 
j> 


221 




22919 


53287 


C 


23052 


80 


379 




22920 


53288 


A 


23053 


71 


924 


afsvnssnswekla*sqk:clqv 

nylslssasylp/cmtcppsapl 

n li sn vnets vn l e wsspqntg 

grqdisynvvckkcgagdpsk 

crpcgsgvhytpqqnglkttk 

vs1tdllahtnytfeiwavngv 

skynpnpdqsvsvtvttnqaap 

ssialvqakevtrysvalawle 

pdrpngv1leyevkyyekdqne 

rs y rj v rt a a rntdi kg ln plts 

yvfhvrartaagygdfseple 

vttntgnkdhpdsvtseaifiiq 

lnp1tvkskelsvifgsadillq 



3014 

BNSDOCID: <WO 0175067A3_IA> 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ot first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


22921 


53289 


A 


23054 


1 


1102 


MRWLLKWERKYTLYSSGVLK 

HKNLLESLLGQFLGPPAQRFDS 

AGGVRPKNDGRFTVIQLVGML 

RGIGSGMKYLSDMSYVHRDLA 

ARNILVNSNLVCKVSDFGMSR 

VLEDDPEAAYTTRGGKIP1RWT 

APE A I A YRKFTSAXSDV WS YG 1 V 

MWEWMSYGERPYWDMSNQD 

VIKAIEEGYRJLPPPMDCP1ALHQ 

LMLDCWQK£RSDRPKfGQIVN 

MLDKLIRNPNSLKRTGTESSRP 

NTALLDPSSPEFSAVVSVGDWL 

QAIKMDRYKDNFTAAGYTTLE 

AVVHVNQ/EVSTQRCNTKGDL 

ARIG1TAITHQNKILS\SVQAMR 

TQMQQVMHG RM V PRLSTVLN K 

LKTLEISLPHPCTLIEELHFFNFV 


22922 


53290 


A 


23055 


148 


3229 


N AFRFH LLNPAGESHDRLQDLL 

SAVRSPTKRQEQRWHRRTMAG 

1FYFALFSCLFGICDAVTGSRVY 

PANEVTLLDSRSVQGELGWIAS 

PLEGGWEEVS1MDEKNTPIRTY 

Q VCN VMEPSQNN WL RTD WI TR 

EGAQRVYIE1KFTLRDCNSLPG 

VMGTCKETFNLYYYESDNDKJE 

RFIRENQFVfCIDTIAADESFTQV 

DIGDR1MKLNTEIRDVGPLSKK 

GFYLAFQDVGACIALVSVRVFY 

KKCPLTVRNLAQFP 


22923 


53291 


A 


23056 


57 


450 


VGDCLTSRGMSWVQATLLAR/ 

ALCRAWGGT/CRGALTGTSISQ 

VPRLAPVRGLHCSA/ASVSSEQS 

LVPSPPEPRQR/PPGGERDKASF 

LQTVQKFADTSVVDSGHIDFIY 

LALRKMREYGVERDLAVYNQL 

LNIFP 



3015 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


22924 


53292 


A 


23057 


89 


1502 


vgdcltsrgmswvqatllarg 

lcrawggtcgaal/sqeppslr 

slaslprglhcsaaahsseqvxl 

vpsppeprqegpprllvpfegpv 

lgqgaglgergqgrafl/ldgc 

rn lrtts v ricrg ph/ v d l fy la 

lrkmrjenygverg/dlavymql 

lnifpkevfrprniiqrjfvhypr 

qqecgiavleqmenhgvmpnk 

eteflliqifgrksypmlklvrl 

klwfprfn4nvnpfpvprdlpqd 

pvelamfglrhmepdlsarvti 

yqvplpkdstgaskippkph1vg 

hracmsphqeskksrssk:aal\ 

arhnps\rpvf\vegpfslwlrn 

kacvyy\hilra\dllppeeegk 

wkrtpeewe\lyyp\rqldley 

vrsgxwdnyefdineveegpvf 

amcmagahdq\atm\vkwi\q 

gpagdqpqtlaqnppwsfrjlrr 

vqpgelpdillqgwrsp/hpar 

gpprkktttckrqqqgpelv 


22925 


53293 


A 


23058 


1 


2517 




22926 


53294 


A 


23059 


1 


927 


II VVEFVSRGLARAPSGPAVFSH 

LAMARLPLRGVRWGCLLTAVH 

PEPPTACREKQYLINSQCCSLCQ 

PGQKLVSDCTEFTETECLPCGE 

SEFLDTWNRETHCHQHKYCDP 

NLGLRVQQKGTSETDTICTCEE 

GWHCTSEACESCVLHRSCSPGF 

GVKQIATGVSDTICEPCPVGFFS 

NVSSAFEKCHPWTSCETKDLW 

VQQAGTNKTDVVCGPQDRLRA 

LWVIPIIFGILFAILLWLVFIKKV 

A KKPTNKA PH PKAQVEPQE FN F P 

DDLPG/SSNTAAPVAGRJFTWG 

GQPV\TQEDGQRESHFSCRERQ 


22927 


53295 


B 


23060 


24 


439 




22928 


53296 


A 


23061 


1 


582 




22929 


53297 


C 


23062 


1 


2607 




22930 


53298 


A 


23063 


248 


430 


ATNYTREQDSMWNCVR*GRTT 

ATTHSVTQRTDERQRRADTAL 

TLADYRNTSVTGVFAGLF 


22931 


53299 


A 


23064 


776 


1426 




22932 


53300 


A 


23065 


284 


598 


VFRLLRGQKSEPGKSRPKAL*N 
KPANTPVQSHISLYAAGIINSDS 
KVR*SCRQSSARQSGSYL*TSPR 
S PQN RQQTG E I T AT V I A FG RTRR 
TAPDITPHPASAR 


22933 


53301 


A 


23066 


3139 


3792 





3016 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide | 
deletion, \=possible nucleotide insertion) 


22934 


53302 


A 


23067 


2 


830 


GVPNMAAPQDVHVR1CNQEIV 

KFDLEVKALIQDIRDCSGPLSAL 

TELNTKVKEKFQQLRHRJQPVL 

YQRAFIWTASTFFFKJLTYSLTDF 

SSTQHDFNSPTTPVTFSDLVEQL 

AKEQDKESENQLLLQEVENHK 

KQMLSNQASWRKANLTCKIAI 

DNLEKAELLQGGDLLRQRKTT 

KESLAQTSSTITESLMG I S RMM 

AQQVQQSEEAMQSLVTSSR'tlL 

DANEEFKSMSGT1QLGRKLITK 

YNRVRELTDKLLIFLALRLFLAT 

VLYIVKKRLFPFL 


22935 


53303 


A 


23068 


1231 


1458 




22936 


53304 


B 


23069 


1 


2133 




22937 


53305 


A 


23070 


722 


957 


VFRLLRGQKSEPGQKQAKSTLE 
QTSEYPSNRG1PIIRQSECSIRTPL 
PFVRALRD*VRGCGCAPLSSVD 
SFFCCTEAL 


22938 


53306 


A 


23071 


2 


1137 


VPNMAAPQDVHVRICNQEIVKJF 

DL\E V KA PI QDI RD\C SG PL S\ A L 

TELNPKVKEKFQQLRHRPTGP/ 

VEQLAKEQDKESEKQLLLQVEV 

EN HKKAQM LQQFRPS WEGKLN 

SSPGKICNSDNLEKA ELLQGGD 

LL RQRKTTK E\S LA QTS STITVES 

LMG/ISGRMMAQQVQQSEEAM 

QSLVTSSRTILDANEEFKSMSGT 

MQLGRKLITKYNRRELTDKLLIF 

LALALFLATV\LYIVKKRLFP1F 

VRFPKVPVLAPFNSLFSGICPWF 

PEAPRLPKAEAHTPLRFAPQLP 

CRLGWEHQCPPLFLQSSWLVK 

GEQSPWEEGPGIGMPPLGTYEP 

PPSHHCALWEAAAAWSTLKSE 

PPRTRMPLLSPAPIVPLNARSGG 

GKREER 


22939 


53307 


A 


23072 


64 


665 


RVRGGEAELAMAAAEEEVSGAP 

NVPNRERGGAGRPKTPFECN1C 

LETAREAVVSVCGHLYCWPCL 

HQWLETRXPERQECPWCKAGIS 

REKVVPXLYGRGSQEAPRIPELK 

TPPPPPRGQR\PAPESRGGF\QPF 

GDTGGFHF\SFGVGAFPF\GFFT 

TVF\NAHEPFRRGTGVDLG\QG 

HPSLQLGKEFPLPGFSAIFFLFW 



BNSDOCID: <WO 0175067A3JA> 



3017 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22940 


53308 


A 


23073 


1 


416 


MQRRRRRRLLLLPPRRQTDRAL 

PPPPSPGSMPPPLPPPP/PPARGG 

GLRPGDGLYPK/PSPARRGSGA 

RTSWCTMCAPPSTSAPRASRRP 

RPSSCATRPPTSKPPPA\GHAPH 

PPPRDLGGGLDSGVQSDGVLQ 

HLQRPGH 


22941 


53309 


A 


23074 


1 


1713 




22942 


53310 


A 


23075 


1305 


1538 


LKVKRNCTSS*SPTIGHD*QSNL 
SLPPSDFAKPPFPFSLLRCSKFR 
KLKAAYRKRKKGHKSSLSLSV 
KINKTAAANK 


22943 


53311 


A 


23076 


49 


355 




22944 


53312 


B 


23077 


253 


471 




22945 


53313 


A 


23078 


1267 


1497 


LKVKRNCTSS*SPTIGHD*QSNL 
SLPPSDFAKPPFPFSLLRCSKFR 
KLKAAYRKRKKGHKSSLSLSV 
KINKTAAANK 


22946 


53314 


A 


23079 


3 


1237 


HEVAGAVPGAIMDEDYYGSAA 

EWGDEADGGQQEDDSGEGED 

DAEVQQECLHKFSTRJDYIMEPS 

IFNTLKRYFQAGGSPENVIQLLS 

ENYTAVAQ\AVNLLAE\WLIQT 

GVEPVQVQDTVEYHLKSLLIKH 

FDPRIADSMFTEEGETPAWLE\Q 

MIAHTTWRDLFYKLAEAHPDC 

LMLNFTVKLISDAGYQGEITSV 

STACQQLEVFSRVLRTSLAT1LD 

GGEENLEKNLPEFAKMVCHGE 

HTYLFAQAMMSVLAQEEQGGS 

AVRRJDQEVQRFAQEKTVLTQE 

AIITVKGVSLSSYLEGLMASTIS 

SNASKTIVAAMSNLVPPVELAN 

PENQFRVDYILSVMNVPDFDFP 

PEFYEHAKALWEDEGVRACYE 

RSNEYQLIDCAQYIFVLEMQVP 

CCEEAQSHPGQHGGVQVGRN 


22947 


53315 


A 


23080 


1358 


1589 


LKVKRNCTSS*SPTIGHD*QSNL 
SLPPSDFAKPPFPFSLLRCSKFR 
KLKAAYRKRKKGHKSSLSLSV 
KINKTAAANK 


22948 


53316 


A 


23081 


33 


458 


GITGSTDASGVTMKFNPFVFSD 

RRKNRKRHVNAPSHVRRKIMS 

SPLSKELRQKYNVRSMPIRKDD 

EVQVVRGHYKGQQIGKVVHV 

YRKKYVIYIERVQREKANG/DK 

DRKKILERKAKSRQVGKEKGK 

YKEELIGKMQEY1EP 


22949 


53317 


A 


23082 


1 


576 




22950 


53318 


B | 


23083 


37 


276 





3018 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


22951 


53319 


A 


23084 


124 


549 


NNSLSSPVQADVYFPRLIVPFCG 

HIKGGMRPGKKVGVMG1VDLN 

PKSFAFNLTCGDSEDPPADGAIE 

LKAVFTDRQLLRNSCISGERGE 

EQVSNPLLSIHSTTMPFRVEILC 

EHXHCFRWF VDGHQLFDF YH PH 

SNRYLAI 


22952 


53320 


A 


23085 


1 


215 


QGFI K PPLKEEN FTLPPPGKFGP 
PKGSLNSPPS/PSSP*SPGGGILLL 
VYYLYRALFQKGCKEAAWLEY 
PLT 


22953 


53321 


A 


23086 


533 


983 


PWGPGCNKRWPCLAKDPPPTP 

QSSGVGQPFGGAEPAGAYIRTG 

PHLGPPPPPPPDSSTNLHSPNPS 

DDGADTPLAQSDEEEERGDGG 

AEP\G\PAASSGPLAYRPDPAGY 

SPTSRPPGPSPEPLG/AEDPDSLL 

ASRAPRGGNGWWDCGTLS 


22954 


53322 


A 


23087 


1422 


1670 


NRYIDKTGWAWWLTPVIRHFR 
RPRWVDCLRLGVREQPGQHSKI 
KSLQKNAKMSQAWWHAPVDP 
ATWKADAGGSLEPGSLRLQ 


22955 


53323 


A 


23088 


2 


663 


VLLDERSAALDGAKRDGTLAL 

AAGALCREARAAQVFFLKGGY 

EAFSASCPELCSKQ/INVSANCP 

NHFEGHYQYKSILCGMTTHKA 

DISSWFNEAIDFIDSIKNAGGRV 

FVHCQAGISRSATICLAYLMRT 

NRVKLDEAFEFVKQRRSIISPNF 

SFMGQLLQLESQVLAPHCSAEA 

GSPAMAVLDRGTSTTTVFNFPV 

S 1 PDHSTNS A LS YLQSLITTSSHC 


22956 


53324 


A 


23089 


3 


206 





3019 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22957 

i 


53325 


A 


23090 


982 


2252 


LFLEKRRPALGPENRQRAPQGR 

STLGALRPAMVMEVGTLADAG 

GLRALVLGERAAQLPACLDCRS 

FF\AFNAGHIAGSVNVRFSTIVR\ 

RRAKG\A1GALE\HIVPNAELR\G 

RLLAGAYHAVVLLDERSAG\LD 

GAKRDGTLALAAGRA/LCREA 

RAAQVFF/LSKGGYEA\FSASCP\ 

ELCSKQSTPMGLSXLSLSTSVPD 

SAESGC\SSCSTP\LYD\QGGPVE 

ILPFLYLGSAYHASRJCD\MLDA 

LGHRLPWINVLSQIVPNHFVEGH 

\YQYKSI P VEDNHKADISFWFNX 

EAIDFIDS1KNAGGRVFVHCQA 

GISRSATMCLAYLMRTNRVKLD 

EA\FEFVKQRRSIISP\NFQLHGA 

SLLQFEFPRMLGPALFRAEAGK 

PRQMAVL\DRGT\STTTVFNFPV 

SIPVHSTNSALSVPFRAPLTDLS 

QLVERPTGR 


22958 


53326 


A 


23091 


13 


287 




22959 


53327 


A 


23092 


1 


492 




22960 


53328 


A 


23093 


1 


636 




22961 


53329 


A 


23094 


1 


506 


PTRTWTRG RI PRLS AQPSRG A R 

GTMADPRVRQIKIKTGVWKRL 

V\KEKVLYEKEPKQ\QEEKIEKM 

RAEDGENYDIKKQAEIL\QES\R 

MMIP\D\CQRR\LEAAYLDLQRI 

L EN E KDL/EK E AEE YKE A RVL V L 

DSVKLESLKLFSYGVVFALKPR 

GPILQSIIFDHVLCVQV 


22962 


53330 


A 


23095 


I 


786 




22963 


53331 


A 


23096 


183 


1059 


VLGAFIWQGLDPSPETAFTDHR 

ATEWGTNDQSLCLNSP*\DAPS 

AKHEYQASVSGSVSSKPEIDLQ 

LYDEVRDQDVPVKRNFARIVV 

NVSDTNDHAPWFTASSYKGRV 

YESAAVGSVVLQVTALDKDKG 

KNAEVLYSIESGSHPPYKTAAD 

VLLKAPPPGWRPTNTKPVHSTE 

AQPTQNQRTQQKHNQGASRSP 

RHSFATSTRAGAGICGCKTRRW 

MTRWMEESRGSLQTLPSTRLEP 

GSSAAWLDPEEQAQSLQFSSQE 

APFLGEGGENHIKGVPHGTKES 

QQQPLNHRSSL 


22964 


53332 


A 


23097 


1 


1224 




22965 


53333 


A 


23098 


1 


660 





3020 



BNSDOCID: <WO 0175067A3_IA> 



WO 0.1/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22966 


53334 


A 


23099 


129 


595 


LFPRLLSCLTTPPHCSFSICFVIC 

SRTLILKGSSLMYVFCLPNTAIV 

MALSPRGWRSKFGMPWHSKPT 

WIMTL*FPLEKTGALSLTSDTS 

M FT V V V LTLGG LPL S E A * T/G G 

NYDSHFDVDKGTGTIIVAKPLD 

A EQKSNYN LTVE ATDGTTT1 LT 


22967 


53335 


A 


23100 


1 


1782 


MAAR1EVIHELSIRLLLMKTDL 

DAATAALLNVQPAKSGDNTSG 

APFPGKISQTLLKDPKNGYHVV 

FALAGSPKDADDTSIYMFYQK 

VGDNSIDSWKNAGRVFKDSDK 

FDANDPILKDQTQEWSGSATFT 

SDG K1RLF YTD YSGKH YG KQSL 

TTAQVNVSKSDDTLK1NGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTFEKSNEAADHFKHGGGATIK 

GRVADNGKPQLSSLTYIDIRVIE 

ESIYPPA1LPLEIFITASGEEYSGG 

VIGKIHATDQDVYDTLTYSLDP 

QMDNLFSVSSTGGKLIAHKJCLD 

IGQYLLNVSVTDGKFTTVAD1T 

VH I RQVTQEM LNHTI AIRF AN L 

TPE EF VG D Y W RNFQRAL R\N 1 L 

GVRRNDIQ1VSLQSSEPHPHLDV 

LLFVEKPGSAQISTKQLLHKINS 

S VTDI E EIJG VRIL1M VFQKLC AG 

LDCPWKFCDEKVSVDESVMST 

HSTARLSFVTPRHHRAARQQXR 

G PPLHNP A DT* TTARK YNCDKR 


22968 


53336 


A 


23101 


184 


13958 


AMGRHLALLLLLLLLFQHFGDS 
DG SQRLEQTPLQFTHL E Y"N VT V 
QENS A AKTY VG H PVKMG V Y IT 
HPA WE V RYKIVSG DSENLFKA E 
EYILGDFCFLRIRTKGGNTAILN 
REVKDHYTL1VKALEKNTNVE 
ARTKVRVQVLDTNDLRPLFSPT 
SYSVSLPENTAIRTSIARVSATD 
ADIGTNGEFYYSFKDRTDMFAI 
HPTSGVIVLTGRLDYLETKLYE 
MEI LA ADRGM KL YG SSG ISSMA 
KLTVH I EQANECA 


22969 


53337 


C 


23102 


56 


331 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=LJnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22970 


53338 


A 


23103 


2249 


2680 


GEFLKTREFS1YFLEKYTTFPGE 

NLEHGFWDSSTSPPVLLHPGIPA 

SRJ/PVSSIFTKVPPKKSATKP/PV 

SIWGAPPLGPPGFWGCCPTGEQ 

RGVCHPSEPHPPVVDFRKKPPF 

LC VSLSLIN 1 F KSNKF L LTTCN L 

V1FYTCSL 


22971 


53339 


A 


23104 


739 


1672 


CQEAASEFGGPLHTPAMFLRRL 

GGWLPRPWGRRKPMRPDPPYP 

EPRRVDSSSENSGSDWDSAPET 

MEDVGHPKTKDSGALRVSRAA 

SEPSKEEPQVEQLGSKRMDSLK 

WDQPISSTQESGRLEAGGASPK 

LRWDHVDSGGTRRPGVSPEGG 

LAGVPGPGAPLEKPGRREICLLG 

WLRGEPGAPSRYLGGPEECLQI 

STNLTLHLLELLASALLALCSRP 

LRAALDTLGLRGPLGLWLHGL 

LSFLAALHGLHAVLSLLTAHPL 

HFACLFGLLQALVLAVSLREPN 

GDEAATDWESEGLEREGEEQR 

GDPGKGL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


22972 


53340 


A 


23105 


122 


2437 


RJLELKLPLWTMRFTEMELLGH 

LSI FKJTG KQKQLTRTAPG PSGQ 

LRSNQTTGNSLEPSGQPRSSQTT 

GNSLEPSGQPRSSQTTGNSLEPS 

GQPRSSQTTGNSLEPSGQPRSSQ 

TTGNSLEPSGQPRSSQTTGNSLE 

PSGQPRSSQTTGDSLEPSGQLRS 

NQTTGDSVQPNNREQPGTVRS 

APLQPNNREQPGTVRSAPLQPN 

NRGQRPTKQQGTTWNRQVSSA 

PTKQQGTARXPSGQPRSNQTTG 

NSLEPSSQLRSNQTTGDSVQPN 

NREQPGTVRSAPLQPNNRGQRP 

TKQQGTARVPSGQPCSNQTTGN 

SLEPSSQLRSNQTTGDSVQPNN 

REQPGT1RSAPLQPNNRGQRWD 

RQVSSAPTKQGTALGPSG\SSAP 

TKQQGTALEPSSQLRSNQTTGN 

SLEPSGQPRSNQTTGNSREPSSQ 

LCSNQTIGNSQDRQVSSAP/IQT 

TGNSQDRQVSPAPTKQQGTAG 

NRQVSST/PIQTGNSVQPNNREQ 

PGTVSGAM/VWVATPVKGPAR 

VETSAHKVSAAGLPKKKT/QPG 

VTGGAPRLTLNTVLPKHSRTPS 

RHEAGSTQALYHNGQAQYALS 

FPHEAAPMAAFYVVTGIEVTTA 

LTLEEAPCTVEITTALTLEEPPC 

TVFWNKTERNTRTLVQDKGSN 

TKGFVQTATCCFRADCKASRPS 

PHPPSPHREWTSDLRHKQVSKF 

PGAHRLPGHPELPIQEAWDRGE 


22973 


5334i 


A 


23106 


605 


813 


LF VFINFREN PALLRWVA Y AR\TI 
NVYPXNFRPTPKNSLMGALCGF 
GPLIFI Y YIIKTER VSIQTRCL VF 


22974 


53342 


A 


23108 


273 


936 


AYSNKVPSWNQKAXPSPTKPAG 

TLIFDFPAVKTVRNKFVFFINYP 

VSGYTEDLKKFLKPYTLEEQKN 

LTVCPDGALFEQKGPVYVACQ 

SPI SL LQ ACRG MNDLDFG Y SQR 

NPCILVKMNR1IGLKSEGVPRID 

CVSKNED1PNVAVYPHNGIIDL 

KYFPYYGEKLHVGYLQPLVAV 

QVSFAPNDTGKEVTVECKIDGS 

ANLKSQDDRDKFLGRVMFKIT 


22975 


53343 


A 


23109 


104 


478 


ETEVGGLVEASMSHNCTTALQ 

PGQHSQKENLQNKPIPGREKY* 

VSIEFELIYFP^YCQVGYLQPL 

VAVQVSFAPNNTGKEVTVECKI 

\DGSANLKSQ\DDRDKFLG\RV 

MFQNHSTVHSMSRVSSTE 
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SEO II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first j 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


22976 


53344 


A 


23! 10 


3 


903 


LLSPVRAHTMTKNEKKSLNQSL 

AEXWKLFIYNPTTGEFLGRTAAS 

WGLILLFYLVFYGFLVAALFSFT 

MWVMLQTLNDEVPKYRDQIPS 

PGLMVFPKPWTALEYTFSRSDP 

TSYAGYIEDLKKFLKPYT\LEEQ 

KNLTV\CPDG\ALFEQKGPVYV 

ACQFPUSLLQACSGMNDPDFG 

YSQGNPCILVKLNRIIG\LKPEG 

VPRIDLCFKRMKJDIPNVAVYSX 

HNGM1DLKYFPYYGKKTAMF/ 

VGIYQPIGLLVQVSFAP*QPLGK 

EVTVE/CAK1DGSSQPKKVQDD\ 

RDKVFGDEFMFQIHSTVH 


22977 


53345 


A 


23111 


467 


931 


SRDSRRGTPLAGGRGRDFAGQ 

MG HRVQG RHGSRG RLPSG DAR 

VNAERAEPVGAGAGGPGGGSS 

VRGFCGRSWSEA/RGRRRAGG 

GVH\!EP\RYRQFP\QLTQIPRCSQ 

SERFSGLMWFWIRWRFWHDP 

K\KVLGHFPV/YPDPSQWTD\EE 

L\GIPPDD 


22978 


53346 


A 


23112 


I 


390 


VTIPTSLAELQGLPH1RVFLDNN 
PWVCDCHMADMVTWLKETEV 
VQG KDR LTC A YPEKM RNRVLL 
ELNSADLDCDPILPPSLQTSYVF 
LGIG*ALIGAIFLHYRNNGPLTIS 
SEGGLASLLCKDSRGVPLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


22979 


53347 


A 


231 13 


3 


1653 


PQRIQRGVPTRGEEVAPGRRQE 

EEREQERGAERPDPPCVLSGGK 

GRGNRPLREAPGGEGVSQVPA 

A A PLPRFH E RK VFFFQTLPP A R 

ALRAQPPEPSERAPSQPSSGETR 

AAMPGGCSRGPAAGDGRLRLA 

RLALVLLGWVSSSSPTSSASSFS 

SSAPFLASAVSAQPPLPDQCPAL 

/C ACRSE A A RT VKC V\NRN LTE 

VPTDLPAYVRNLFLTGNQLAVL 

PAGAFARRPPLAELAALNLSGS 

RLDEVRAGAFEHLPSLRQLDLS 

HNPLADLSPFAFSGSNASVSAPS 

PLVEL1LNHIVPPEDERQNRSFE 

GMVVAALLAGRALQGLRRLEL 

ASNHFLYLPRDVLAQLPSLRHL 

DLSNNSLVSLTYVSFRNLTHLE 

SLHLEDNALKVLHNGTLAELQ 

GLPHIRVFLDNNPWVCDCHMA 

DMVTWLKETEVVQGKDRLTC 

AYPFKMRNRVT T FI MQ ADT nr 
DPILPPSLQTSYVFLGIVLALIGA 
IFLLVLYLNRKGIKKWMHNIRD 
ACRDHM EG YH YRYEIN ADPRL 
TNLSSNSGCLEEILEDRPRTTLH 


22980 


53348 


A 


23114 


288 


877 


ASRLSLPTRTSMRSSSSTSPSSSS 

SSSSLCRFLLNSRVTDAAFNFLL 

VWYYCTLTI RESILINNGSRWG 

RAGPEGGEHGMGCQGPSGKGR 

EQGAGG*WWVFCSRV\KGWW 

VFHHYVSTFLSGVMLTWPDGL 

MYQKFRNQFLSFSMYQSFVQF 

LQYYYQSGCLYRLRALGERHT 

MDLTVGESGVALASGHSPFLPS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=$top codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22981 


53349 


A 


231 15 


1 


1273 


MAPLHS1LGNRVGLCQASVRA 

CPGATVSSQCRASLRSRLAWRG 

SELPANRGRTWPGPGGLRLQA 

APRLAYLGRATLLVLTPYYDLP 

PNVRFTSMPASPHTYFLVLGAP1 

FLLLRSTWSYYHACRPEYATPN 

DRNTTYLAISGPTRRTYDVATF 

AYKDEYEKFICLYLT1ILILISFTC 

RFLLNSRVTDAAFNFLLVWYY 

CTLTIRES1LINNGSRPDGLMYQ 

KFRMQFLSFSMYQSFVQFLXQY 

YYQSGCL\YRLRALG\ERHTM\D 

LTV EG FQS W\M WRG LTFLL PFL 

FLW/YNSGQLFNALTLFKPGPR 

DPQLQGVGRCLCCGFPFLIALFL 

GNFFTTLRVVHHKFHSQRHGS 

KKDLRLG LSPCRPRRG FL VP VC 

FWEGDWEGAPSSVRVSGGLFY 

SPLGFMGRCGPGKEDPGPSCPQ 


22982 


53350 


A 


23116 


238 


398 




22983 


53351 


A 


23117 


1 


386 




22984 


53352 


A 


231 18 


13 


580 




22985 


53353 


B 


23119 


39 


1171 1 




22986 


53354 


A 


23120 


381 


795 


PPSSICAPSSKGPAK1VCIYWALI 

LQSNEVTITEDKFNNLIKAAAV 

TVEPFWPSFFAKALASVNIGSLL 

CNAGVG/SMAPAACTAQAGGP 

ATSTTA ASASFRN HN PRJ APKFR 

GVLAHEQYLSERATWVWAPNP 

NPKSLF 


22987 


53355 


A 


23121 


1 


960 




22988 


53356 


A 


23122 


2 


3952 




22989 


53357 


A 


23123 


1058 


1494 


KSVRLVVN/YLRTQKAVVRVSP 
EVPLQNILPVICAKCEVSPEHVV 
LLRDNIAGEELELSKSLNELGIK 
ELYAWDNRRVPSAVPMQGPWP 
AEHFLQVNEQPPAGSPSPCPSSS 
SSSSGLRGGMQTANGPACALTP 
TCAQTDCPCPTSH 


22990 


53358 


A 


23124 


195 


398 


TDSSSALQPQHRGRPALRQRTP 
PRRSP/SPGLSPPRGASPAS\SGA 
PARGVAFGGDEPPIGAEAMYSK 
P 


22991 


53359 


A 


23125 


2 j 


155 




22992 


53360 


A 


23126 


1 


339 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22993 


53361 


A 


23127 


150 


1017 


LGRWRQDQVPHGLECRSQSEW 

SCTDSRQHSSSVYSDSRRQEIGK 

MRYVSVRDFKGKVLIDIREYW 

MDLKRLPRKPRTGEAGSGSLSS 

PGADTPVEAAVTWRLGLGSVD 

VGSFRAWQRGKSAAVGHTVSP 

RWPRWQGGDSSALSMASLSTL 

TCSWGLRYSALSPTTSAQREEG 

SALYRHLSPPSLRFYPTVKWAT 

LAITRPRPPAPRSHSHHPQPRAL 

CPVWVLFQHPKTHGENLGDRW 

KEGSALVSSKGTPAKLSSGRIR 

NALQNTLGEVSVARIQTHRGIF 

VETTEARL 


22994 


53362 


A 


23128 


1 


584 


APIECGGIPSLPVLCQSRANDQE 

GVRLLEPSEAMPKSKELVSSSSS 

GSDSDSEVDKKL1CRKKASLL/P 

ENPVKK\QKTGETSVRALSSF*TE 

PASSRDDNMFQIGKMYRYVSXA 

RDFKG KS A * FDIREY WMDPEG E 

MKPERKG 1 SLNP\QQ WEPSLKE 

Q1SGPLIDASKKTCKISEPILIKPC 

TVPVVLICLVTVAVCF 


22995 


53363 


A 


23129 


186 


687 


LLWARGLGRAKSAVPTVSTML 

GLPWKGGLSWALLLLLLGSQIL 

LIYAWHFHEQRDCDEHNVMAR 

YLPATVEFAVHTFNQQSKDYY 

AYRLGHIFNSWKEQVESKTVVF 

SMELLLGRTRVWEYLKTTIDNC 

HFQESTELNNTFTCFFTISTRPW 

MTQFSLLNKTCLEGFH 


22996 


53364 


A 


23130 


232 


402 


LFKAWECFFLIFLQVV1TRLKLD 

KDRKK1LERKAKSRQVGKEKG 

KYKEETIXEKMQE 


22997 


53365 


A 


23131 


637 


758 


NVEEKNRKKILERKAKSCQIVK 
KEKGEYKEETIGTMRECGL | 
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SKQ II) 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22998 


53366 


A 


23132 


1 


1095 


I VFLLYLETCLEVMDDKPNPEA 

LSDSSERLFSFGVIADVQFADLE 

DGFNFQGTRRRYYRHSLLHLQ 

GAIEDWNNESSMPCCVLQLGD1 

IDGYNAQYNASKKSLELVLW\Q 

FKRRKGPVHHTWGNHEFYNFS 

REYLTHSKLNTKFLEDQIVHHP 

ETMPSEDYYAYHFVPFPKJFWFI 

LLDAYDLS/ALGAWDQSSPKYG 

GSVWK1LEGSHNPXNTGNWNSS 

SRDFSEA/RSLFQFNGRVSAQEQ 

LNWLNEVLTFSDTNQEKVVIVS 

HLP\LYPGPPFDNVCLAWNYRD 

ALAVIWSHECV\GVSLLGHTHD 

GGYSEDPFGVYHGXN LEG VIET 

APDSQRJFGTVHVYPDKMMLKG 

RGRVPDRIYELQGKEEPSHC 


22999 


53367 


C 


23133 


235 


382 




23000 


53368 


B 


23134 


63 


293 




23001 


53369 


A 


23135 


160 


330 




23002 


53370 


B 


23136 


1 


870 




23003 


53371 


A 


23137 


2 


1013 




23004 


53372 


A 


23138 


1 


1552 




23005 


53373 


B 


23139 


120 


1034 




23006 


53374 


A 


23140 


1 


584 


RTRGRRSLAFLLLAERGAAAA 

VLWSGCRRFRARLGCLPGGLR 

VLVQTGHRSLTSCIDPSMGLNE 

EQKEFQNAAFDFAAREMAPNM 

AEWDQKELFPVDVMRKAAQL 

GFGGVYIQTDVGGSGHVRLDT 

SVIFEALA\TGCTSTTAY\IRHPQ 

CPQSQHSFVQEGGTHYKAGHL 

CCRQWGPRACLPPGRPCHRGA 


23007 


53375 


A 


23141 


2 


412 




23008 


53376 


A 


23142 


47 


487 




23009 


53377 


A 


23143 


77 


459 


GWKGIEHTLGRCLEAQGVINY 

RMLLSWHRWLVAHPVF*SFSCE 

VGPVGQS*RMTMLHCRHSDPV 

AKLRLSCRRGDFASVVVLCPPPQ 

RLRTLKHFLFFGGLPLSIDFVMT 

VDFCCHLHLTDFSSNFGF 


23010 


53378 


A 


23144 


1 


304 


KVAGSPSPTPAGQQVLDVNSCL 

DSSVLDSSFLTFSGLHAE/AEGS 

TGGPAALAYLGLKTLCTSQQAF 

AGQMKSDLFLDDSKSDLEEPW 

ELRKEGAPRSRDRE 


23011 


53379 


A 


23145 


1 


207 




23012 


53380 


A 


23146 


1 


3009 




23013 


53381 


A 


23147 


3 


298 




23014 


53382 


A 


23148 


1 


636 




23015 


53383 


A 


23149 


1 


795 





3028 



BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ II>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23016 


53384 


A 


23150 


125 


1527 


SSPRQQTQ L A R V H P/DG R AQ/L A 

PSCLPGLGLCPLPVCPPVCNCPA 

CPCHEHCGEAP*GVA\AKRGAL 

RVHPHPSCGGPRAMTVTLHGQ 

DVLMLPGDLVGLQHDAGPGAL 

LHCSPAPGH PG PQ A P Y LS AN AS 

SWLPHLPAQLKGTWACPACAL 

RL L A ATEQ LT V LLGLRPN LG LR 

LPGRYEVRAEVANGVSRHNLS 

CSFDVVSPVAGLRV1YPAPRDG 

RLYVPTNGSALVLQVDSGANA 

TATARWPGGSVSARFENVCPA 

LVATFVPGCPWETNDTLFSVVA 

LPWLSEGEHVVDVVVENSASR 

AN LSLR VTA EEPICGL R ATPSPE 

ARVLQGVLVVLLAGSSGYLVG 

FKFLESHGSDSGSANSFHCL1SQ 

NEFKTLLPDLTRAPRYSPVVEA 

GSDMVFRWTINDKQSLTFQNV 

VFNVIYQSAAVFKLSLSADSAP 

RPRWRLQSPRVGRLSPDPGFFG 

SPGPCQPRLQAFLI 


23017 


53385 


A 


23151 


648 


1387 


ASTQSLL A WCPA WLS 1 PSTWPS 

SFSSGCPG/CKAQPVYEVSRSSY 

VYLEGRCLNCSSGSKRGGYTFT 

LTWLGRSGEEEGCAS1PLSPNRP 

PLGGSCRLFPLGAVHALTTKVH 

FECMGWHDAEDAGAPLVYAL 

LLQRCRQGHCEEFCVYKGSLSG 

YGAVLPPGFRPQFEVGLAVVV 

QDQLGAAVVALNRSLAITLPEP 

NG S AMG LT V WLHG LTASVLPG 

LLRQADPQLVIEYSLALVTVLN 

ETYTESL 


23018 


53386 


A 


23152 


2 


654 


DKH1WLSIWDRPPRSCFTR1QRA 

TCCVLLICLFLGANAVWYGAV 

GDSAYSTGHVSRLSPLSVDTVX 

AVGLVSSVVVYPVYLAILFLFW 

MSRSKVXAGSPSPTPAGQQVLDI 

DSCLDSSVLDSSFLTFSGLHAEV 

INTLADHQHRGTDFGGSPSVLII 

TVSLRSYKFAISLCTTYLWVINT 

LADHRHRGTDFGGSPWLLIITV 

FLRSYKFAISLCTTYLC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23019 


53387 


A 


23153 


2 


4072 


SRDPAGSYHLNLSSHFRWSALQ 

VSVGLYTSLCQYFSEEDMVWR 

TEGLLPLEETSPRQAVCLTRHL 

TAFGASLFVPPSHVRFVFPEPTA 

DVNYIVMLTCAVCLVTYMVM 

AAILHKLDQLDASRGRAIPFCG 

QRGRFKYEILVKTGWGRGSGT 

TAHVGIMLYGVDSRSGHRHLD 

GDRAFHRNSLDIFRIATPHXSLG 

SVWKIRVWHDNKGLSLALGFL 

Q\HVIVRDLQTA\QSTFFLVNDW 

LSVETEANGGLVEKE 


23020 


53388 


A 


23154 


I 


10922 


MPPAAPARLALALGLGLWLGA 

LAGGPGRGCGPCEPPCLCGPAP 

G AACRVNCSGRGLRTLGPA LR1 

PADATALTAMAKADGDVKKY 

GSKRGALALTHGHSLLRDVSH 

NLLRALDVGLLANLSALAELDI 

SNNKISTLEEGIFANLFNLSEINL 

SGNPFECDCGLAWLPRWAEEQ 

Q VRV VQPEA ATCAG PG SLAGQ 

PLLGIPLLDSGCGATLVGPHGPL 

ASGQLAAFHIAAPLPVTATRWD 

FGDGSAEVDAAGPAAS 


23021 


53389 


A 


23155 


3887 


14184 


HVLCAWVTYMVMAAILHKLD 

QLDASRGCA1PFCGQRGRFKYE 

ILVKTGWGRGSGTTAHVGIHA 

VWGGQPERPPAPGTATEPSTAT 

VWDIFQIRHPAQPGVACWKIRV 

FGTTTKGSALPRFPCSTSSSGTC 

RRHAAPSSWSMTGFRWRRRPT 

GAWWRRRCWPRVRPRSVFPLR 

HAALLRFRRLLGAELQRGFFDK 

HIWLSIWDRPPRSYFTHIQRATC 

CVLLICLFLGANAVWYGAVGD 

SAYSTGRVSRLNPLSVY 


23022 


53390 


A 


23156 


1 


442 


GGASGMGGITVASTVNQXSLLSP 

LVLEVDP\N1QAVRTQEKEQIK\ 

TLNNKFASFIDKVRFLEQQNKM 

L ETK WSLLQQQ KTARSN M DN 

MFESYfNNLRRQLETLGQEKLK 

LEAEFTTWGPPLPMPPATKQFN 

CFFFLVQNKTSASSANVK 


23023 


53391 


A 


23157 


1 


497 




23024 


53392 


C 


23158 


208 


422 
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SEQ »> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23025 


53393 


A 


23159 


81 


1339 


ELSSPRSSFSAPSRISAWFGPPAS 

TPASTMSIRGTQKSYKGSTSGP 

RAFKQAAS*QRSGPGFRJSSSSF 

SRVGSSNFRGGLG\GGYGGASG 

XMGGITAVTVNQ/SRALLSPLVL 

EVDPNIQAVRTQEKEQIKTLNN 

KFAS\FI\DEVGFLEQQNKMLGT 

KWSLLDQQKTA\RSNM\DNMF\ 

ESYINNLRRQLETLAQEKLKLE 

AELGNMQGLVEDFKNNYEDXEI 

NKSTETENEFVLIKKDVDEAYI 

NELYEEEIRELQSQ1SDTSVVLSI 

DNSRSLDTDSIIAEVKTEISEMN 

RNISWLQAETEGLKGGRISLEA 

GIADAEQRRELVIKDANAKLSE 

LEAALQQTKKLLEVMENMSIHT 

KTTSGYAGGVSLAYGGLTGSG 

LSYGLSSSSRSGAGSSSFSRTSST 

RAMVVKKIKTRDGKLLTLSLR 


23026 


53394 


A 


23160 


1 


651 


MTAFNSGKVDIVAINDPFIDLN 

YMVYMFLYDSTHGKFHGTVK 

AENGTLV1NGNPITMFQDQDPS 

KI KWAP/L AKVIHDNFG 1 1EGFM 

TTVHTITATQTINGPSGKLSRDG 

CRALQDIIPVSTGAAKPVGKVIP 

ELNGKLTGMAFHVPTANVSVA 

DLTCRLEKPA/KYDDIKK\NTHS 

STFDAGAAIVLKDHSVKLISWY 

DNEFGYSNRVVHLMAHNASKE 


23027 


53395 


B 


23161 


1 


382 




23028 


53396 


A 


23162 


3 


1151 


ASAHASAVRQSAAIFFCVASRA 

HIAETPLGKVKVGVNGFGRJGR 

LVTRAAFNSGKVDIVAINDPFID 

LNYMVYMFQYDSTHGKFHGT\ 

VKAENGKLV1NGNPITAFQE\RD 

PSKIKWG\DAGAEYRRGSPLGV 

FNQPWRKAGGSICKGGSQKGSS 

ISAPSAECPPCFVMGCEPMKKY 

DKQAFKI\ISN\ASCTNQLL*HPL 

AKG*FHDNFGNSLEGLHDHKS 

M A IT ANPRKT V D\G PSRG KL W P 

LMGRGAL\QNIIPASTG\AAKAV 

GKVIPELNGKLTGMAFRVPTAN 

VSVVDLTCRLEKPAKYDDIKK 

VVKQASEGPLKGILGYTEHQV 

VSSDFNSDTHSSTFDAGA\GIAL\ 

NDHFVKLISWY\DNEFGYSNRV 

V\DLM\AHMGFQGS 


23029 


53397 


A 


23163 


160 


236 




23030 


53398 


A 


23164 ■ 


931 


1 124 




23031 


53399 


A 


23165 


132 


303 
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SEQ ID 

[MO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 

— ^lOp COUUll, / — pOSsliHC 11 lit. I LO I 1 (J e 

deletion, V=possible nucleotide insertion) 


23032 


53400 


A 


23166 


20 


171 




23033 


53401 


A 


23167 ! 


1008 


1262 


HELQCSLLPVRHATAGHTNGQ 
NRJLHWGHVAHSNYGAALKTN 
GVEVR+FTAAIARCDGNPYESF 
RKDVRADFQTRIDAIVRCLPK 


23034 


53402 


A 


23168 


732 


1162 


RC H EKG RKGHQA PTG STRPDG 
TLS ACRSCQQGQG M PA SAG VP 
ARQMGSTGNLPHLV*PYFLGLS 
SKLAQHTG* LHKKR 


23035 


53403 


A 


23169 


2 ! 


1093 




23036 


53404 


A 


23170 


236 


496 




23037 


53405 


B 


23171 


22 


3084 




23038 


53406 


A 


23172 


305 


522 


LRDGRGSMSSSSPNSASGSAICP 
ASSVMPETVSVSRVMPNVTKP 
A/MTAKQTRJRNQMVAITYIES 
DAWNRSYQ 


23039 


53407 


A 


23173 


177 


386 




23040 


53408 


A 


23174 


3 


200 


GAVAPMHPLAHPVPGAAAQPP 
PA*QPATPCHQPA*GQPAPPDV 
PG EPS AGRSLH HAHICLA PNEQ 


23041 


53409 


A 


23175 


171 


535 




23042 


53410 


A 


23176 


190 


505 


VPTDRIRTRLTSVCKRRCEVHQ 

LEDRPFEVYQVA/PRRD*SFETS 

VWNHMRKQ/PPLDVRQLAS*N 

VLHRQLDIMDSAVASMYSIHLS 

1KMGIGFSGVTTVVKGTPK 


23043 


5341 1 


A 


23177 


349 


1272 




23044 


53412 


A 


23178 


518 


1451 


VSSSIIMFGPLSQFPRQQVGSSV 
KRPSNVVCPGLMFSFFSSAA*IP 
**PLI*QPGV 


23045 


53413 


A 


23179 


2436 


2894 


TSPDVLRAGPRVPSVQGTSPSQ 

SCPGQRPHGPNSKAYGR/LSVM 

AQYYCNVIPVLE/VPPSAFTPPP 

KVDSAVV/RLVPHATMPHPVK 

DVRVLSRITTEAFNQRRKTIRNS 

LGNLFSVEVLTGMGIDPAMRA 

ENISVAQYCQMANYLAENAPL 


23046 


53414 


A 


23180 


1846 


2557 


IPVSERQGSDWRFFSVYVVNKA 

GGLIYQLDSYAPTGLRLEKTF\S 

YPLDLLLICLHDERVLVAFGQR 

GRHPEWGHAVLVAINGMDVNG 

R YTA D\G KK V LEY LG\N P\A N Y P 

V\SYLFAQPRL\TSNDKLMLAL 

MFHSLFA!GSQACLP\EQGKPQG 

IENAWKTDTFKLH\CYQTLT\GI 

KFVVLADPRQAGIDSLLRKJYE1 

YSDFALKNPFYSLEMPIRCELFD 

QNLKLALEVAEKAGTFGPGS 


23047 


53415 


C 


23181 


34 


225 




23048 


53416 


B 


23182 


105 


381 




23049 


53417 


A 


23183 


1 


837 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23050 


53418 


A 


23184 


3 


744 


HEASCRSERRRQMADFDTYDD 

RAYSSFGGGRGSRGSXAGGHGS 

RSQKELPTEPPYTAYVGNLPF\N 

TVQGDIDAIFKDLSIRSVR\LVR 

DKVTGKFK\GFCYVEFDEV\DSL 

K\EALTYD\GALLGDRSL\RVDF 

A KG RKTK I R V A FGFVRKGGPDD 

R\G F RDDFXLG G RG G SR PG D\RR 

TGPPMGSR\FRD\GPPLRG\SN\M 

DFREPTEEERAQRPR1QVLKPRT 

VWRPLNQVANPNSAIFGGARPR 

EEVVQKEQE 


23051 


53419 


C 


23185 


1 


1038 




23052 

* 


53420 


A 


23186 


1 


1486 


MGRNQSRICAENSICHESTYSPP 

KDHSSSQAMEQSWTENGFEKL 

GFRRKEALYYLDLTASCQSQEL 

FQLYAGMSVVGTSMPVQAVCP 

YCGNRIITVTTFVPGALTWLLC 

TTLFLFGYVLGCCFLAFCIRSLM 

DVKHSCPVCQRELFYYHRLRQ 

M EL A SS A RTV V A PSRPC AGREG 

RGDANGKNSSPTAGSAMSSEPP 

PPPQPPTHQA\GVGLLDTPRSRE 

RSPSP\LRGNVVP\SPLPTRRTRT 

FS\ATVR\ASQGPVYKGV\CKCF 

CRSKG/HIGFMYPPAGWAGPDIF 

PGTSLDVGRGSYWPSGKGDEV 

TLLKCAPfPTPKNEVKLAGPWEV 

VHHSPWHPGTVKHET\WSG\HVI 

SFLGGLVESTPLSLCFVGDFAG 

RRQQTLEDDILPH ETGLQRGNG 

PSQVSPGGKGYGGAGVGCGVF 

PAISTAYGPLOOPLHHLKSIKSH 

LKRRGAHWWLSGGSNPIPGSGS 

RVGISSQLAQTHGLNPQNPSSS 

WSWRPQIPRSGPLAA 


23053 


53421 


A 


23187 


2 


617 




23054 


53422 


A 


23188 




993 




23055 


53423 


A 


23189 


779 


1210 


AAAGSEAGRRRGADPTRGPHV 

LPGSRQRRP/PIFPSLDLSGFFLF 

CSEFCPEIKSTNPGISIGDVAKE 

KKKLGEMWNSLNDSEKQPYFT 

KAAKLKEKYEKDVADYKSKG 

KFDGAKGPAKVARKKVEEEDE 

QEEEEEEEEEEEEDE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/54(1,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23056 


53424 


A 


23190 


1 16 


522 


KAPYSTNSLSLPPFPILFMGSGY 

RKGPTFQEPKPLPGAAARGPGC 

DPTQPPRHSAPRDHGPPVSPRCS 

PRPARPRASPAWLPPRAPTPPSP 

PAPAAAPRSCRGHARASSGRSG 

TTATPRRRRGGLWNQSPMDIK 

G 


23057 


53425 


A 


23191 


1 


152 




23058 


53426 


A 


23192 


1 


676 


MWSAGRGGAAWPVLLGLLLA 

LLVPGGGAAKTGAELVTCGSV 

LKJLLNTHHRVRLHS\HDI\TYGS 

GSGQQ\SVTGVEASDDANSYW 

RJRGGSEGGCPRGSPVRCGQAV 

RLTHVLTGKNLHTHHFPSPLSN 

NQEV\SAFGE\EGEGDDPGTLW 

TV RCSGTA/H WERE A A V RFQH 

VGTFWFLSVTGEQYGSPIRGQH 

EVHGMPQCQXQHNTWKAMEGI 

F1KPSVEPSAGHDEL 


23059 


53427 


A 


23193 


1 


1044 




23060 


53428 


A 


23194 


1 


1083 


MTATLAAAADIATMVSGSSGL 

AAARLLSRNSFLLPHNGIRHCAY 

TA/SLRQHLYVDKNTKIICQGFT 

GKQG/TPFHSQQALEYGTKLVG 

GTTPGKGGQTHLGLPVFNTVK 

E A KEQTG ATG\S VI Y V PPPFA A A 

AINEA1E\AEIPLVVC\YPRG1PQP 

GLGHSSSHKTCGPGKDKAYWG 

PNCPGVMNPGECKIGIMPG/HIF 

HKKGRIGIVSTSGTLTYEAGH/Q 

TTQKLGLGQSLCVGIGGDP\FN 

GTDFTDVCLEILFERFLPQEGHLI 

G\EIGGNA\EENAAEILEPLYSGS 

KF/ARPVVS\FIAGLTAPPGRRN 

GVMPGAIISGREKVGAKRERSS 

ALQSAGVVV\SMSPCTAGEPRF 

YKEFEICREDRL 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^lfnknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


23061 


53429 


A 


23195 


1173 


21 10 


FFTELEET1LKFIWNQKRACISK 

ARVNTNDKSGGITLPDFKLYNE 

A1VAKTTWYWYKSRHIDQEKR 

REEKKE*KKDPSVPETLKKKQR 

NFTELK1QCLSKKFAQKMLQTA 

RRKLIYEKVKHCHKEYRKMYR 

TE1RMARMATKAGNFYVPAEP 

KLAFVIRJRG1NGVSPKVRKVLQ 

LFLLYQIFNGAFVKLNKASINM 

LRJVEPYIA/WRYPNLKSVNELI 

YKCGYGKFNKK*1ALTDNALTA 

RSLGKYGIICREDLIHEIYTVGK 

CFKEANNFLWPF/K/LSSPRGGM 

KKKTTHFVEGGDAGKREVQ1N 

RL1RRMN 


23062 


53430 


A 


23196 


3 


571 


GTMEGVEEKKKEVPAVPETLK 

KKRRMFAELK1KRLRKKFAQK 

MLRKARRKL1YEKAKHYHKEY 

RQM Y RTVEIRM A\RM A RK\AGN 

F\YVPARTOIWRFVIR\IRGINGS 

EPQRFRKVLQLLRPFVKIFNG/T 

PFVKLQQGFRFNMLRDCRSHIL 

AWG\YPN\LKSVMELIYK\RGYG 

QNQFDLHFPTEKRSHPGSQ 


23063 


53431 


A 


23197 


2 


340 


PRVRPRVRDSKMASVGEVSGP 

QYPVKDKKLL\EVQTGGSFPSW 

\ILMRGPSSPSGIFG\AFQRGLLR 

GTYNKY1\NVKKGSDLGGFTMV 

L\ACY\VLFSYSFSYKHLKH\ER\ 

LRKYH 


23064 


53432 


A 


23198 


2 


48 


PRVRLRC*MVDEYCGCEWGK* 
LNGGRVLWM 


23065 


53433 


A 


23199 


123 


693 


QACIMREYKLVVLGSGGVGKS 

ALTVQFVQGIFVEKYDPTIEDS 

YRKQVEVDAQQCMLEILDTVAG 

TEQFTAMRDLYMKNGQGFALV 

YSITAQSTFNXDLQDLREQILRV 

KDTDDVPMILVGNKCDLEDER 

VVGKEQGQNLARQWNNCAFL 

ESSAKSKIYVNEIFYDLVRQIMR 

KTPWPGNKAPQKSPSCQLL 


23066 : 


53434 


A 


23200 


461 


1422 


SPHGEPLLGQCRREMWGWSLH 
TESPLGXQWGSQILKJLQNDLL 


23067 


53435 


A 


23201 


232 


331 


TPL*K\VLRGVMAVTVVTPQTG 
IIAIPDPHHEWGSTGYPRLPA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54G\2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


23068 


53436 


A 


23202 


5 


1223 


GLDSGPESGLRAQPGLLAGKRK 

MSVLRRMMRVSNRSLLAF1FFF 

SLSSSCLYF1YVAPGIANTYLFM 

VQARGJMLRENVKTIGHM1RLY 

TNKNSTLNGTDYPEGNNSSDYL 

VQTTTYLPENFTYSPYLPCPEKL 

PYMRGFLNVNVSEVSFDE1HQL 

FSKDLD1EPGGHWRPKDCKPR 

WKVAVLIPFRNRHEHLPIFFLHL 

IPMLQKQRLEFAFYVVEQTGTQ 

PFNRAMLFNVGFKEAMKDSV 

WDCVIFHDVDHLPENDRNYYG 

CGEMPRHFAAKXDKYMYILPY 

KEFFGGVSGLTVEQFRK1NGFP 

NAFWG\WGGEDDDLW\NRV\H 

Y AG Y\N VYTRPEG DLG K YKS 1 PH 

HHRGEVQFLGRYKLLRYSKER 

QYIDGLNNLIYRPKILVDRLYT 

NISVNLMPELAP1EDY 


23069 


53437 


A 


23203 


78 


495 


CTFEKAPPFQLGRGRMVPAKK 

GGEKKTGRVAINEVVTREYT1NI 

HKRJHGVGFKJCRAPWALKEIR 

KF A M KEMGTPD VRJ DTRLNKA 

VWAKG1RNVLYR1HVRLSRKR 

NEDEDSPNKLYTLVTYVTVTTF 

KNLQTVMVDEN 


23070 


53438 


A 


23204 


138 


360 


KNQKRQLSGGHCADQTSLVLA 
RLAPLF\PTTMSDKPDMAEIEKF 
DKSKLKKTETQEKNPLPSKETT 
EQEKQAGKS 


23071 


53439 


A 


23205 


145 


728 


KRQPTSAMKDPSRSSTSPSirNE 

DVIINGHSHEDDNPFAVEYMWD 

GKMEGRNFNR\QIGRRELWGR 

KDVFLNRCFPKE\MLGEEGKEG 

ALNWVLFPSFEILPHQTMGPNP 

RTSFNDPCLSSDGSFSWEDLVV 

KS\NLNPNAKEFVPGGEVRKYL 

SRRGPLLVDVAQFPHCEGSIRR 

LNCKSSLGHCVTLYA1AQSFC 


23072 


53440 


A 


23206 


530 


707 




23073 


53441 


A 


23207 


1 


515 


MDFSKVPPHAAFRAQPPPALT 
WGLAKGSGRGAGEGGERPDRR 
R/P A A RTGTPA WRPAGRRRLPP 
RSPPPAPVPVRPALPHPVRPGKE 
TG KTRRRRHYSPG RPLRG A A A 
AAAAAAVAQTASPSWAEGGRS 
GAGGSAESPAFSSPALPCPEGLL 
CPSAVPVPSKQSVSEVLAIF 


23074 


53442 


A 


23208 


3 


713 




23075 


53443 


A 


23209 


1 


704 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23076 


53444 


A : 


23210 


2 


1631 


GLPRRPTRPPTRSGVSPPWPGPH 

SGVLFPLLLHCTGSLSQAVLTQ 

PSSLSASPGXASVKLTCTLRSDIN 

VGSPFIYWYQQKPGSPPQFLLR 

YKSDSDNQQGSGVPSRFSGSKD 

ASANAGILLISGLQSEWRDDYY 

CQ A WDSSTA H SDTG RCG 1 VGRP 

PVRQCWPLLLLGLAMVAHGLL 

RPMVAPQSGDPDPGASVGSSRS 

SLRSLWG RLLLQPSPQRADPRC 

WPRGFWSEPQSLCYVFGTGTK 

VTVLGQPKANPTVTLFPPSSEEL 

QANKATLVCL1SDFYPGAVTVA 

WKADGSPVKAGVETTKPSKQS 

NNKYAASSYLSLTPEQWKSHR 

SYSCQLQWGLGLGASQGGFLY 

EPVSQCVVFGGGTKLTVLGQP 

KAAPSVTLFPPSSEELQANKAT 

LVCLISDFYPGAVTVAWKADSS 

PVKAGVETTTPSKQSNNKYAA 

SSYLSLTPEQWKSHRSYSCQKP 

NHASHGTSRMPSVSAPVSGLKS 

CWSGTGDRSALGQMPGPCHGI 

PDPMQQ A SDSGQPKA A PLG SL 

CSKPSSEELSGQQGPHWCVS 


23077 


53445 


A 


23211 


1 


959 


VFLLLYLVAMPDPAKSAPAPK 

KGSKKAVTKAQKKDGKKRKR 

SRKESYSVYVYKVLKQVHPDT 

GISS\KAMGIMNSFVNDIFER1\A 

GEASRLAHYNKRSTITSREIQTA 

VRLLLPGELAKHAVFIENLLNY 

RKYLVKSSEKDRNYPCPLPGLK 

SKVDICTPYCLLLLPQPRHYPG 

KDTKEETEDFPNSPPPIMREEDK 

RYTTVMGPCLRQAALEGELLA 

CPVMEDQQANWVHEPITFNTF 

KEIRKSIRENGPASPFTRGLIEVI 

ADSSDLVASTQKLTQPKETPSA 

PYND1SDLTNQDSWFIGFPPIWN 

AGETDLSMNKTT 


23078 


53446 


A 


23212 


3 


463 




23079 


53447 


A 


23213 


74 


464 




23080 


53448 


A 


23214 


41 


490 




23081 


53449 


A 


23215 


2 


369 


PD PA AN A PA A A KPAAAKA LP V 

FLLLLSGGAGPAHPMRAPGC*G 

ELGYTEQLFQFLQATAQEEGIF 

E YTDPKL A ISA V WTFRDLG VLQ 

QTPSPAGPRLHLSPTFASLDNQE 

KLEQFIRQF1CS 


23082 


53450 


A 


23216 


124 


301 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23083 


53451 


A 


23217 


-» 


2426 


PGVLSTATFRESGLSPCSKLKJHP 

GPRGRLQYSPPTAGQGRLENG 

AGHPQSTGPVATLSVAEYGTQ 

GGASGPAR1PIGSRGCLLAGRA 

EASLWSSGFGMKLEAVTPFLG 

KYRPFVGRCCQTCTPKSWESLF 

HRSITDLGFCNVILV1CEENTRLF 

SWALLRVLKLLFLNVQLHKGQ 

MKMVQKAAQQVGQVGTSLWL 

SPEQGLPLVLLSTHKTLLDGILL 

PFMLLSQGLGVLRVAWDSRAC 

SPALRALLRKLGGLFLPPEASLS 

LDSSEGLLARAVVQAVIEQLLV 

SGQPLLIFLEEPPGALGPRLSAL 

GQAWVGFVVQAVQVGIVPDAL 

LVPVAVTYDLVPDAPCDIDHAS 

APLGLWTGALAVLRSLWSRWG 

CSHRJCSRVHLAQPFSLQEYIVS 

ARSCWGGRQTLEQLLQPIVLGQ 

CTAVPDTEKEQEWTPITGPLLA 

LKEEDQLLVRRLSCHVLSASVG 

SSAVMSTAIMATLLLFKLHQrCG 

VFLSQLLGEFSWLTEEILVRGFD 

VGFSGQLRSLLQHSLSLLRAHV 

ALLRIRQGDLLVVPQPGPGLTH 

LAQLSAELLPVFLSEAVGACAV 

RGLLAGR VPPQGP WELQG [LLL 

SQNELYRQILLLMHLLPQDLLL 

LKPCQSSYCYCQEVLDRLiQCG 

LLVAEETPGSRPACDTG RQRLS 

RKLLWKPSGDFTDSDSDDFGE 

ADGRYFRLSQQSHCPDFFLFLC 


23084 


53452 


A 


23218 


169 


955 


ASSQLPCSMAQCCATWAPLKM 

RWLCSTAWSTSSLSLPPSWSSL 

QASQPSCCHATSLAPPCAGQCL 

ARAWPVLSFLCTCALGLLASIA 

MTFATQGKALLAACTFGSSELL 

ALAPYCPFDPTRJYSSSLCLWGI 

ALRCSAWAENVFAVRCAQLTH 

QLLELRP\WWGKXQPTHMMRE 

NPELVEG\RDLLSCT\SSE\PLTL 

CRDDVLPRP\DGQLRTLQATLL 

CDPGPGFLGAGLRGLKWTLGG 

PNSGAFQPSSPTTPAHLHLKIETL 

F 


23085 


53453 


A 


23219 


1 


344 





BNSOOCID: <WO 0175067A3_IA> 
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r 
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SKQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X- Unknown, ! 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23086 


53454 


A 


23220 


214 


1355 


FCSSWLRSLADSSLSWKMFLVG 

LTGGIASGKSSV1QVFQQLOCA 

V1DVDVTARHVVQPGYPAHRRI 

VEVFGTEVLLENGD1NRKVLGD 

LIFNQPDRRES\LNAITHPEIRKE 

MMKETFKYFLRGYRYVILDIPL 

LFETKKLLKYMKHTVVVYCDR 

DTQLARLMRRNSLNRKDAEAR 

INAQLSLTDKARMARHVLDNS 

GEWSVTKRQVILLHTELERSLE 

YLPLRFGVLTGLAAIASLLYLLT 

HYLLPYAYTASAIPPSGAASRG 

PGARCSAIRKRAPARPTSAVSPP 

G APRS P ARG LR A I DRA AGTRN L 

NATLPPPGPPAPPSPPSPPSSITL 

HVFHQLQPDITRGREGTDFQWE 

KFPGRVLVADSRRALRCLAPAP 

TWLV 


23087 


53455 


A 


23221 


2 


1231 


TPLFLRKGTADGSARTTVIHLG 

FTKGKQRC V ETQ A A A V AG D V G 

RTAAGGRVGKESGVISSDDRPG 

LPVGQSQPEGGEQEATDTVSVH 

ATTSQAWPGGADSKELSSKAE 

ERETGKDQQTELPLCLPLRDFP 

DSAPVMSSDSGHATESLHLASS 

DSKPPMPTPNEG PG STVGHAG P 

PRTVKADLCTEPQLALRGLQVS 

LPRLHLVGV1YAEHQASGLEGC 

GHAGSCSPDGSPRAPGATLCLS 

KPLSFRTKRCLPCWLPASAPVGI 

PGAPVHIPGAPVCIPGAPACISN 

APVH1PGAPVG1PGAPVCIPGAA 

VC VPNTPMC1 PS APMC1PNTP VC 

IPNTPVCIPNTPVCIPGAAVCILG 

A/PRAHPWCSSCVHPGAPECYL 

GCGLTQADRLEPAVLDAGLQE 

PLFALCGQALPS 


23088 


53456 


A 


23222 


2 


408 




23089 


53457 


A 


23223 


62 


251 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon* /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23090 


53458 


A 


23224 


21 I I 


3003 


TQKAICMCLCLCKKIHHLLSLQ 

CLISQIKMIMGAGWQ/SSGFTDE 

KETSKIKADPEKLKKLQESLLE 

EDSEEEGDLCRICQIAGGSPSNP 

LLEPCGCVGSLQFVHQECLKK 

WLKVKITSGADLGAVKTCEMC 

KQGLLVDLGDFNMIEFYQKHQ 

QSQIKTEATVVEHKDIYNVTET 

QLVPEARSVLLVGAGQMLLTG 

ANRALNSDYSSMRPKVKAQNE 

LMNSGLYLVLLLHLYEQRFAEL 

MRLNHNQVERERVRVTRVLGG 

LSPNVSCGVVSGVGSFQWVRG 

LTDLKNEASDLHAQIPAE 


23091 


53459 


A 


23225 


1 


594 


MIAAFNPGKVDTVTTNGPFIDL 

NYMVYMFHYDPTHGKFHDVP 

MFVMGMMHKHENKLTVISNAS 

CTTNCLDPLAKVIHDNFGI REG 

LMTTVHS1IATQKTVDGPSRKL 

WHDSHGA FQNTIPASTG A A KM 

KKVVRQA/SQGPLKGILGYTEH 

QVVPLEFKSNTRPSTFEAGAGI 

AVMDHFVKLISWYGNEFAYSN 

KVIKPM 


23092 


53460 


A 


23226 


*•> 
.> 


232 




23093 


53461 


A 


23227 


1078 


2221 


QQTLQPAALPCPFPPPTHPPEVL 

PTAMNTTSSAAPPSLGVEFISLL 

AIILLSVALAVGLPGNSFVVWSI 

LKRMQKRSVTALMVLNLALAD 

LAVLLTAPFFLHFLAQGTWSFG 

LAGCRLCHYVCGVSMYASVLL 

ITAMSLDRSLAVARPFVSQKLR 

TKA M ARRVLAG I WVLSFLLAT 

PVLAYRTVVPWKTNMSLCFPR 

YPSEGHRAFHLIFEAVTGFLLPF 

LAVVASYSDIGRRLQARRFRRS 

RRTGRLVVLH LTF A AF WL PYH 

VVNLAEAGRALAGQAAGLGLV 

GKRLSLARNVLIALAFLSSSVNP 

VL\YACAGGG\LLRSAGVGFF\A 

KLLEG\TGSEASSTP\RGGSLGQ 

TVUCSGPAALEPGPSESLTASSP 

LKLNNELN 


23094 


53462 


A 


23228 


6125 


6319 


ASVVPVTSALAMCSPKSGIGDG 
FA VLR VED VAQK* * * KAALGV 
ASSPAWQQTREREHVQGNSPL 


23095 


53463 


A 


23229 


1 


1347 





3040 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 1 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23096 


53464 


A 


23230 


1 


1 124 


MREC1SIHVGQAGVQIGNACWE 

LYCLEHGIQPDGQMPSDKT1GG 

GDDSFNTFFSETG AGKH VPRA V 

FVDLEPTVVDEVRTGTYRQLFH 

PEQLITGKEDA ASN Y ARG H YTI 

GKEIVDLVLDR1RKLVFGGGTGS 

GFASLLMERLSVDYSKKSKLEF 

AIYPVAPQVSTAVVEPYNSILTT 

HTTLEHSDC AFM VDN EA1YDIC 

RRNLDIERPTYTNLNRLIGQ1VS 

S1TASLRFDGALNVDLTEFQTN 

LVPYPRIHFPLATYAPVISAEKA 

YHEQLSVAEITNACFEPANQMV 

KCDPRHG KY MACC M L YARG D V 

WPKDVNAA1ATIKTKRTJQFVD 

WCPTGFKV*LGDMEAFQQAAD 

AQNNTGLEGPHPLGRLSLFHGL 


23097 


53465 


A 


23231 


1 


2918 


MDVYCAHESLRHTKSPEATGQ 

TSG QRPE A LQ A F WP A FG S S P VT 

GSSPVTEVTTKGRWSSSRQVL 

WDRIPLAKSRPAISNRQSQRTNI 

PWWESCPPILNLEREQPPRFAQP 

GTYASRWKALEEMEKQQREQ 

VDRNlREAKEfCLEAEMEAARH 

EHOLMLMRODPGLALVSCMO 

QGQSMSRSPKKVFKHLYELNL 

TKLQSLGSRSRLRWKDSPFWGE 

EAGGKRPPLVSLALH RSPSLLL 

LFVPKHPSKGRPDCTVQRS 


23098 


53466 


A 


23232 


1 


158 




23099 


53467 


A 


23233 


1 


414 


LGGLKGTWGETKPAMAAAEEE 

DGGPEGPNRERGGAGATKTLL 

YTGNHLFSPQWLETRPERQECP 

VCKAGISREKVVGEKSLLTFSL 

HFLRJLKTPQ1CRLPV* LFLPP*GF 

QPFGDTGGFHFSFGVGAFPFGF 

FNSPSY 


23100 


53468 


A 


23234 


1 


663 




23101 


53469 


A 


23235 


2 


667 


SWAGGGFWFVGACVCVFGGTE 

GYVGRNKTGHGSSRRRRSGAP 

NVPNRERGGAGRPKTPFECNIC 

LETARELVLSVLANLYFWTISH 

QV\LE\TRPE\RQECP\VCKAGISR 

EKVVPULYGRGSQEAPRIPRLKT 

PPPPPRGQR\PAPE\SRGGF\QPFG 

DTGGFHFXSFGVGAFPFGFFTTV 

F\NAHEPFRRGTGVDLG\QGHP 

A\SSW\QD\SLLLFLA1FFFF\WLL 


23102 


53470 


A 


23236 


363 


476 




23103 


53471 


B 


23237 


224 


364 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23104 


53472 


A 


23238 


1 


1324 


MRQRRAELLSKDKRVRTDGNN 

KCSPSAIGKRKJERGTNDWIEGD 

NNQESQGLNCSDTLNRDLGPN 

TRGFLYAGLSGLDPDPSLPTPD 

MSSEVLEDNLDTLSLYSGKDSD 

SVKLLEEYADSESQASLQGRSR 

CWQHPHPAPLSYPPAASGSQLS 

LQGKFPSAKPPLLGGYTCTAQR 

TQWALTKRSLRATRESVSRQQ 

GVYGLVGRKRTRHHRGVLGLL 

GIPSARPERPGTGSEAGPTRLPG 

AAVARRRPARPVRGRLGDPAP 

TAAQTSGPASLPPPPPPRSYGDP 

HQNGYPDPDPAPSASPDLPPAA 

G DTRG SGG RRKKRRTGTARLN 

TPGRKAVPKQKAAAGRKGRAH 

QPAPRTPEPQRRRPIRPPNQTDR 

LRHPHRRAGRGPPPGGAGGTA 

NPSTG ANGG A ATARRTAG A RT 

RGARGASERAGRHGSRPASWL 

TATPPPGT 


23105 


53473 


A ! 


23239 


1 


433 


PTRPSSPEETDGPWDPEGHPGG 
PLTDPPNAPVLALPPA1PGLSLS 
MADGSSDAAREPRPAPAPIRRR 
SSNYRAYATELQDLCRQLHAR 
VDKVDEERYDIEAKWTKNITEI 
ADLTQKIFDLRGKFKRPTLRRV 
RISADAMMQALL 


23106 


53474 


A 


23240 


2 


409 




23107 


53475 


A 


23241 


3 


490 


SSPEETVGPWDPEGHPGGPLTD 

PPNAPVLALPPAIPGLSLIMADG 

SSDAVRAAG*GVAGTPRARAR 

EPRPAPAPIRRRSSNYRAYATEP 

HAKKKSKISASRKLQLKTLLLQ 

IAKQELEREAEERRGEKGRALS 

TRCQPLELAGLGFAELQDLCRQ 

LHARVDK 


23108 


53476 


A 


23242 


149 


846 


VSAWRNGSSDAAREPRPAPAPI 

RRRSSNYRAYATEPHAKKKSKI 

S\ASRKLQLKTLLLQIAKQE\LE 

REAEERRGREGARSLAPRC\QP\ 

LELAGXLGFADLPGLCCRQFHA 

RV\DKVDEERYDIEAKVSKNTTE 

lANXLTAQKIFDLRSKFKRPTLVRR 

VRI S ADAMMQALLG ARAKESL 

DLRA H LKQ VKJC EDPEKEN RE V 

GDWRKNIDALSGMEGRMKKW 

RELSLPAYCPCPEEGH 


23109 


53477 


A 


23243 


1 


487 




23110 


53478 


A 


23244 


80 


511 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


231 I 1 


53479 


A 


23245 


427 


1417 


KTMWKVEFGVRFS1TRLLLEHQ 

PKQTMYI PLPK/PPL WPEEPKTE 

A PKQTPRA PPKPKTSPRPRI PQT 

QPEETDQSTQEPFTTKIPRTTEL 

AKTTQGLEMLSCLIHNPKMHK 

DSTNEQIAASLQACYYEQLLM 

YIRVTDVDSVGPGNGKEAVTA 

PQAPTLFWLNHKAQLAKDWA 

G KD VN ITPTF ATSKKENK PPNN 

LQ1CNVSKIHQRAKVAGKPEIK 

DKHIOKEMPLDAIEASKINLVKI 

FNEFLKAWKCRLSFEYRIPENO 

A 11 A_^ 1 I — * 1 V./ ▼ ▼ IW/iVUUl J— t A I VI m Lv 1 1 \ J 

GHKGSFYLLVGSSRTSWLLTEK 
IGSSKRVLRMPPMDILKTTQILL 
SFLWSINLTPRGKNNHLVAPAH 


231 12 


53480 


A 


23246 




101 1 




23113 


53481 


A 


23247 


2 


334 


PIQSFFLVLKKPPLRKGVYLSSK 
SLSRWFFKVQAN*RSQPQKAFS 
RLSCHC 


23114 


53482 


A 


23248 


1 


642 




231 15 


53483 


A 


23249 


854 


1 150 


KEDTNKWKNIPCSWLGRIN1VK 

IV L/ A— * 111 1\ T W AVI 14 1 WW LjVJ I VI 111 T IV 

N4A1MPKVNL*IQCHPHQATNDF 
SSQN WKKTTLKFI WEPKKEPAL 
PSQS*AKRAKLGGITLPDFQTIT 
YKATVTKTA 


23116 


53484 


A 


23250 


1754 


2393 


PSNRREFGESWPETQAPGALRP 

LLPAPGTPRARERPAGWPARPM 

EVYIPSFRYEESDLERGYTVFKI 

EVLMNGRKHFVEKRYSEFHAL 

HKKLKKCIKTPEIPSKHVRNWV 

PK V LEORROG L ETYLOVAV 1 L E 

NEELPKLFLDFLNVRHLPSLPK 

AESCGSFDETESEESSKLSHQPV 

LLFLRDPYVLPAASDFPNVVIE 

GVLHGIFYPHLQPR J 


231 17 


53485 


A 


23251 


1 


265 


AGNRLRFOLELEFVOCLANPNY 

LN/WYPOCLHMLELLOYEHFR 

KELVNAQCAKFIDEQQILHWQ 

HYSRKRMRLQQALVAKQQQQN 

NTSGK 


23118 


53486 


A 


23252 


1 


987 




23119 


53487 


A 


23253 


1 


491 


RGFRNFARVSGLLLCQAGGVL 
VSSFVMAAAVAMETDDAGNR 
LRFQLELEFVQCYANHNTLIFLP 
Q R\G YFXKJDKAF VN YLK Y L L Y W 
\KDPE Y AKYLK Y PQCLHM LG A 
APNMEHFRKEAGWNAQCVAKF 
IGWNRQVSTLGKHYS\RKRM\R 
LQQALAEQQQQNNTSGK 
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SEQ in 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23120 


53488 


A 


23254 


73 


355 


HEGQVHVLLASAHVDVAIVLG 
AGSMVEGEARPEQAAQHHQGI 
A PL H LD A PG PS WTQS RS PRN R A 
NQNHTCSEAT*SHPEQLPQTLW 
ECHAPRSP 


23121 


53489 


B 


23255 


1 


441 




23122 


53490 


A 


23256 


528 


698 


HGQRFLHGPV/H/HHSHYDN/PH 
HSLHHHRCLHHCHLHHHRHHL 
HHHPLHCYHHHPGQNG 


23123 


53491 


A 


23257 


1 


403 




23124 


53492 


A 


23258 


509 


4547 


LYLTTSRREEHLKSLVVETQDL 

ASPVLRSVS1CTKVEEAFRQAH 

V1VVLDDSTNKJEVFTLEDCLRS 

RVPLCRLYGYLIEKNAHESVRV 

IVGGRTFVNLKTVLLMRYAPRI 

AHN1IAVALGVEGEAKAILARK 

LKTAPSY1KDVIIWGNISGNNYV 

DLRKTRV YRYES AI WGPLHYSR 

PVLNLIFDSEWVKREFVAILKN 

LTTTGRQFGG1LAAHS1ATTLKY 

WYHGSPPGEIVSLGILSEGQFGI 

PKGIVFSMPV 


23125 


53493 


A 


23259 


56 


290 




23126 


53494 


A 


23260 


468 


993 


VLLACFWPGSDFWPRSRRKTY 

GTAPQSCYSFYVALDCGGVSRL 

VIFVSWRNPQVAPTSAHQNRPS 

RNPVSRPPNTQRVARRJCHYAL 

ADGYTERRWTNAPCRAESSFPP 

NCPSAAPIPDSYDK*PSRATLFT 

SHLTVEAFPVWSYLYPGETPRL 

H PRA HTRTVP A Al R Y PDRQTPN 

GLRGAMTMHSQMDTLNGDGR 

THLAGQRARSPRTARPQRQYRJ 

HTTSDLPGLVRKYASGCCLRIW 

YCCAW1ERALSLQVGGGVFGD 

PLSEGQAECDHGST 


23127 


53495 


A 


23261 


1 


3114 




23128 


53496 


A 


23262 


3 


401 


TSSLSLSGKSGRYIVFLRRSVGI 

QSPSAVATVRLLLAGSDRRFAA 

GSAGCAVLSRAERS*EPGCCYR 

IRRSAFRLRAGSIGNRDKPVAW 

PDTGSGDNTEVYFRAHQAGILP 

DTVLAGPAQRVAVSGGTPVDW 


23129 


53497 


A 


23263 


2874 


3062 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


If 


SEQ ID NO: 
in LiSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23130 


53498 


A 

A 


23264 


2766 


3323 


MPDLVEGREKSDKGAQPQPRT 

QSRSARTNGSGVRILHSLWRI1G 

IPLLLGYSLVCSRVLLACFWPG 

SDFWPRSRRKTYGTAPQSCYSF 

YVALDCGGVSRLVIFVSWRNP 

QVAPTSAHQNRPSRNPVSRPPN 

TQRVARRKHYALADGYTERR 

WTDAPCRAESSFPPNCPL* RQY 

R1HIVDASVCGP 


23131 


53499 


A 


23265 


968 


1440 




23132 


53500 


A 


23266 


3 


640 


LSVVRSRIHMGVGVGVGCPVR 

YRNQDDHELQITHGNKILCGIV 

CDKGAQPQPRTQSRSARTNGSG 

VRILHSLWRI1G1PLLLGYSLVCS 

RVLLACFWPGSDFWPRSRRKT 

YGTVPOSCYSFYVALDCGGVS 

RJLV 1 FVSWRN PQ V A PTS A HQNR 

PRRNPVSRPPMTQRVARRKHYA 

PVADGYTERRWTIAPCRAESSFP 

PNCPSAAP1PDSYDK 


23133 


53501 


A 


23267 


1 


3140 


MVYKMRYRSQHPYS1KEKQMK 

SE VLS VKEfCIG YGMGDA ASHI I 

FDNVMLYMMFFYTD1FG1PAGF 

VGTMFLVARALDAISDPCMGL 

LADRTRSRWGKFRPWVLFGAL 

PFGIVCVLAYSTPDLSMNGKMI 

Y A A ITYTLLTLL YT V VN 1 P YC A 

LGGVITNDPTORISLOSWRFVL 

ATAGGMLSTVLMMPLVNL1GG 

DNKPLGFQGDLSPMFSTPEE1A 

RPGPYENDVHVVGASSLAAGH 

KTL1PELVRSAEQHMGTR 


23134 


53502 


A 

A 


23268 


750 


1340 


ILHAPAPPFSASASHEQPEWSD 

KGAQPQPRTQSRSARTNGSGVR 

ILHSLWRIIGIPLLLGYSLVCSRV 

LLACFWPGSDFWPRSRRKTYG 

TAPQSCYSFYVALDCGGVSRLV 

IFVSWRNPQVAPTSAHQNRPSR 

NPVSRPPNTQRVARR1CHYALA 

DGYTERRWTNAPCRAESSFPPN 

CPFAAPIPDSYDK*PFRIVS 


23135 


53503 


A 


23269 


93 


699 


RASVQQKKJLSTDDKGAQPQPR 

TQSRSARTNGSGVRILHSLWRII 

GIPLLLGYSLVCSRVLLACFWP 

GSDFWPRSRRKTYGTAPQSCYS 

FYVALDCGGVSRVRSYLYPGET 

PRVAPTSAHQNRPSRKPGVTRPP 

NTQRVARRKHYALADGYTER\ 

SATNAPCRAESSFPPELPVPQVP 

NTG FI RQ VTFRDCF VNTPQ A A A 

SGFW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23136 


53504 


A 


23270 


1000 


1530 


QRYSDNPPNDKGAQPQPRTQSR 

SARTNGSGVRILHSLWRJIGIPL 

LLGYSLVCSRVLLACFWPGSDF 

WPRSRRKTYGTAPQSCYSFYV 

ALDCGGVSRLVIFVSWRNPQV 

APTSAHQNRPSRNPVSRPPNTQ 

RVARRKHYALADGYTERRWT 

NAPCRA/VEPFPPNCPWEAQYRI 


23137 


53505 


A 


23271 


242 


711 


LKQKRDKEDRSSRVSAVLLIK/ 

HRRPLPLPIGLKACHCSCTAKC 

LGGCESPRKGGQLL1 FEGHVKI 

DLEIFTKSLWLTRQLIVKKETEK 

AVFCHASNICIMRTGLTFQSHKIE 

DGLFGLLVIATEAEWSYVCQST 

NPVDVYPLTAVPACCIISASDVP 


23138 


53506 


A 


23272 


2 


459 


CVNSQIGRGHK1TTYPFSPRKSG 

RKGMAQSQGWVKRYIKAFCK 

GFFVAVPVAVTFLDRVACVAR 

VEGASMQPSLNPGGSQSSDVVL 

LNHWKVRNFEVHRGDIVSLVS 

A KNPEQKI I KRVI ALEG DI VRPP 

*DFCMPMPHISCGPQSAGRNW 


23139 


53507 


A 


23273 


1 


474 




23140 


53508 


A 


23274 


358 


948 


PLTPFSPRKSGRKGMAQSQGW 

VKRYIKAFCKGFFVAVPVAVTL 

LDRVACVARVEGASMQPSLNP 

GGEPV/ASDVVLLNHWKVTEF/ 

SEVHRGDIVFIGVAPKNPEQKIIK 

RVICSLKGDIFQNHRTQKP\DVK 

VPRGSHLGLEGDHSWDTVFDS 

NSFGPVSLGLLHAHATHILWPP 

ERWQKLESVLPPERLPGTERRG 

MTA 


23141 


53509 


A 


23275 


90 


664 


NKYRLQPSPPRLALWDRASDPP 

APPEDPETAPAMEEDQELERK1 

SGLKT\SMVEG\ERKTTVLELV\Q 

AAG\TDRP\C VTF VLH EEDHTLG 

\NFLRY\M I M KNP/EK V E FCGYT 

YG/HPSFQRAKLNLPHSRFRGYP 

FPAVEPISREALNELM\NVC\QP 

CAFTSFRASIKDYKESKSKQEM 

ESTFLVLLWQFYKGGTVL 


23142 


53510 


C 


23276 


108 


320 




23143 


53511 


B 


23277 


446 


625 




23144 


53512 


A 


23278 




3042 




23145 


53513 


A 


23279 


1 


3156 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0<>/54G\2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


23146 


53514 


A 


23280 


518 


2076 


QQRR*MCQNLMTH\QNQRSGR 

SQNDF*RRRKNISERSAVYR*R 

QL Y I RRQP Y A E RPS\H VEDKG H 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGI1ELNND 

YTLKKVMKPLITSNTVTDEIER 

ANVFKMNGKWYLFTDSRGSK 

MTIDGINSND1YMLGYVSNSLT 

G P YK PLNKTG L V LQMG LDPN D 

VTFTYSHFAVPQAKGNNVVITS 

YMTNRGFFEDKKATFAPSFLM 

NIKGNKTSVVKNSILEQGQLTW 

LQVAKRAGLGGGQSGRTVLRE 

RVRIEIASTHIALAVECVSVRV 

WKVPRLPSRQKYAKHASQLVS 

NQKSEEEEYMKTFNISQQDLEL 

VEVATEKITMLYEDNKHHVGA 

AIRTKTGEIISAVHIEAYIGRVTV 

CAEAIAIGSAVSNGOKDFDTIV 

AVRHPYSDEVDRS1RV1PTYGT 

DEWEQWWNAFNEENLFCSEE 

MPSSDDEATADSQHSTPPKKKR 

KYIYVLVIA1TMVMRFWQYING 


23147 


53515 


A 


23281 


299 


457 




23148 


53516 


A 


23282 


584 


1185 


QQRR* M CQN LMTHXQN QRSG R 

SQNDF*RRRKNISERSAVYR*R 

QLYIRRQPYAERPSVHVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTSEKSNEAADHFKHVPOAKG 

NNVVITSYMTNRGFFEDKKATF 

APSFLMNIKGNKTSVVKNSILE 

QGQLTVN 


23149 


53517 


A 


23283 


1 


3618 




23150 


53518 


A 


23284 


191 


819 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM* ISFELIPSIVIF 

EPRESVNKYHLPFILKTFARSISS 

VTVFEVISGFITFFNV*SLFNSM1 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCIIAFIDKLLNV 

LICFSVSVKNRFV1FHSVDFECV 



3047 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


23151 


53519 


A 


23285 


2 


2556 


WRKIYQAN/GKTKKAGVAILVS 

DKTDFKPTKI ICRDKEGH Y 1 M V K 

GSIQQEELTILNIYAPNTGAPRFI 

KQVLSDLQRDLDSYT1IMGDFN 

TPLSTLDRSMRQKVNKNTQEL 

NSALHQADL1DIYRTLHPKSTEC 

TFFSAPHHMYSKIDHIVGCKAL 

LSKFKRTEI ITNCLSDHSAIKLEL 

RIKKLTQNCSTTWKLNNLLLND 

YWVHNEMKAE1KMFFETNENK 

DTTYQNLWDTFKAVCRGKFIA 

LNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKASRRQEITKVRA 

ELKEIETQKLTLQKINEFRSWFFE 

RINTIDRPLARLIKKKREKNQID 

A I KN D KG D f TTDPTETQTTI RE Y 

YKHLYANKLENLEEMDKFLDT 

YTLPRLNQEEVESLNRPITGSGI 

VAIINSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEEEGI 

LPNSFYEASIILIPKLGRDIAKKE 

NFRPISLMNIDAKILNK1LAHRI 

QQHIKKLIHHDQVGF1PGMQG 

WFDIRKSINVIQHINRTKDKNH 

MIISIDAEKAFDKIQQPFMLKTL 

NKLVLEVLVRAIRQEKE1KC1QL 

GKEEVKLSLFADDMIVYVENPI 

VSAQNLLKLISNFSKVSGYKJN 

VQKSQAFLYTNNRQTESQIMSE 

LPFTIASKSIKYLGIQLTRHVKD 

LFKDN YKP A LN E 1 KEDTN KWK 

NIPCSWIGRINIVKELEKTTLNFI 


23152 


53520 


A 


23286 


1 


3087 




23153 


53521 


A 


23287 


1 


741 


MLGKKKPVCEVGGDSGVPKKE 

FQEGRQVLFKLWRGQANKVG 

DNS1DSWKNAGRVFKDSDKFD 

ANDPILKDQTQEWSGSATFTSD 

GKIRLFYTDYSGKHYGKQSLTT 

AQVKVSKS/V*HTQNQRSGRSQ 

NDF*RRRKNiS*RSAVYR*RQL 

YIRRQPYAERPS\HVEDKGHKY 

LVFEANTGTENGYQGEESLFNK 

AYYGGGTNFFRKESQKLQQSA 

KKRDAELANGALGIIELNNDYT 

LKKVVKPLITSN 



BNSDOCID: <WO 0175067A3_IA> 



3048 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


23154 


53522 


A 


23288 


849 


1688 


QQRR*MCQNLMTH\QNQPSGR 

SQNDF*RRRKNISERSAVYR*R 

QLYIRRQPYAERPS\HVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKfCRDAELANGALGIIELNND 

YTLKKVMKPLITSNTVTDEIER 

ANVFKMNGKWYLFTDSRGSK 

MTIDGINSND1YMI GYV^NSl T 

GPYKPLNKTGLVLQMGLDPND 

VTFTYSHFA VPQA KGNNVVITS 

YMTNRGFFEDKKATFAPSFLM 

NFKGNKTSVVKNSILEPGQLAV 


23155 


53523 


A 


23289 


1 


3171 


MVKGSIQQEELTILN1YAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRIE1ITNYLSDHS 

AIKLELR1KNLTQSRSTTWKLN 

NI I I NDYWVHNFMKTF1KMFF 

ETNENKDTTYONLWDAFKAVr 

RGKFTAI TMAYKRlCFFR^k: IHTI 

TSOI KFI FKOFORH^fCP^RROF 

ITKMRAELKEIETQ 


23156 


53524 


A 


23290 


1 


3255 




23157 


53525 


A 


23291 




3924 




23158 


53526 


A 


23292 


1 


3139 




23159 


53527 


A 


23293 


1 


3210 


MVKGSIQQEELTILN1YAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKJDH1VGSK 

ALLSKCKRTE11TNCLSDHSAIK 

LELRI KNLTQN RSTT WKLNN LL 

LNDYWVFFNEMKAF1KMFFFTN 

ENKDTT YONL WDTF KAVCRG K 

FIALNAHKRKOERSKIDTLTSOL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


23160 


53528 


B 


23294 


1 


3127 




23161 


53529 


A 


23295 




3325 




23162 


53530 


A 


23296 


1 


3145 





3049 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, j 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23163 


53531 


A 


23297 


191 


819 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*ISFELIPSIVIF 

EPRESVNKYHLPFILKTFARS1SS 

VTVFEVISGFITFFNV*SLFNSMI 

PRAPFANSASRFLALC*SFWLSL 

RKKF V PPP* Y ALLN KDSSP W/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCIIAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


23164 


53532 


A 


23298 


1 


3352 




23165 1 


53533 


A 


23299 


1841 


2679 


QQRR* MCQN LMTHXQNQRSG R 

SQNDF*RRRKNISERSAVYR*R 

QLYIRRQPYAERPS\HVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

S A KKRX) A EL ANG A LG 1 1 ELNND 

YTLKKVMKPLITSNTVTDEIER 

ANVFKNfNGKWYLFTDSRGSK 

MTIDGINSNDIYMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 

VTFTYSHFAVPQAKGNNVVITS 

YMTNRGFFEDKKATFAPSFLM 

NIKGNKTSVVKNSILEQGQLTV 


23166 


53534 


A 


23300 


1207 


1533 


Y V HC KPSG WT VRTFDrCPRKRF I 
AFFI AG 1 LFRAI KN H FLPRETLQ 
CLPYILTGFRRGQSEYFSIFSNM 
DLADTVMFL+GAIRFSDLVNEQ 
IQHTFLIPGETICRLSEVV 


23167 


53535 


A 


23301 


1 


3253 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQGDLIDIYRTLH 

PKSTEYTFFSAPHHTYSK1DHIV 

GSKALLSKWKRTEIITNYLSDH 

SAIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVrTNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAHKRKQERSK1DTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFERINKIDRPLARLIKKICRE 

KNQIDTIKNDK 


23168 


53536 


A 


23302 




3095 




23169 


53537 


A 


23303 


2 


2678 





3050 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23170 


53538 


A 


23304 


1 


3335 


MVKGSIQQEELTILMIYAPNTG 

APRFIFCQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELN S A LHQ A D L 1 Dl YRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AI KLELR1KNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNVYKRKOERSK1DTI 

TSQLKELEKQEQTHSKASRRQE 

ITK1RAELKEIETQ 


23171 


53539 


B 


23305 


1 


2293 




23172 


53540 


A 


23306 


1 


3810 




23173 


53541 


A 


23307 


255 


1215 


CVGQLAAAKR* RNSS* IQRLSR 

CVCSCGKPERR**HINLHVLSK 

GRRQLN/QTAGKTRAVSLKTA1 

SSTPTI RS* KIRRKNG PVLQPLH 

LTEKSVYSTLTIPTKAINTLYSK 

PTREQKTDTKAKNLYLTKRTT 

AAARTSSVKKARSFSRALKNA 

MLS*RTAPSVS*S*IM1TH*KK** 

SR/CITSNTVTDEIERANVFKMN 

GKWYLFTDSRGSKMT1DGINSN 

DnsIMLGYVSNSLTGPYKPLNKT 

GLVLOMGLDPNDVTI TNSHFA 

VPOAKGNNVVITSYMTNRGFF 

EDKKATFAPSFLMNIKGNKTSV 

V KN S I LEQGQLT VN 


23174 


53542 


A 


23308 


1 


4539 




23175 


53543 


A 


23309 




3229 




23176 


53544 


B 


23310 




3552 




23177 


53545 


A 


23311 




3139 




23178 


53546 


A 


23312 




3057 




23179 


53547 


A 


23313 




3215 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELRED1QTKGKE 

VENFEKN LEECITRI TNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKJRJKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLRDIIQENFPNLARQANVQ1Q 

EIQRTPQRYSSRRATPRHI1VRFT 

KVEMKEKMLRAAREKDRSTRQ 

KVNKDTQELNSA 



3051 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEO H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X.=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


23180 


53548 


A 


23314 


1 


1921 


MVKGS1QQEELTILNTYAAHTG 

APRL1KQVLSDLQRDLDSHT11M 

G DFNTPLSTLDRSTRQK VN KDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTEIITNYLSDHSAIK 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHNEMKAEIKMFFETN 

EN KDTT Y FTN L WDTFKA VC RG K 

Fl PLN AHKRKQERSKJ DTLTSQL 

KELEKQEQTN\HSKASRRQEITK 

IRAELKE1ETQKTL*KINESRSW 

FFERINKIDRLLARLIKKKREKN 

QIDAIKNDKGDITTDPTEIQTT1R 

EYCKHLYANKLENLEEMDICFL 

DTYTLPRLNQEEVESLNRPITG 

AEIVAIINSLPTKKSPGPDGFTA 

KFYQRYKEELVPFLLKLFQSIEK 

EGILPNSFYEASIILIPKPG RDTT 

KKEMFRPISLMNIDAKILNKKL 

AKRIQQHIKKLIHHDQVGF1PG 

MQGWFNIRXSiMVlQHINRAKD 

KNHMIISIDAEKAFDKIQQPFML 

KTLM K L\G I K Y LG I H LTRDVKD L 

FKENYKPLLKEIKEDTNKWTCN1 

PCSWVGRJNIVKMAILPKMCL* 

RRWTPLCLLTAAASLNRE*ERL 

VQPLLWRQMYCGPRHCRQVPQ 

HRRLNWSPSLRLS 


23181 


53549 


B 


23315 


1 


2907 




23182 


53550 


A 


23316 


584 


1278 


QQRR*MCQNLMTH\QNQRSGR 

SQNDF*RRRKNISERSAVYR*R 

QLY1RRQPYAERPSVHVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTLKKVMKPL1TSNTVTDE1ER 

ANVFKMNGKWYLFTDSRGSK 

MTIDVPQAKGNNVVITSYMTN 

RGFFEDKFCATFAPSFLMNIKGN 

KTSVVKNSILEQGQLTVN 


23183 


53551 


A 


23317 


1 


3345 





BNSDOCID: <WO 0175067A3JA* 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23184 


53552 


A 


23318 


2 


3366 


WRKIYQANGKQKKAGVAILVS 

DKTDFKPTK 1 KRDKEG HYIMVK 

GSIQQEELTILNIYAPNTGAPTFI 

QQVLSDLQRDLDSHTLIIGDFN 

TPLSTSDRSTRQKVNKDTQELN 

SALHQADL1D1YRTLHPKSTEYT 

FFSAPHHTYSK1DHILGSKALLS 

KCKRTEIITNYLSDHSAIKLELM 

IKNLTQNHSTIV/KLNNLLLNDY 

WVHKEMKAEI KMFFETN EN KD 

TIAYQNLWDTFKAVCRGKFIAL 

NAHKRK\QER 


23185 


53553 


A 


23319 


1 


2611 


MGDFNTPLSTLDRSTRQKANK 

DTQELNS A LHQVDLI DI YRTLH 

PKSTEYTFFSAPHHTYSTTDHIL 

GSKALLSKCRRTEIITNYLSDHS 

AIKLELRIKNLTQNRSTTWKLN 

NLLLNDYGVHNEMKAE1KMFF 

ETNEN KDTTYQN L WDTFK A VC 

RGKFIALNAHKRKQERSK1DTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKUNES 

RSWFFERINKIDRPLARL1KKKR 

EKNQIDAIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLHTYTLPRLNQEEVESLNR 

PITGSEIVAIINSLPTKKSPGPDG 

FTAEFDQRYKEELVPFLLKLFQ 

SIEKEGILPNSFYEASIILIRKPGR 

DTTK KENFRPI S LMNTDA Kl LN 

KILAKRJQQHIKKLIHHDQVGFI 

PG MQG WFN IH K S IN V IQHHM RA 

KDKNHMIISIDAEKAFDKIQQPF 

MLKTLSKLGIDGTYFKIIRAIYD 

KPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFN 1 VLE VLA RAIRQ 

EKEIKLISNFSKVSGYKJNVQKS 

QAFLYTNNRQTESQIMSQLPFTI 

ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLKEIKEDTNKWKNIPCS 

WVGRINIMKMA1LPKVIYRFNA 

IPIKLPMTFFTELEKTTFKFIWN 

QKRARITKSILSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 



3053 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23186 


53554 


A 


23320 


1 


3099 


MGELITPLSTLDRSTRQKVNKD 

TQELNSALHQGDLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTEIITNYLSDHSA 

IKLELRJKN LTQN RSTTW K LNN 

LLLNDYWIHNEMKAEIKMFFET 

NENKDTTYQNLWDAFKLAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TKIRAELKEIETQKTLQKINESR 

SWFFERINKIDRPLARL1KKKRE 

KNQIDTIKNDK 


23187 


53555 


A 


23321 


91 1 


1539 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*1SFELIPSIV1F 

EPRESVNKYHLPFILKTFARSISS 

VTVFEVISGFITFFNV*SLFNSM! 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP* Y ALLNK DSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCIIAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


23188 


53556 


A 


23322 


191 


820 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*ISFELIPSIVIF 

EPRESVNKYHLPFILKTFARSISS 

VTVFEVISGFITFFNV*SLFNSMI 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRJV1VVAGCIIAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


23189 


53557 


A 


23323 


965 


5050 


TWKGTTSTSRCKIMPKYRSTRQ 
KVNKDTQELNSALHQADLIDIY 
RTLHTKSTEY/TFFSAPHHTYSK 
IDHIVGSKALLSKCKRTEIITNY 
LSDHS A1KLELRI KNLNQSRSTT 
WKLNN LLLNDY WV HNEMKA E 
I KMFFETK\ENK\DTT YQNL WD 
AFKAVCRGKFIALNAHKRKQE 
RSK I DTLTSQ L KELEKQ EQTH S 
KASRRQEITK1RAELKEIETQKT 
LQKINESRSWFFER1NKIDRPLA 
RLIKKKREENQ 


23190 


53558 


A 


23324 


1 


2787 




23191 


53559 


A 


23325 


1 


902 




23192 


53560 


A 


23326 


1 


3640 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23193 


53561 


A 


23327 


1 


3686 


MHIVVETALSASWQNKAKPPA 

RVLLQVVPNVWFLVAVVWEL 

YPSLDLMDRSIECSSSPATEQS 

WTENDYDKLREEGFRRSNYSE 

LQEDIQTKGKDVENFEKNLEEC 

1TRITNTQKCLKELMELKTKAR 

ELRE EC RSLRS RC DQLEER V S V 

MEDEMNEMKQEGKFREKRIKR 

N EQSLQE I WD Y VKRPNLRLIG V 

PESDGENGTKLKNTLQDIIQENF 

PNLARQAKVQIQEIQRMPQRYS 

LTRATPRHIIVRFTKVE 


23194 


53562 


A 


23328 


1 


3433 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRTEIITNYLSDHS 

A I KXELRI KNLTQNRSTT WKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAHKRKQERSK1DTL 

TSQLKELEKQEQTHSKASRRQE 

ITKI RAELKEIETQKTLQK IN ESR 

SWFFERINKIDRPLARLIKKKRE 

KNQIDAIKNDK 


23195 


53563 


A 


23329 


1 


3070 


MEGEMNEMKREGKFREKRIKR 

NEQSLQEIWDYVKRPNLRLIGV 

PESDGENGTKJLENTLQDIIQENF 

PNLARQANVQIQEIQRTPQRYS 

SRRATPRHII VRFTKVEMKEKM 

LRA AREKDRSTRQK VN KDTQE 

LNSALHQADLIDIYRTLHLKSTE 

YTFFS APHHT YSKIDHILG S KAL 

LSKCKRTEIITNYLSDHSAIKLE 

LRIKNLTQNRSTTWKLNNLLLN 

DYWVHNKMKAEIKMFFETNEN 

\KDTTYQNLWDA 



BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


S£Q »> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23196 


53564 


A 


23330 


3 


2372 


TTNCLSDHSAIKLELRIKKLTEN 

HTTTWKLNN LLLNDY WVDNE 

M KA E I K M F F E ITsI ek kadttsqn l 

WDTFKAVCRGKL1ALNAHKRK 

QERSKIDTLTSQLKKALEKQEQR 

NSKASRKQE1TKIRAELKE1ETQ 

KKTLQKINESRSWFFEK1NKIDG 

PLARL1KKKREKNQVDAIKNDK 

GDI1TDPTEMQTTIREYYKYLY 

ANKJLENLEEMDKFLNTYTLQR 

LNQEGIESLNRPITGSEIEAIFNSL 

PTKKSPGPDGFTAKFYQRYKEE 

LVYPEPRSESECLSNIREFLRGC 

GASLRLESIREDRNGRSQKTVH 

TEGDMNMN I KKI VKQ ATVLTF 

TTA LL AGG ATQAFAKENNQKA 

YKETYGVSHITRHDMLQIPKQQ 

QNEKYQVPQFDQSTIKNIESAK 

GLDVWDSWPLQNADGTVAEY 

NGYHVVFALAGSPKDADDTSI 

YMFYQKVGDNS1DSWKNAGR 

VFKDSDKFDANDPILKDQTQE 

WSGSATFTSDGKIRLFYTDYSG 

KHYGfCQSLTTAQVMVSKSDDT 

LK1NGVEDHKTIFDGDGKTYQN 

VQQFIDEGN YTSGDNHTLRDPH 

YVEDKGHKYLVFEANTGTENG 

YQGEESLFMKAYYGGGTNFFR 

KESQKLQQSAKKRDAELANGA 

LG1IELNNDYTLKKVMKPLITSN 

TVTDEIERANVFKMNGKWYLF 

TDSRGSKMTIDGFNSNDIYMLG 


23197 


53565 


A 


23331 


2 


2987 


APRFIKQVLSDLQRDLDSHTI1M 

GDFNTPLSTLDRSTRQKVHKDT 

QELNSALHQADLIDIYRTLHPK 

STEYTCFSAPHHTYSK1DHIVGS 

KALLSKCKRSEIITNCLSDHSAI 

KLELR1KKLTQNRSTTWKLN1SIL 

LLNDYWVHNEMKAE1RMFFET 

NENKDTTYQNLWDTFKAVCRG 

KF1 A LN A H KRKQERSK I DTLTS 

QLKELEKQEQTHSKASRRQE1T 

K I RAELKE I ETQKTL\QKINE\SR 

SWFFAERINK 


23198 


53566 


A 


23332 


339 


701 


PDKEGN EI WVDM YTV KPSG WT 

VRTFDKPRKRFIAFFIAGILFRAI 

KNHFLPRETLQCLPYILTGFRRG 

QSEYFSIFSNMDLADTVMFL*G 

AIRJFSDLVNEQIQHTFLIPGET1C 

RLSEVV 


23199 


53567 


A 


23333 


190 


502 
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PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


23200 


53568 


A 


23334 


4472 


8032 


KKSGNNRLMRVHGKKRFLWQ 

KQGVCEVEIQAQRESARDGTD 

REDAESPHAEVTVPRGTRTEILT 

LWASRDRPASACGVTVPKGST 

THPGGMDRVCGVDTAVLHWM 

KQVQG 1 SNLEV ETGPRRRD M D 

EAGSRHSQQTNIGTENQTPHVL 

THKWOLNRNSACDKLHKPHSV 

PGGVAAGDVGGKTISNPGVCAI 

EYQVDGSPHIWEDVNKGVYIEE 

DRAPLMERSSSPAMEQSWMEN 

DFDELREEGFRRSNYSELRED 


23201 


53569 


A 


23335 


1 


2374 


MVSISDLVICPPRHPKVLGLQGP 

PGLDSISDPSAGAGFLDWGEIG 

M PG PGRAG HQ A LC KCDCQCLE 

KTTTKAPGKMPKSTRSGPVRV 

RLADGPNRCAGRLECGMPDAG 

EQC VMTTGTSGRHCG L LGTG L 

WKGYTDLTIIPPGPGTPPQERTC 

QGDYHSGGTWTHSPLETTRRP 

GSSSPAIRRLPAQMLLLPARPPH 

PRSSSPEAMDPPPPKAPPFPKAE 

GPSSTPSSAAGPRPPRLGRHLLI 

DAN/G V YPYTYTVQLEEEPRG P 

PQRE A PPG EPG PR KG Y SCPEC A 

RVFASPLRLQSHRVSHSDLKPF 

TCGACGKAFKRSSHLSRHRATH 

RARAGPPHTCPLCPRRFQDAAE 

LAQHSWGTPRGPLLAAACNCE 

VARGRLESPGPERLLHGYGGRE 

EEGGWGRAAGGLDRVEGFISS 

KAHHYLLIDTQGVPYTVLVTRS 

HRGSQGPVGLQARKVLQLPRV 

LKGLRVHVHLQRHSITHSEVPQ 

DF AGSLDSFQTPG ESLRL VFR A 

LDTTQSSRISKAEPCLKEEPLSL 

GDLPYMHTTLCFCRKRRASPGP 

GTLQRGALAWPDWASPRALPV 

PSLSSTTRSPAAPLFAVPLSGRT 

TQ AM A FDG II FQGQSQRS AGLT 

TTSRFLACQRPLRLC A WWASRS 

PRCTLRRPVGLRPGVHPRPRLV 

YRDLKPENVMASGQPRDRPQP 

WF A W PPRPTRFCG G C WTLTPK 



BNSDOCID: <WO 0175067A3_IA> 



3057 
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SEQ II) 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=linknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23202 


53570 


A 


23336 


853 


1602 


PGAAWSRPDLRGCCTEPQPALR 

MLVLASPCPQPLAFSSVETMEG 

PPRRTCRSPEPGPSSSIGSPQASS 

PPRPNHYLLIDTQGVPWTVAW 

LDEESQREPGASGAPGQKKCYS 

CPVCSRVFEYMSYLQRHXRFSH 

SEVKPFENCDICGKAAFKRSQHL/ 

S ARHHS 1 HLGG WVGGPTACRFC 

PRRF\RDAGELAQHSRVHSGER 

PVSVSTLPSPLYGAEHTAETHA 

VEASHEAGLPGAPGTHRTLQG 

ALDSCPDTW 


23203 


53571 


A 


23337 


1 


1 144 


MGHHLMIDKLVALGGLYYA1Q 

RHYATKCSVLKNDQILVIGLFM 

IQNVIYRKHFANPLSALFLQQGI 

ELFAAIAEIH1TTVAERNHAITQI 

RLEAQTI FDSLKEWHNAIRKSL 

DYEALQAFEFRVGATDRGFPAL 

SSEALVRVLVLDANDNSPFVLY 

PLQNGSAPCTELVPRAAEPGYL 

VTKVVAVDGDSGQNAWLSYQ 

LLICATEPGLFGVWAHNGEVRT 

ARLLSERDVAKHRLVVLVKDN 

GEPPRSATATLQVLLVDGFSQP 

YLPLPRA APAQAQADSLT V Y L 

VVALASVSSLFLFSVLLFVAVRX 

LCRRSRAAPVGRCSVPECPFPG 

HLVDVSGTGTLSQSYQYEVCLT 

GGSGANEFKFLKPVIPNLLSRDS 


23204 


53572 


A 


23338 


1 


1260 


MVCYIQENLPFLLKPSVENFYIL 

ITEGALDREIRAEYNITITVTDL 

GTPRLKTEHNITVLVSDVNDNA 

PAFTQTSYTLFVRENNSPALHIG 

SVSATDRDSGTNAQVTYSLLPP 

QDPHLPLASLVSINADNGHLFA 

LRSLDYEALQAFEFRVGATDRG 

SPALSREALVRVLVLDANDNL\ 

PFVLYPLQMGSAPCTELVPRAA 

EPGYLVTKVVAVDGDSGQNA 

WLSYQLLKATEPGLFGVWAHN 

GEVRTARLLSERDAAKHRLVV 

LVKDNGEPPRSATATLHVLLVD 

GFSQPYLPLPEA A PAQAQAEAD 

LLTVYLVVALASVSSLFLLSVL 

LFVAVRLC\RRSRAASVGRCSM 

PEGPFPGRLVDWSGTGTLFQSY 

QYEVCLTGGSETGEFFCFLKPITP 

HLPPHRGGKEIEENSTLPNSFGF 



3058 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23205 


53573 


A 


23339 


123 


5794 


SSSDSGSLKGACTEVKMEPAGE 

RFPEQRQVLILLLLLEVTLAGW 

EPRRYSVMEETERGSFVANLAN 

DLGLGVGELAERGARVVSEDN 

EQGLQLDLQTGQLILNEKLDRE 

KLCG PTE PC I M H FQ VL L K KPLE 

VFRAELLVTDINDHSPEFPERE 

MTLKIPETSSLGTVFPLKKARD 

LDVGSNNVQNYNISPNSHFHVS 

TRTRGDG RK YPELVLDTELDRE 

EQAELRLTLTAVDGGSPPRSGT 

VQILILVLDANDNA 


23206 


53574 


C 


23340 


20 


313 




23207 


53575 


A 


23341 


119 


247 


RSRC1SASPRRPASFRKSIPEEED 
ESLNl * KGQVS1 LFFYIK 


23208 


53576 


B 


23342 


55 


288 




23209 


53577 


A 


23343 


1 


3576 


MAFLFEFSDLVSLLSIGTMLAY 

SL V AFS VL VLR YQPDENFSKN E 

KPKEEVVEMNSVPKAESPACVP 

EASSTPASLWSPVST1PTPRWGR 

IVYGCAFLLVVLLSMLCLVLAH 

WPKRLFSGELIYIAAAVLLLVLI 

VGFTFTVWRQPQSNTPLYFKPP 

HISTSQNLSLPEHPMEYLLRTGI 

EPD VRG VLTVN ALPAGPP V ACS 

PL VS IS AH VYLMMQMTTET WA 

QCGVWML1ALECPNLKLKKPP 

WLHMPLAMTMYA 



3059 

BNSDOCID: <WO 0175O67A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
•■Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23210 


53578 


A 


23344 


3 


1762 


SVRJ^GPGHVRVXRFFSLSPLPLR 

PWPLCPAARRTMGSILSRRIAG 

VED1DIQANSAYRYPPKSGNYF 

ASHFFMGGEKFDTPHPEGHLFG 

ENMDLNFLGSRPSQFPYVTPAP 

HEPVKTLRSLVNIRKDSLRLVR 

YKDDADSPTEDGDKPRVLYSL 

EFTFDADARVA1TIYCQASEEFL 

NGRAVYSPKSPSLQSETVHYKR 

GVSQQVSLPSFKIDFSEWKDDE 

LNFDLDRGVFPVVIQAVVDEG/ 

DSVVEVTGHAHVLLAGFEKHM 

DGSFSVKPLKQKQIVDRVSYLL 

QEIYG1ENKNMQETKPSDDENS 

DNSNECVVCLSDLRDTLILPCR 

HLCLCTSCADTLRYQANNCPIC 

RLPFRALLQ1RAVRKKPGALSP 

VSFSPVLAQSLEHDEHSCPFKK 

SKPHPASLASKKPKRETNSDSV 

PPGYEPISLLEALNGLRAVSPAI 

PSAPLYEEITYSGISDGLSQASC 

PLAAIDHILDSSRQKGRPQSKAP 

DSTLRSPSSP1HEEDEEKLSEDV 

DAPPPLGGAELALRESSSPESFI 

TEEVDESSSPQQGTRAAS1ENVL 

QDSSPEHCGRGPPADIYLPALG 


23211 


53579 


A 


23345 


35 


3134 


RPREGPTWPQLPGSSPRRLFPW 

SPGSSSRGLFPWSPGSSSRGLFP 

WSPGSSSRGLFPWSPGSSSRGLF 

PWSPGSSSRGLFPWSPGSSSRGL 

FPWSPGSSSRGLFPWSPGGSSR 

GSSRGHPGPPPGGSSRGHPGPPP 

GALPVVTRVLLPGLFPWSPGSS 

SRGLFPWSPGSSSRGLFPWSPGS 

SSRGLFPWSPGSSSRGSSRGHPG 

PPPGALPVVTRVLLPGLFPWSP 

GSSSR/RTLPVVTRLLLSGTLPV 

VTRVLL ! 


23212 


53580 


A 


23346 


3 


91 




23213 


53581 


A 


23347 


3 


174 




23214 


53582 


A 


23348 


3 


360 




23215 


53583 


B 


23349 


158 


368 





BNSDOCID: <WO 0175067A3„IA> 



3060 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll>NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23216 


53584 


A 


23350 


3786 


4928 


PPPARTRPCASLTPEKAKWV/RS 

KPG LTR A PA RCG L S S PQTG SC S 

APASAG*VSGNSRSGTRRGLRP 

TRG*GPCGPSSRARAISSPRAS/L 

RMSQRELGL WDPNNFEEPV A L 

QEMDTSNGVLLPFYDPDSSIVY 

LCG K VLTAGQGEQGTG WRCG 

GPCPGAPLNRLILQGDSSIRYFE1 

TDEPPFVHYLNTFSSKEPQRGM 

GFMPKRGLDVSKCEIARFYKLH 

ERKCEP1IMTVPRXSDLFQDDL 

YPDTPGPEPALEADEWLSGQD 

AFPVT ISI RDGYVPPKHRFT RV 

t\.l—/l V L» UL/IvUVJ I VII rvJ • 1 Vl_. I_. IX V 

TKRNILDVRPPSGPRRSQSASDA 
PLSVRSALLHSGP1 Yl SPNRPYTT 
RPLCPPPQQQHTLETLLEEIKAL 
RERVQAQEQRITALENMLCELV 


23217 


53585 


A 


23351 


1 


1898 


MSRKG PRA E VC ADCS A P VG PD 

FALAISELVSPD1FMQSHSENA1S 

VKEIVTElESlSQGVGQiQLKGDI 

LPNPC HTPKKNSI HELLLER AQT 

PENKPGHMEQDEDSCTAQPEL 

AKDSGMCNPEGCLTTHSSIADL 

EEGEQLRGNKSSRAQGCTQNS 

KNDSSV A DL APKGKSDE APPEH 

SFVLKEPEMSKGKGKYSGSEA 

GSLSHSEQNATVPAPRVLEFDH 

LPDPQEG PG PE ASNG LK VSQKS 

EGSQPSSSRSPLEFLKEAGVPNQ 

TLSSGTPDPYFMALLGPKLNSR 

RPHLHPVSHTLDLGNSPPLPQQ 

FAKCQRG RKGPEGK YPLH Y L V 

WHNRH RELEKE V RAGQTLITQ 

TLSQANPTAITAEEYFNPNFELG 

N RDMGRPMELTTKTQKFKAKL 

WLCEEH PLSLCEQ V API I DLM A 

VSNALFAKLRDFITLQIP1FHILN 

ARITFGNLNGCDEPVPSVRGSPS 

SETPSPGSDSSSVSSSSSTSEAPR 

ENACPSALPGVASCRGCEISPAL 

FEAPRGYSMMGGQREAATRDD 

DDDLLOFAIOOSLLEAGSEYDO 

VTIWEALTNSKPGTHPMSYE/R 

SPTGQGQVPAATCSG/RYDEQL 

RLAMELSAQEQEERRRRARQE 

EEELERILRLSLTEQ 


23218 


53586 


A 


23352 


341 


711 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


23219 


53587 


A 


23353 


57 


719 


TSDLMAEIIQERIEDRLPELEQL 

ER1GLFSHAEIKAIIKKASDLEY 

KIQRRTLFKEDFFNYVQRJGYSF 

KKDEIENSIVHRVQGVFQRASA 

KWKDDVQLWLSYVAFCKKWA 

TKTRLSKVFSAMLAIHSNKPAL 

WIMAAKWEMEDRLSSESARQL 

FURALRFHPECPKLYKEYFRM 

ELMHAGKTGGRRRJCNLKKPV 

WMWRJLIILKKSLRASWHGSST 


23220 


53588 


A 


23354 


27 


352 


TESVVTIMSLLNKPKSEMTPEEX 
REEEEFNTGPLSVLTQSVKNNT 
QVLINCRNNKKLLGRVKAFDR 
HCNMVLEYNVKEMLTEG/DRYI 
SKMFLVAGDPVIVVLRNPLIAGK 


23221 


53589 


A 


23355 


32 


575 


STRLDLPKCWDYRSLFNKP\KS 

EMTP\EELQKREE\EEFNT\GPTP 

LCLTQS\VKNNTQSAQSTC\RNN 

KKLPG AA* RPFDRASPPCSPPGT 

CNMVL\ENVK\EMWT*GTQEV 

GKGICEGSSKPWNKDRLTSSKM 

FPGGGGFSSFVVPCGNPFHSAG 

QIRGPPVLFDKNSHPLVLLKTA 

CHLVFENY 


23222 


53590 


A 


23356 


103 


713 


VTSGCGKKKVWLDPNET\NE!A 
NANFRSADPGRLIKDGLIIRKPV 
T\VHS RA RLPEKTPL A RCKG HG 
TLG IGKRKGTAN A\RM PKEG H H 
GMRRMRILAPACSRRYRESKKI 
D\RHMYH S L Y LK VKG\N VFKN K 
ADFSWEHIHKAEGRARPRKEAS 
WLDQ AE A\RRSKDQG KHG KRR 
EERLPGQRKEEINQRLYSKEGR 
RPRNKNLTL 


23223 


53591 


A 


23357 


1 


2847 




23224 


53592 


A 


23358 


1 


2823 




23225 


53593 


A 


23359 


3 


2858 


AMFGFQRRGLGTPRLQLWLLL 

LEFWEVGSGQLHYSVSEEAKH 

GTFVGRIAQDLGLELAELVQRL 

FRVASKTHGDLLEVNLQNGILF 

VNSRIDREELCGQSAECSIHLEV 

IVDRPLQVFHVNVEVKDINDNP 

PVFSLREQKLLIAESKQSDSRFP 

LEGASDADIEENALLTYRLSKN 

EYFSLDSPTNGKQIKRLSLILKK 

SLDREKTPELNLLLTATDGGKP 

ELTGT VRLL VQ VLD VN DN DPE 

FDKSEYKVSLMEN 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23226 


53594 


A 


23360 


194 


931 


MSPVVPVMASGQFVNKLQEEVI 

CPICLD1LQKPVTIDCGKNFCPQ 

CITQIGETSCGFFKCPLCKTSVRA 

RD A I RFNSAVAEI WWEKIQALQ 

ASEVQSKRK\EAT\CPRHQEMF 

HYFCEDDGKFLCFVCRESKDH 

KSHNVSLIEEAAQNYQGQIQEQ 

1QVLQQKEKETVQVKAQGVHR 

VDVFTDQVEHEKQRILTEFELL 

HQVLEEEKNFLLSR1YWLGHEG 

TEAGKHYVEIPLMPTVERSQEA 


23227 


53595 


A 


23361 


2 


381 


A1NWTSARPVSQCWDP\CPPSQ 
VVCLAGLPP*RVCQNPVKGP\N 
CPLAHTSEPTGHCLL*TRGMCF 
PSLCGQLCP*SGPPDCPSPRALH 
HTGFCPVALLVAESQVRARAC 
GPEPHRAGRASRWCLHAG 


23228 


53596 


A 


23362 


213 


574 


PQTHTGNHSERGRQPITRSPEKP 

EP\CPSKRAPQTQQP\PWAPSLC 

PP A LG PCKGTRRPR VQ V H RPTS 

SQKCPLPAWFHHLPLWPTSAAR 

SSSTETPTGQQMRKLRHPAAPR 

SANALSLGE 


23229 


53597 


A 


23363 


21 


456 




23230 


53598 


A 


23364 


2 


98 




23231 


53599 


A 


23365 


64 


24! 


PWPLASNPRGCLP*PSTLN*PTP 
SSQPGMSLDSLDRHPP*TRETAS 
GIGGQRPGSDPARTPHFISQTQ 


23232 


53600 


A 


23366 


209 


353 
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SEQ ll> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


23233 


53601 


A 


23367 


1766 


3292 


SSCPTTRVLIMKGAGHPCYLDK 

PEEWHTGLLDFLQGLQLWLMH 

MQQLMSLAVVSGRLSRGQCGT 

ERPSRRAAAAAAAGQPQRGHF 

QH 1 EERLETN VQNCQSPDTLCP 

THCSPVLNEPCPEVSVVAVAPA 

SPDRMSGSDGGLEEEPELSITLT 

LRMLMHGKEVGS11GKKGETV 

KRIREQSSARITISEGSCPER1TT1 

TGSTAAVFHAVSM1AFKLDEDL 

CAAPANGGNVSRJPPVTLRLVIP 

ASQCGSLIGKAGTK1KEIRETTG 

AQVQVAGDLLPNSTERAVTVS 

GVPDA1ILCVRQ1CAVILEGFSV 

QGQYGAVTPAEVTKJLQQLSSH 

AVPFATPSVVPGLDPGTQTSSQ 

EFLVPNDVSRGWDGWRLIGCVI 

GRQG\TK1NEIRQMSGAHIK1GN 

Q\AEGAGERHV\T1TGSPVSIALA 

QYLITACLETAKSTSGGTPSSAP 

ADLPAPFSPPLTALPTASPLAC 

WAHPMPSPSPTLIGFKAHALLG 

FTTCFPRAAAGLGGLHRQDGSS 


23234 


53602 


B 


23368 


1 


363 




23235 


53603 


A 


23369 


486 


947 


LDGAGLLAPVKAHLQKKGPRL 

GTRGCAMPRLGSTPFLKGQCL 

ANSRNTLEAVSLTESSASRVPP 

APVLGSRRPHSPSPWP/P/YYTP 

VPPPPRMALVPPNMHGQGTVG 

LTSVPLACTVAMLGSYKQAGA 

FGPLANCYGGLGHAQCWGQEF 

CPTQCP 


23236 


53604 


A 


23370 


38 


680 


GSRLRRLQAAAARPALPLPLPP 

WEWKHLPHVPEAKWWLTTAR 

HSAAYRADPLRVSSRDKLTEM 

AASSQGNFEGNFESLDLAEFAK 

KLQPWWRKLFGQESGPSAEKYS 

VATQLFIGGVTGWCTGFIFQKV 

GKLAATAVGGGFFLLQLANHT 

GYIKVDWQRVEKDMKKAKEQ 

LKIRKSNQIPTEVRSKAEEVVSF 

VKKNVLVTAGGFFGGFLLGMAS 


23237 


53605 


C 


23371 


30 


200 




23238 


53606 


A 


23372 


14 


161 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown > 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23239 


53607 


A 


23373 


69 


715 


APALPGCEHMMA1RELKVCLL 

GDTGVGKSS1VWRFVQDHFDH 

NISPTIGVASFMTKTVPXWENDFT 

KFLIWDTAGQERFSFIGLPLYYS 

RLQLAAVYSCYGYLPSRDFIFIT 

LKE\ WV\K R L K£LG PE\N I V M A 1 

AGN KCDLSD1VRE VPPEG MLKE 

Y\AES1GAIVVETSAKNAINI\EE 

LFQGISVRQIPPLDPPMKNGKQW 

DHQKLRSQPMQASRRCC 1 


23240 


53608 


A 


23374 


3 


293 


VTSTMAYRAOGOKVVOKVMV 
QPINLIFRYLQNRSRIQVWLYEQ 
VNMRIEGCI IGFDEYMNLVLDD 
AEE1HSKTKSRKQLGRIMLKGD 
NITLLQSVSN 


23241 


53609 


A 


23375 


3 


393 


HESCSQRQRAGCALCENSHPW 

RSRGPGVOKSAEGLWCOP1CRT 

SSSRYLVONRIAGFOVWLYFOV 

NM\RIVEGCIIGF\DEYVNLVLDD 

AEEIHSKTKSRKVQLG R\IMLK\G 

DNITLLQTCLPPRMVHGSGEIV 


23242 


53610 


C 


23376 


129 


425 




23243 


53611 


A 


23377 


470 


635 


ENSSSHHIIKPFSSGCSIHGFSGH 
rNVTSVTIL*PIKSCH!RCHF*CA 
QYMVADN 


23244 


53612 


A 


23378 


71 


566 


PLFPPCLSPVVAGWARGHMLG 

QSHQQVAAPLKHRPITPTELCQ 

KCLSL1KKTKFLNAYITVSEEVA 

LKHAEESEKRYKNGOSLGDLD 

GIPIAEK DNFSTSG I ETTVCASN M 

LKGYIPPYNATVDQKLLDQGA 

LLMGKTKLNDFAMGSGSTDGV 

FGPVKNPWSYSK 


23245 


53613 


A 


23379 


255 


1042 


ILAARMGKQNSKLRPEVMQDL 

LESTDFTEHEIQEWYKGFLRDC 

PSGHLSMEEFKKIYGNFFPYG\D 

ASKFAEH\VF\RTFDANGDG\TID 

FREF11ALSVTSRGKLEQKLKW 

AFSMYDLDGNGYISKAEMLEIV 

QAIYKMVSSVMKMPEDESTPE 

KRTEKIFRQMDTNRDGTWVPH 

LAL1YRTAEGGFAVQRASVSFY 

PPPSAGNAMVNEAAVFLEIPLG 

SSPGQVSAVCHSGRKLSLEEFIR 

GAKSDPSIVRLLQCDPSSAGQF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23246 


53614 


A 


23380 


1 


721 


MDGNLRKIRFEKHA1TEEFRTT 

EPGLAALRJLPSTWIRGVRTSES 

KREVGKGGQSQQYENRDTEGE 

GHVMTKARDWSKAAASQRLP 

ANHLKLRLC1DGFRSHSLPEEGP 

KKPCQHHAAQEEPCTRSGRLPQ 

AHEGSISDCCTSSEQGSMDIGSV 

EPGTGYNLLVCHLL/STLEKRS1 

WAGVSRFSRYHLSRLPLARKXG 

NPLTPCASQLLLPLPSTTQKRQS 

GHALYSFPYRPQPKNDNLVMP 


23247 


53615 


A 


23381 


80 


562 


DRAMWGDLWLLPPASANPGT 
GTEAEFEKAAEEVRHLKT/RSPS 
DEEMLFIYGHYKQATVGD1NTE 
RPGM LDF\TGKA\K WD\A WN EL 
KGTSKG D A VE A\Y LNQ V\EEL K 
KKYGDMERLDLVTVPCVYPKP 
ETIPFFFSNTVDGWEFRENNPV 
KPATQRLLTHTGS 


23248 


53616 


A 


23382 


380 


1041 


EVTINSGFIFIMLFMEHPEHYTI 

MHKWILTWILPTLLYRSCFH1IC 

LVGTISLACNDVMTPEQMATNV 

NCSSPERHTRSYDYMEGGDIRV 

RRLFCRTQWYLRIDKRGKVKG 

TQEMKNNYN I M EIRTVAVG I V A 

IKGVESEF\YLAMNKEGKL\YA 

KKECN\ED\CNFKELILENHYNT 

YASAKL/WTrTNGGEMFVALNQ 

KGIPVRGKKTKKEQKTAHFLP 

MAIT 


23249 


53617 


A 


23383 


127 


549 


SSPKMAATMKKAAAEDVNVTF 

EDQ\QKrNKFARNTSRITELKEEl 

EVKK\KQLQNL\EDACDDIMLA 

DDD\CL\MIPY\QLGDVFISHSQE 

ETQEM LEEAKKN LQEEI D A LES 

RVESIQRVLADLKVQLYAKFXG 

SNINLEADES 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23250 | 


53618 


A 


23384 


1 


2050 


MEYESMV1SFDDRVMEKTEYG 

PIFTVFAMGNRMTFVTEEEGrN 

VFLKSKKVDFELAVQNIVYRTA 

SIPKNVFLALHEKLYIMLKGKM 

GTVMLHQFTGQLTEELHEQLEN 

LGTHGTMDLNNLVRHLLYPVT 

VNMLFNKSLFSTNKKKIKEFHQ 

YFQVYDEDFEYGSQLPECLLRN 

WSKSKKWFLELFEKN1PD1KAC 

KSAKDNSMDSDEDPVNLQSRS 

ALVCEMLHVQRSSSDADAIGPH 

ADHSLSNRWEVILADEHGIIAD 

DMISRYALSEKSQVELSTQVIKS 

ASSKSVNKSDIDTSVFLNWYTMP 

EKKMIRAYATVIDGPEYFWCQF 

ADTEKLQCLEVEVQTAGEQVA 

DRRNC1PCPYIGDPC1VRYREDG 

HYYRAL1TNICEDYLVSVRLVD 

FGNIEDCV DPKALWA I PSELLS 

VPMQAFPCCLSGFNISEGLCSQ 

EGNDYFYEIITEDVLEITILEIRR 

DVCD1PLAIVDLKSKGKSINEK 

MEKYSKTG1KSALPYENIDSEIK 

QTLGSYNLDVGLKKLSNKAVQ 

NKIYMEQQTDELAEITEKDVNII 

GTKPSNFRDPKTDNICEGFENP 

CKDKI DTEELEG VSQKAQESMC 

TEDMRKSSCVESFDDQRRMSL 

HLHGADCDPKTQNEMNICEEEF 

VEYKNRDAISALMP\FSLRKKA 

VMEASTIMVYQIISQLNYRTPTL 


23251 


53619 


A 


23385 


3 


602 


TRPPTRPGLSPDPTSPTEADRGV 

CERPHRCFLLPQITHPSSG RRCL 

CLLSPTSFDFSLLYESQSDRA1F 

GVGTEPDQEPPPPYHEQVPVSV 

YHPTAPXSQTWVATQLTEEEQIRI 

AQRIGLIQHLPKGVYADPWRDG 

SEKKIRECVICMMDFVYGDPIR 

FLPC VHE WYH LDCIDD WLMRS 

FTCPSCMEPVDAALLSSYETN 


23252 


53620 


A 


23386 


33 


512 


TAARCQGGPTHVPAFVGTACP 
TRIPGHAPARQCREYYY*YYYD 
F/WKEPRRCHALLLPPWAGLEV 
GMPPSHTQLGMHPAPPPPHLEV 
KAQGVPSNRQRTDGCRWCSGR 
AS ALGGG RQDSRLRERGGG YD 
H/HCP1CRSLKIQLKCHPASGPQ 
TVGLGRLASVS 1 


23253 


53621 


A 


23387 


1 


1731 




23254 


53622 


B 


23388 


1 


706 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23255 


53623 


A 


23389 


1 


1986 


MGIGEGPTTSEGCRESVEYSHQ 

KSELPLSGDSQVPGPIGCNCDP 

QGSVSSQCDAAGQCQCKAQVE 

GLTCSHCRPHHFHLSASNPDGC 

LPCFCMGITQQCASSAYTRHLIS 

TH FA P/G D FQ/G F A/L VN PQRN S 

RLTGEFTVEPVPEGAQLSFGNF 

AQLGHESFYWQLPETYQGDKG 

EAYFARMRRAHQNRTSLSEEQ 

LRAAVTAGRIPEPPEGRDWAQR 

ASQFSLSYEGFSLLPGSLYYWQ 

LPRAFLGDKVAAYGGKLRYTL 

SYTAGPQGSPLSDPDVQITGNNI 

M L VASQPALQGPERRSYEIM FR 

EEFWRRPDGQPATREHLLMAL 

ADLDELLIRATFSSVPLAASISA 

VSLEVAQPGPSNRPRALEVEEC 

RCPPGYIGLSCQDCAPGYTRTG 

SGLYLGHCELCECNGHSDLCHP 

ETGACSQCQrFNAAGEFCELCA 

PGYYGDATAGTPEDCQPCACP 

LTNPENMFSRTCESLGAGGYRC 

TACEPGYTGQYCEQCGPGYVG 

NPSVQGGQCLPESSELHFPSVQ 

PSDAGVYICTCRNLHQSNTSRA 

ELLVTEAPSKPITVTVEEQRSQS 

VRPGADVTFICTAKSKSPAYTL 

VWTRLHNGKLPTRAMDFNGIL 

TIRNVQLSDAGTYVCTGSNMF 

AMDQGTATLHVQGSAEAGERS 

MYSISVLLKYTS 


23256 


53624 


A 


23390 


3 


13319 


PASGRLRAARSGRRGASERESG 

AGRAMGWRAPGALLLALLLH 

GRLLAVTHGLRAYDGLSLPEDI 

ETVTASQM RWTHS YLSDDE YM 

LADSISGDDLGSGDLGSGDFQM 

VYFRALVNFTRSIEYSPQLEDA 

GSREFREVSEAVVDTLESEYLKI 

PGDQVVSVVFIK.ELDGWVFVE 

LDVGSEGNADGAQIQEMLLRVI 

SSGSVASYVTSPQGFQFRRLGT 

VPQFPRACTEAEFACHSYNECV 

ALEYRCDRRPDCRDMS 



3068 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23257 


53625 


A 


23391 


41 


1323 


HYLVFFLPSLRRYTVSLSPNSTS 

YQLLVPGPSY/SALPISSAASLY 

AGA\GGSGSRMSVSHSTSLRDG 

1SSGGLA/TGMARGLGGMGG1Q 

NKKETTQSLNDSLAVRVRSLET 

ENRKLESKIREHLEKKGPQVRD 

WSHYFKT1EDLRAQIFANTVDN 

VRIFLQIDNARLAADDFRVKYE 

TELAMRQSVESDIYGLHKVIDD 

TNVINGCSFFMKKNHGEEVKC 

LQAQIASSGLTMEVDAPKSQDL 

AKITADISTRYDELARKNREEL 

DKYWSQPIEESTTEVTMQSAKV 

RAAEMTFMELRRTVQSLEIDLD 

LMRNPKASLENSLREVEACYA 

LQMEQLNLDP/GILLHLESELTQ 

TRAEGQL\QAQKYKALLNIKNK 

LEAEIATYCLLLEDGKDFNLGD 

TLDSSNPMQTIQKTTTSRIVDG 

KVVSETNDTKVWRH 


23258 


53626 


A 


23392 


1 


771 




23259 


53627 


A 


23393 


732 


1656 


SCSWTSPAAWPPNASLHSCLKR 

RNQDHLLLWDWRFLDFPSSMA 

SKCQSPLLPQKKKPRPLPALGP 

EKTSASAGLPKKGEKEQQETIE 

HIHEVQNEMDRLNEQAK\RSEL 

1SKIPDFWVT1FVNHPEVSALPG 

EEDEEALHYLTRVEMTDFDD1K 

SGYRIDFYFDENPYFENNILAKE 

FHLNESGDPSSKSTEIKWKYGK 

DLMKRSSQTQNKAHRKRQHEE 

PESFFTWFTDHSDVGADELGEV 

IKDIWPNPLQYYLVPDMDNEEG 

EGEEDDDDDEEEEGLED1DEEG 

DEDEG EEDEDEG E KGEEDEG E 


23260 


53628 


A 


23394 


3 


923 


ARRLVVWFWDFPNSMAPKRQS 

PLPPQKKKPRPPPALGPEETSAS 

AGLPKKGEKEQQEAIEH1DEVQ 

NE ID RLNEQ A S EE I L K V EQK YN 

KLRQPFFQKRSKXLSAGIPNFWV 

TTFVN\HPQVS\ALLGEEDEEAL\ 

HYLYTRVEVTEFEDIKSGYRIDF 

YFDENPYFENKVLSKEFHLNE\S 

G DPSS KSTEI KWKSGKDLTKRS 

SQTQNKASRKRQHEEPESFFTW 

FTDHSDAGADELGEVIKDDIWP 

NPLQYYLVPDMDDEEGEGEED 

DDDDEEEEGLEDIDEEGDEDEG 

EEDEDDDEGEEGEEDEGEDD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


23261 


53629 


A 


23395 


732 


1656 


SCSWTSPAAWPPNASLHSCLKR 

RNQDHLLLWDWRFLDFPSSMA 

SKCQSPLLPQKKKPRPLPALGP 

EKTSASAGLPKKGEKEQQETIE 

H IHEVQN EM DRLN EQAKARSEL 

ISKIPDFWVTIFVNHPEVSALPG 

EEDEEALHYLTRVEMTDFDDIK 

SGYRJDFYFDENPYFENNILAKE 

FHLNESGDPSSKSTEIKWKYGK 

DLMKRSSQTQNKAHRKRQHEE 

PESFFTWFTDHSDVGADELGEV 

I KDI WPNPLQYYLVPDMDNEEG 

EGEEDDDDDEEEEGLEDIDEEG 

DEDEGEEDEDEGEKGEEDEGE 


23262 


53630 


A 


23396 


3 


924 


ARRLVVWFWDFPNSMAPKRQS 

PLPPQKJCKPRPPPALGPEETSAS 

AGLPKKGEKEQQXEAIEHIDEVQ 

NEIDRLNEQASEEILKVEQKYN 

KL\RQPFFQKRSK\LSAGIPNFW 

VTTFVN\HPQVS\ALLGEEDEEA 

L\HYL\TRVEVTEFEDIKSGYRID 

FYFDENPYFENKVLSKEFHLNEN 

SG DPSSKSTEIK WKSG KDLTKR 

SSQTQNKASRKRQHEEPESFFT 

WFTDHSDAGADELGEVIKDDI 

WPNPLQYYLVPDMDDEEGEGE 

EDDDDDEEEEGLEDIDEEGDED 

EGEEDEDDDEGEEGEEDEGED 


23263 


53631 


A 


23397 


1 


1393 


MGKQKG GGPQ A WE A EG LG RE 

WMRMPQEGKGSQRKSTQKQT 

KREIDAYIVQAKERSYETVLSF 

GKRGLNIAASPAVQAATKVLW 

APSPPAAPIPPLRPFGLIQLLCQG 

AQRWQPGSREVKGRLCQARLA 

ETSSIAGNLRVQSYERPVDPGV 

TMDPLLPGRTIVFAAGDHTLW 

RAPVSSCAQRSGVWSLDNMGV 

NSGSVPFHGVRIQASQLISLSFN 

FSFCE A DL KTPLHG FL 1 LPAGPK 

EEVTVKJCEKRERDRDRQREGH 

GRGRGRPEVIQSHSIFEQGNPAE 

MMKKKGNWDKTVDVSDMGPS 

H I INI KJCEKRETDEETKQI LR1VI L 

EKDDVDHHALSEHLVTTATFSI 

GSTGLVVYDYQQVECGGHVRA 

DLKTQDLYSHAQFGDNNYPGG 

VDWYRAGGLQDSDTEDECWS 

DTEA VPRAPARPREKPLI RSQSL 

RVVICRKPPVREGTSRSLKVRTR 

KKTVPSDVDS 


23264 


53632 


A 


23398 


297 


584 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


{Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23265 


53633 


A 


23399 


2 


149 


CMKFGAVTPIGGPPLGDQSPVL 
LLFAL*KRSTYNLGSSDPPAQGI 
SHQF 


23266 


53634 


A 


23400 


1 


170 


PAG1RHEERSTYDLWSSDRPGQ 
GTSHQF*IIRFQIPWNSGPRLSE* 
LLPRSSRLSS 


23267 


53635 


A 


23401 


1 


1077 




23268 


53636 


B 


23402 


289 


1359 




23269 


53637 


A 


23403 


3 


2233 




23270 


53638 


A 


23404 


1 


1491 




23271 


53639 


B 


23405 


76 


511 




23272 


53640 


A 


23406 


1 


2706 




23273 


53641 


A 


23407 


273 


862 




23274 


53642 


A 


23408 


1 


1080 




23275 


53643 


A 


23409 


134 


675 


MHYFHSSVQIGLPLTRRSQVLIL 
PQPL L PNPIILLS PPLLTP VPA YS 
FIL/PTSPPPPARQFPLKKVAEAK 
GIVKQLKTDTARSPRKPTGPSQ 
TLWVTLTVEDLKHAFFTIPLHP 
SSQPLFA FTWTDPDTHQ AQQIT 
RAVLPQVFTDSPHYFSQAQISSS 
SVTYLGIILIKTHVLSLLIMSG 


23276 


53644 


A 


23410 


1 


895 


MEVHKHPFNTLALRHESGCEL 

VWAEKHRNQIFPFPKSTASPKQ 

WDTGRHNSDAKQQEPGGREER 

NTMEMETKETHFIRGPKTLASV 

TDWEGSLPLVFNHCRGTSLIIHP 

RFKGVRPRRDACLGPSPLAASP 

AFLGKGQHALKGLKPVITRLLQ 

HGLLKPINSPFPSXPILPVLKPDK 

AYKLVQNLRLINQIVLPIHPVVP 

NPYTLLSSIPPSTTHYSVLDLKH 

AFFTIPLHPSSQPLFAFT*TDPDT 

H*AQQITWAVLPQGFTRQPPLL 

QLSPNFILICYLSRHNSHKNTRA 

LPADRV 


23277 


53645 


A 


23411 


1 


930 


MIQEHADKQVQRLQGVLLGSIP 

TAASRA RLHPGE INNH VA HTEP 

VWWSLHMDAYEIWCRGSDRR 

TSLGRSIPLPPALCSLRR1HLRPQ 

VLRSTSPRNISPISNPGHLSDYTP 

TFQGCQTMQGRLPWSFTLSGK 

SRFSGEGATQRQYPIPQQALKG 

LMPA1TRLLQHGLLKP1NSPYHS 

PILPVLKPDKPYKLVQDLRLINQ 

IVLPIHPMVPNPYTLLSSIPASTT 

HYSV\LYVKHAFFT1PLHPSSQP 

LSTFTWTDPDTHQAQQIT*AVL 

PQVFTDSPHYFSQAQISSSSVTY 

LGI1LHENTRALPADHV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


23278 


53646 


A 


23412 


299 


1028 


RLGSFSSNHPYLGQRQYPIPQQ 

ALKGLKPVITCLLQHVLLKPVN 

SPYNSPILPVQKLDMPYRLVQD 

LCL1NQIVLPIHAMVPNPYTLLT 

SIPPSTTHYSVLDLKPAFFTIPLR 

LSFQPLFTFSWTDPDTHQAQQI 

TRAVLPQSFTDSPHYFSQAQiS* 

RLGSFSSNHPYLGQRQYP1PQQ 

ALKGLKPVITCLLQHVLLKPVN 

SPYNSPILPVQKLDMPYRLVQD 

LCLINQIVLP1HAMVPNPYTLLT 

SIPPSTTHYSVLDLKPAFFTIPLR 

LSFQPLFTFSWTDPDTHQAQQI 

TRAVLPQSFTDSPHYFSQAQISS 

SSVTYLGIPGFAILTKPLYKLTK 

GNLADP1DPKSFPHSSFRSLKTA 

LETAPILALPVSSQPFSLPTAEV 

WAAQSEFLHKNRDRTE 


23279 


53647 


A 


23413 


157 


202 


RSECARWMEK*CPWL 


23280 


53648 


A 


23414 


184 


482 


EGVSVFLLLSPYQGQPQVSRRC 
S/RQVSQRCPHRGRGPRCPQVS 
RSHGPSWVGHPGMPLYGS\EQF 
YCGAPGLAGPPNGSRGESLKIS 
V Wl FPCRJDFGNFN 


23281 


53649 


B 


23415 


13 


862 




23282 


53650 


A 


23416 


1 


11342 


MATRWFYYGHPPRDARVPRJV 

AEAKEKN LTPG KI IEVDVTI EAQ 

I RQEFL DA ERDTGG F VKFFRITK 

KKLQEFFLGEEEEQVPHVSPVE 

LGAKPTAFNAFIANAVGKTLAV 

QHASLKAPEPEMTVTHERPYG 

NYAVWITDVDPRNHRIEVIHVI 

REISGRTSEYVNNLLAQPTPFK 

VFDWLTETQAKEFVRRLNNTQ 

GVISVYNKLEDGIPVKVAVKAT 

EPTNKEKLEAASTKLKAMGAV 

ATDAYEFHTDLNENE 


23283 


53651 


A 


23417 


7597 


7883 


LSSLAWVWQWNHRISVLFHSN 

SVRTNLVPQFNQLVITESNSCPE 

FFNQTSAFFKT*VESGCM/CLQD 

♦GIEWFRLRLDVYNSRLVFLTG 

ATDYCTG 


23284 


53652 


A 


23418 


3 


1573 




23285 


53653 


A 


23419 


6692 


6793 


GASVAPSIGS*STGNAIPSCLFQ 
QNVIVPIPQS 


23286 


53654 


A ; 


23420 


1 


17727 




23287 


53655 


A 


23421 


6687 


6785 


VNTGNRTWWEPLFRK*KKTQR 
EDTTEKKTKGR 


23288 


53656 


A 


23422 




2856 




23289 


53657 


A 


23423 


1 


7194 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 

An /c ,in ^ i ^ 
Uy/S4U,2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


23290 


53658 


A 


23424 


7460 


7561 


GASVAPSIGS*STGNA1PSCLFQ 
QNV1VPIPQS 


23291 


53659 


A 


23425 


1468 


1857 




23292 


53660 


A 


23426 


1 


1985 


MEPVG1D1IAISWIGAPEYPDNV 

KRA1NAKVEATQKTLQRJEQEIQ 

QR V A E A N M ERJEQ A KG V A DA I R 

LRG E ALTENPN V M Q LE A INK W 

NGLVPFITSSPGMGKSAIVRQIA 

EDFG LKLIDHRLSTSAPEDLSGL 

PRFKENGRAEFAPFDELFPLEG 

DAVPEGFNGWLLFLDEFNSAR 

KE1QAAAYKLVLDRMTGQKKL 

HPYVAIVCAGNKATDRAITNNL 

STAMQSRLIHLEMETDFDVFME 

DVAIPNKWDERVIAFLNANPNK 

LNDFEPDHQEKTFCCSRTWEFV 

NKIVSILPPGPINSEMTLLLAGTI 

TSGVATSFVQFTQVYSNMVSL 

NEILDNPKKARMPEDNNLLWA 

VVTSLINNTDEDNHSKIFDYVE 

RMPFTFKVLYYRSRKTDMSMT 

DAQLTREYDRCQAKAFMGKTA 

AFFGSLLCSLKFRWVKDGCDT 

AQTDGEHLEWNPDWFESLLPE 

SRVTVLMHELWHVGLLHSVR 

MGSRDPEVWNYACDIYINNQLI 

QDGYSFIGIENCWKDPKYAGW 

AEEQIYHDLMSKHPRPPKASGA 

FGTGSGGDMKPSTSKASLKLSG 

GSLPGVLPGKMEEVITQFLKPV 

VP WQ V LLERFFN DLQETYYSW 

QRPNRRYPDMYLPSSMDDDCR 

LEHLAYFL*NEADLTGLLVLK* 

TDDGQSVSGQNLLQSDEQLQ1Y 


23293 


53661 


A 


23427 


2365 


2784 




23294 


53662 


A 


23428 


5789 


5980 


DQN MRFDNTFET Y Y WKPTII VII 
IRKLLMNDSSKDTLK*LRCWK 
NWLQILKKHTIHFIMPLQL ! 


23295 


53663 


A 


23429 


1 


6819 




23296 


53664 


A 


23430 


376 


2052 


SKVCGNDGFADDLKHLLIFTGA 

QSGEDIVPFQLEDGHSLGEVVL 

LHGGSGVESGQR/CGRTSAGSC 

Y*SPGKICCCNLLVTKTEGFFAP 

VPIQLENTNQVTNCSDNW 


23297 


53665 


A 


23431 


2 


2189 




23298 


53666 


A 


23432 


2 


1583 




23299 


53667 


A 


23433 


2142 


2242 


GASVAPS1GS*STGNA1PSCLFQ 
QNVIVPIPQS 


23300 


53668 


A 


23434 


.> 


1188 




23301 


53669 


A 


23435 


470 


862 




23302 


53670 


A 


23436 


1 


1352 





3073 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

>t t| UCIIVC 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


23303 


53671 


A 


23437 


1837 


1955 


SKCSIGLYQRYPYSNGC*NSGCI 
CRVY*CCREHRGYVRN 


23304 


53672 


A 


23438 


1447 


1565 


SKCSIGLYQMYPYSNGC*NSGC 
ICRVY*CCREHRGYVRN 


23305 


53673 


A 


23439 


773 


823 




23306 


53674 


A 


23440 


-y 
-> 


1529 




23307 


53675 


A 


23441 


1 


1794 




23308 


53676 


A 


23442 


236 


427 


DQNMRFDNTFETYYWKPT1IVII 

IRKLLMNDSSKDTLK*LRCWK 

NWLQ1LKKHTIHFIMPLQL 


23309 


53677 


A 


23443 


8510 


861 1 


GASVAPS1GS*STGNAIPSCLFQ 
QNVIVP1PQS 


23310 


53678 


A 


23444 


516 


669 


ATSELKRKASLGLMEPDVSRK* 
ARCSSLPSSS1GDGRYISGYLRL 
GRCHE 


23311 


53679 


A 


23445 


410 


593 


FLNLIQPQGKRKLLLLKRCRSLLP 

KN*CQHSKQHKLSISSVVILNIT 

NS*PNKVKLMPILAM 


23312 


53680 


B 


23446 


1 


2286 




23313 


53681 


A 


23447 


1418 


1723 


CNTNIIFNCHFPTKLGC1CKAMK 

VVSPLIHTsiSlVILLNQITIDFFSTL 

AQICTFICLTYSKQTTTR1ASFK 

KVIEEFLSLAPIEKVELKEHS*YI 

SISEKV 


23314 


53682 


B 


23448 


1 


6167 




23315 


53683 


A 


23449 


1 


3199 




23316 


53684 


A 


23450 


1 


5733 




23317 


53685 


A 


23451 


709 


1099 




23318 


53686 


A 


23452 


5039 


5230 


DQNM RFDNTFETY Y WKPTI 1 VI I 

IRKLLMNDSSKDTLK+LRCWK 

NWLQILKKHTIHFIMPLQL 


23319 


53687 


A 


23453 


664 


993 




23320 


53688 


A 


23454 


1 


19859 


MAS1DSIAVCNPRQVRKFVEHC 

IRSGLVPFITSSPGMGKSA1VRQI 

AEDFGLKLIDHRLSTSAPEDLSG 

LPRFKENGRAEFAPFDELFPLEG 

DAVPEGFNGWLLFLDEFNSAR 

KEIQAAAYKLVLDRMTGQKKL 

HPYVA1VCAGNKATDRAITNML 

STAMQSRUHLEMETDFDVFME 

DVAIPNKWDERV1AFLNANPNK 

LNDFEPDHQEKTFCCSRTWEFV 

NKIVSILPPGPINSEMTLLLAGTI 

TSGVATSFV 


23321 


53689 


B 


23455 


74 


240 




23322 


53690 


A 


23456 


143 


384 




23323 


53691 


A 


23457 


1 


3267 





3074 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ II>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


23324 


53692 


A 


23458 


2 


550 


KRSSEHIQRIDRDVSGTLRKHIF 

FRDRYGTKQRELLHILLAYEEY 

NPEVGYCRDLSHIAALFLLYLP 

EEDAFWALVQLLASERHSLQG 

FHSPNGGTVQGLQDQQEHVVA 

TSQPKTMGHQDKKDLCGQCSP 

LGCLIRILIDGISLGLTLR\LWDV 

YL VEG EQ AFM PITRI AFK VQQK 

RLTKTSR 


23325 


53693 


A 


23459 


72 


630 




23326 


53694 


A 


23460 


1 


2835 


MDALMLALGALMLALGLGDP 

KSAQVSDPDGAEPGPGRATGT 

DPLVQIHWKLGISEALSIPGGRL 

YRDL WSLTP VCLH IPG 1 A HHGP 

FTLG RM D V VE V A G S W W AQER 

ED1IMKYEKGHRAGLPEDKGPK 

SFGSYNNNVDHLGIVHETELPP 

LTAREVKQIRREISRKSKWVKM 

LGEWDTYKNSRKLIDRAYQGIP 

MNIRGPMWSVLLNIEEIKLKNP 

GRYQVRSARAQPTGQAVSGAQ 

VSSWRERQDHPGELGVKI 



BNSDOCID: <WO 0175067A3_IA> 



3075 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn. 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23327 


53695 


A 


23461 


1 


832 


MGWRARWLMPVISALWEAED 

PIPPELTRLLQQSQDPLLMGLFP 

TNPKEKTQEEPPGQSRAPVLTV 

VSKFKVLAGLLHLGNIQFAASE 

DEAQPCQPMDDAKCEGQGVG 

WAGPVRKASLEQLLQVLHSTT 

PHYIRCIKPNSQGQAQTFLQEE 

AGAGRRRQRRRQKQQRRRRRQ 

LGGGGDGGNGSVGDDGATRGS 

RGCALEKECVATPRRGLLFSRP 

HKLAFAVGGSVTSVGPKPRAP 

MDVVEVAGSWWAQEREDIIM 

K YE KG HRAG LPEDKG PKPFRS 

YNNMVDHLGIVQDFADFGTTIK 

QDFRLLGQTSVDRLLQLSQGQ 

AVKGNQLLPVSLVKRKTTLAP 

NTQTASPRALADSLMQLARQV 

SRJ.ESGHFYDAHNPFLPPPSMS 

KQ A KKTG V PS EG LCRPG G EG Q 

SAVARLTGEKKNHPGAQYANR 

LSPRVGRFINAAGTTGFPTGKR 

AVSATQL1GLQLILLGEVLQKV 

LTASYPAQSSVPLTSGPVRQIM 

KEKGKRSSEHIQRIDRDISGTLR 

KHMFFRDRYGTKQRELLHILLA 

YEEYNPEVGYCMDLSHIAALFL 

LYLPEEDAFWALVQLLASERHS 

LQAARAPAAIGAHERADQAQIS 

LGLTLRLWDVYLVEGEQALMP 

1TRJAFKVQQICRLTKTSRCGPW 

ARFCNRFVDTWARDEDTVLKH 

LRASMKKLTRKQGDLPPPAKPE 


23328 


53696 


A 


23462 


3 


497 


SSECLTMAWIPLLLPLL1LCTVS 

V A S YE LTQP A S VS V S PG QT A S I T 

CSGDVLAKKKYARWFQQKPG 

QAPVLVIYKDSERPSGIPERPSG 

SSSGTTVTLTISGAQVEDEADY 

YCYSAADNNGWVFGGG\TKLT\ 

VLSQPKAAP\SVTLFP\PSSEELQ 

ANKAHTGVSQ 


23329 


53697 


A 


23463 


1 


393 


FRSGSELVKAGLRAFFENAAED 

LEKTSENLKLGICFTHSRTQIKG 

VSQNINYTTVALLPILTSIFEHV 

TQHQFGMDLLLGDVQISCYHIL 

CSLYSLGTGKNIYVEMLGMPDT 

VEDMCPDIPQLECLMKEFN 


23330 


53698 


A 


23464 


319 


508 




23331 


53699 


C 


23465 


94 


222 




23332 


53700 


A 


23466 ! 


1 


636 




23333 


53701 


A 


23467 


1 


483 




23334 


53702 


A 


23468 


1 


1797 





3076 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


IVIcl 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


23335 


53703 


A 


23469 


1 


4275 




23336 


53704 


A 


23470 


1 


1848 




23337 


53705 


A 


23471 


122 


14928 


ARSWRRRWRTRTKRR.RRXSAA 

AVSARRAAAGGSRGAGGWGT 

ADASGAMAEGGEGGEDEIQFL 

RTEDEVVLQCIATIHKEQRKFC 

LAAEGLGNRLCFLEPTSEAKYIP 

PDLC VCN F VLEQS L S V RALQ E M 

LANTGENGGEGAAQGGGHRTL 

LYGHAVLLRHSFSGMYLTCLTT 

SRSQTDKLAFDVGLREHATGE 

ACWWTIHPASKQRSEGEKVRIG 

DDLILVSVSSERYLHLSVSNGNI 

QVDASFMQTLWNVHPTC 


23338 


53706 


A 


23472 


134 


1063 


RPPGLTRSPSSPA PARSPTRRQS 

TRRRSGATTSCSQRLWATWNG 

CD/VCLNQSLREIPTDDKGFTAI 

HFAAQWGKLACLQVLVEEYKF 

PVDLLTNNSQTPLHLV1HRDNT 

TVALPCIYYLLEKGADLNAQTC 

NGSTPLHLAARDGLLDCVKVL 

VQSGANVHAQDAMGYKPIDFC 

KIWNHRACARFLKDAMWKKD 

KKDFAREMTKM KMFKSQLTL 

MEHNYLIEYQKEHKILREAAIR 

KWLHGKXHPGHSLVSNTKQAR 

ATALSKTPEQRESQRSRSFHPSV 

DARLQCIPQPTEMPKPIYRKPTV 

KRPHNVEC 


23339 


53707 


A 


23473 


1 


12?0 


MAGLGFWGHPAGPLLLLLLLV 

LPPRALPEGPLVFVALVFRHGD 

RAPLASYPMDPHKEVASTLWP 

RGLGQLTTEGVRQQLELGRFLR 

SRYEAFLSPEYRREEVYIRSTDF 

DRTLESAQANLAGLFPEAAPGS 

PEARWRPIPVHTVPVAEDKLLR 

FPMRSCPR Y H ELLRE ATE AA E Y 

QE ALEG WTG FLSRLENFTGLSL 

VGEPLRRAWKVLDTLMCQQA 

HGLPLPAWASPDVLRTLAQISA 

LDIGAHVGPPRAAEKAQLTGGI 

LLNAILANFSRVQRLGLPLKMV 

MYSAHDSTLLALQGALGLYDG 

HTPPYAACLGFEFRKHLGNPAK 

DGGNVTVSLFYRNDSAHLPLPL 

SLPGCPAP\CPLGRFYQLTAPAR 

PPAHGVTCHGPYEAAIPPAPVV 

PLLAGAVAVLVALSLGLGLLA 

WRPGCLRALGGPV 



3077 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23340 


53708 


A 


23474 | 


133 


672 


AVGWESGKWDSGRGQGGGQE 
QMWSCQSDMLYPPDQVGAWG 
LPGPTGPKGDAGSRGPMGMRG 
PPGECPQCCPTAPLAIPSTRWAL 
PCSWPPGPPGPPGPPAPVGPPHA 
\GSPSMVSPPG!PAGGGGGGVAI 
STVPATIKTRRQEVSPELPRP/PG 
PAPPPGPDVRPWLLRPPGPMGK 
LSPGQG 


23341 


53709 


A 


23475 


135 


677 


AVGWESGKWDSGWGQGGGQE 

QMWSCQSDMLYPPDQVGAWG 

LPGPTGPKGDAGSRGPMGMRG 

PPGECPQCCPTAPLAIPSTRWAL 

PCSGPPGPPGPPGPPAPVGPPHA 

\GSPSMVSPPGIPAGGGGGGVAI 

STVPATKKTRRQEVSPELPRP/P 

GPAPPPGPDVRPWLLGPPGPMG 

KLSPGQG 


23342 


53710 


A 


23476 


220 


745 


TVIQRTGLHSVGPGDPQQGLRE 

AKLGTMVRLVLLPTPRRTTEVR 

TGPERELSMVLEAILGSLLETAC 

DHRQTPPSSKPQA/GSSRLREGT 

SAGQPCS/LRLRLGPRAGGRRC 

CRDIERSSSSSVCGRKCKRKKR 

KRGMCQSRHKHGCRRPQEGPR 

CNDGRALCSPRPQTTPGPLSTA 


23343 


5371 i 


A 


23477 


1 


2433 




23344 


53712 


A 


23478 


3 


803 


FPGRRFRVRACVAGGSHCLFNS 

CCCCTSASLPARERHEWPGPAA 

AAAAAAAAARRSQTQREGLFA 

GWGGGFAMSDDDSRASTSSSSS 

SSSNQQTEKETNTPKKKESKVS 

MSKNS1CLL\SPRAKGIQK ELVAD 

ITLDPPPNCSAGPKGDNIYEWR 

STILGPPGSVYEGGVFFLDITFTP 

EYPFKPPKVTFRTR1YHCNINSQ 

\GVICLDILrCDNWSPALTISKVL 

LSICSLLTDCNPADPLVGSIATQ 

YMTN RAEHDRM ARQWTKRY A 

T 



BNSDOCID: <WO 0175067A3_IA> 



3078 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23345 


53713 


A 


23479 


372 


1839 


GEAGGTEAEPENGAGGPRVPG 

WWGWSSTSSPRGCWDSGRSAA 

AIMDFLWDKRTGLAARKMPHP 

RRYHSSERGSRGSYCEHYRS/R 

K/HKQRRSRSWSSSSDRTRRRR 

REDSYHVRRRCSRTFSRSSSQH 

SSRKAKSVEDDTEGHLIYHVGD 

WLQERYEIVSTLGKGTFGRVV 

QCVDHRRRGARVALKIIKNVE 

KYKEAARLEIKVLEK1NEKJDPG 

KNLCVQMFDWFDYHGHMCISL 

ELLGLSTFDFLKDNNHLPYPIH 

QVHHMASQLCQAVKFLHDMK 

LTHTDLKPENILFVNSDYELTY 

NLEKKRJHERSVKSTAVRVGDF 

GSATFDHEHHSTIVSTRHYRAP 

EViLELGWSQPCDVWSIGCIIFE 

YYVGFTLFQTHDNRQHLATME 

R1LGPIPSRMIRKTRKOKYFYRG 

RLDW DENTS AG RYVRENCKPL 

RQYLTSEAEEDHQLFDLIESML 

EYEPAQRLTLGEALQHPFFSRL 

WAEPPN KL WDSSQDISP 


23346 


53714 


A 


23480 


28 


941 


QSARPSLKRARSQRGRPLPSRA 

L V FLFLF FFFFFNFLPIHTQPS A H 

KDMTTNAGPLHPYGPQHLARLD 

NFVPNXDRPTWAYTGLGLFSVT 

GGLRSWTTWAVVQGRAAGCPI 

GDFGRATVPCCWVLQCVGFIH 

LVIEGLVPFSNYERPCFGDQSLL 

NLKLW\KEYGQGETARLHPGG 

DKFHSVALGTITSFA\WGEPFSL 

WVVIA\FLLQHPL\RFIL\QLVVS 

VG\QIYG\DVF\YFLKEHPRRDS 

KHGKPGPTPLLLPGFSFVFHEM 

PLWLVPAPGSPLCLDAWKAPS 

THAPEHAWNAKGPQKPKSKKN 



BNSDOCID: <WO 0175067A3_IA> 



3079 



WO 01/075067 



PCT/USO 1/08631 



SEQ 1I> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23347 


53715 


A 


23481 


1 


1386 


MWRNLKLPRDLLNGFDQNADS 

DMDNEVQAEVVTDGDEEL1GN 

WSKGHSCYILAKRLAAFFPCPK 

DLWKFELERDDLGYLAEEISSS 

EAFKSVSYEKAHAWNPLESTC 

RHASLALAVVLQRRDWENP\G 

VTQL\NRLAAHPPFASW\RNSEE 

ARTDRPSQQLRSLNGEWRLMR 

YFLLTHLCETLVKVKDAEDQL 

GARVCVLERQIFDFLGYQWAPI 

LANFVHI11VILGLFGTIQYRPRY 

ITGILSFPKHQESLSLKFTCLTEA 

ERDTDALLHLENACRESTATQR 

IQGFFLKDKKRKKQQPQQQKQ 

QQWAKVQLGPWLQRVQAPSL 

GSFHGVLSLRVHRSKELRFRNC 

CLDFRGCMEMPGCPGRGVLQA 

QNPRGEPLLGQCRREMCGGSP 

YIVPTGALPSGAVRRRPPSSRPH 

NGRPTDSLHCVPGKAADTQHQ 

PLKAARRAAVPCKATGSELPK 


23348 


53716 


A 


23482 


3 


732 


SPLTPTATSGNPSKASSPGGLGS 

LVSTASSLPAGEKNSPRTGPGP 

RRAGYAGI PN SG PDTV EGPYNL 

CG RQG R WGGLI I SL A SE MKLQT 

LQTSVTTAICATLLELFVPLGGL 

VASLASEVRLQIFPRGGHLQSA 

KCGLLLHFSLPTSRSGRRKANR 

PMAVTVLLVLIRDCADLLAVK 

AVIHCYQDQWPLRGSSRPANTP 

PPKASVSRRPPGHRGVRRGSPL 

LQVGARRVGAEAPALLELQSPS 


23349 


53717 


A 


23483 


1 


234 




23350 


53718 


A 


23484 


1 


256 


MLNLQGKEWLELEEDAQKAYl 
MGLLDRLEVVSRERRLKVARA 
VLYLAQDGEKFCPKRDCTNNS/ 
RY/NSI*MIQMMRFGTLELMRL 


23351 


53719 


A 


23485 


1 


3333 




23352 


53720 


A 


23486 




2661 




23353 


53721 


A 


23488 


3 


433 





3080 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23354 


53722 


A 


23489 


3 


990 


EKMNTADQARVGPADDGPAPS 

GEEEGEGGGEAGGKEPAADAA 

PGPSAAFRLMVTRREPAVKLQ 

YAVSGLEPLAWSEDHRVSVST 

ARSIAVLELICDVHNPGQDLVIH 

RTSVPAPLNSCLLKVGSKTEVA 

ECKEKFAASKDPTVSQTFMLDR 

VFNPEGKALPPMRGFKYTSWSP 

MGCDANGRCLLAALTM DNRL 

TIQANLNRLQWVQLVDLTEIYG 

ERL YETS YRJLS KNE APEGN LG D 

FAEFQRRHSMQTPVRMEWSG1 

CTTQQVKHNNESRDVGSVLLA 

VLFENGN1AVWQFQLPFVGKES 

1SSCNTIESGITSPSVLFWWEYE 

HNNRKMSGLIVGSAFGPIKILPV 

NLKAVKGYFTLRQPV1LWKEM 

DQLPVHSIKCVPLYHPYQKCSC 

SLVVAARGSYVFWRLLLISKAG 

LNLHNSHVTGLHSLPIVSMTAD 

KQNG T V YTCS S DG K V RQ V I P 1 F 

TDVALKFEHQLIKLSDVFGSVR 

THGIAVKPCGAYLAIITTEGMIN 

GLHPVNKNYQVQFVTLKTFEE 

AAAQLLESSVQNLFKQVDLIDL 

VRWKILKDKHIPQFLQEALEKK 

IESSGVTYFWRFKLFLLRJLYQS 

MQKTPSEALWKPTHEDSKILLV 

DS PGVMGN A DDEQQEEG TS SKQ 

V V KQG LQERS KEG D V E E PTD\D 

SLPTTGXDA G\G REPMGRRN S W 

GNSKGKIRSC WEMRJLTREH M K 


23355 


53723 


A 


23490 


1218 


1446 


RCTDSQVXRSPTPLHLAAQACSL 
ETTVCLLCSKADYTLSEKRGW 
M PIHFA A F Y DN VCI 11 A LCRXDP 
SLLEAEATAE 


23356 


53724 


A 


23491 


2 


632 


NMAKTYDYLFKLLLIGDSGVG 

KTCVLVFRFSEVD A FNSTFIFTi RJ 

DFKIRT1ELDGKRIKLQIWDTAG 

QERFRTITTAYYRGAMGIMLVY 

DITNEKSFDNIRNWIRNTEEHAS 

ADVEKMILGNKCDVNDKRQVS 

KGS/GENKLALDYGIKFMETSA 

KANINVENAFFTLARDIKAKMD 

KKLDGNSP\QGSNQGVKITPDQ 

QKRSSFFRCVLL 



BNSDOCID: <WO 0175067A3_IA> 



3081 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23357 


53725 


A 


23492 


1 


1018 


MVFYHVGQAGLELLTSGPHCP 

DSQAADKAESATLLSRARJLGA 

YCACASLERRWPHFPSGRJECN 

MAKTYDYLFKLLLMGDSGVGK 

TCVLFRFSEDAFNSTFISTIGIDF 

KIRTIELDGKR1KALQ1WDTAGQ 

ERFRTDHNRPTYRGAMGI\M\L 

V YDITN E\KSF\DN IRN\ W1VRN I E 

EH A S A D\ VEK\M I LGNKCDVN D 

KRQVSKERGEKLALDVYGIKFM 

ETSAKAN IN VEN AFFTL ARDI K 

AKMDKKLG PARPHGTLLGKGE 

EFAGVAGASASGSASLGTLPKQ 

TRPCPVNPQASREHTAFSIPLKG 

QKDNMEGNSPQGSNQGVKITP 

DQQKRSSFFRCVLL 


23358 


53726 


A 


23493 


1 


130 




23359 


53727 


A 


23494 


1 


1392 




23360 


53728 


A 


23495 


445 


649 


YPSLTNSKLLVHH\FMELC\WD 
KCVEKPQGIALDSRTENCLSXSC 
\VDRFIDT\TLAITSRFAQIVQKG 
GQ 


23361 


53729 


A 


23496 


210 


397 


VIYAPGKXAQRTQK/APKTKTK 
KPHLSPCPSP/WRSRSCQPMQQS 
WSGAQVHIPQPPHTTCITWA 


23362 


53730 


A 


23497 


55 


286 


QASSSPPISSVTCRKALPPGQTK 
KGLVASGDPEPVSMGTSSPTPS 
LAPEHSSRASLEPSSSA*PSLAT* 
SRAGGSQA 


23363 


53731 


A 


23498 


780 


1022 


QAMHGRSPGVTVRASGLRNEG 
DGPLGSVPTQARATGAPGHSAT 
PSPAWRAWXSSSSKAS/WLPDA 
AGPPTPPWSGPSPPTSW 


23364 


53732 


A 


23499 


1 


782 




23365 


53733 


A 


23500 


275 


688 





BNSDOCID: <WO 0175067A3_IA> 



3082 



WO 01/075067 



PCT/U S0 1/08631 



SEQ ID 

NO: 


SEQ II>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


23366 


53734 


A 


23501 


1166 


2271 


LRCILTLISRWCS*VSTVANLPP 

GISKWGANWQRCEMKE*CWSP 

AVTWCITCAQRSG/IGDSSPYPG 

ATSFNEYVKANLTWRGPVEQH 

PLVN YLDH ERGTLSNPTARH YL 

PVLYVLRAILWARTPLP1PGRTT 

VSKVKMKKRILRAMRQKQQVL 

PLLVG LGLDELSMSAPSI P AAK 

ARMAQLDSRECRKLLNQAMA 

CRTSLEVEHLLAQFRMTQQDA 

PLVTAECITLESDWRSKEEVLK 

GMTDNLLLAGRCRYPRKLEAD 

LWAREAVFSTGLGFSFAIPHSK 

SEHIEQSTISVARLQAPVRWGD 

DEAQFIIMLTLNKHAAGDQHM 

R1FSRLARR1MHEEFRNALVNA 

ASADA1ASLLNMNWTVKEHHE 


23367 


53735 


A 


23502 


1 


2604 




23368 


53736 


A 


23503 


306 


468 


TRHCDRRQPRRGHRRAGT/CNQ 

1*KGCCCVRTKQPLSSVLISPNF 

CPCSSFLKNS 


23369 


53737 


A 


23504 


102 


509 


AAQQGTMARSLLLPLQILLLSL 

ALETAGEEAQGDKIIDGAPCAR 

GSH P WQ V A LLSGNQLHCGG VL 

VN E R WVLT A AHCKMNE YTV H 

LGSDTL/E/ADRKAQRIKPSKSF 

RHPGYFTQTHVNDLMLVKLNS 

QARLSSMVK 


23370 


53738 


A 


23505 


1 


1032 


MMQATVGFEDGDAATSQVSPS 

VNKVHSSIYFLDFFEEYIV1AFKI 

LRRGPDISCSQIINGEDCSPHSQP 

WQAALVMENE/LFCSGVLVHP 

QWVLSAAPVSRKYNRPLLAND 

LMLIKLDESVSESDTIRSISIASQ 

CPTAGNSCLVSGWGLLANDPT 

SR\LPPPLECRNPVPQLLLPPEKP 

RTAPDTLGSSPVPKSRTGSSGSS 

FLLPAPPSPFPRPHHGTPPTSCG 

QDVDVPALAGGSLGSPAGEAL 

PRLAAPERLSRHHGKIPSPAPAD 

LTAI LA LETAG EE VPFPLTSCA 

WMSSSSPPGLHEGLQGLTGKFH 

AVRWHPRLQEKRLQSVPSPDSR 

IPGARRPAAR 


23371 


53739 


A 


23506 


303 


393 





BNSDOCID: <WO 0175067A3_IA> 



3083 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


23372 


53740 


A 


23507 


391 


1 170 


GSFFFFFKYFAYSPMPKNSKVV 

KRELDDDVTESVKDLLSNEDA 

ADDAFKTSELIVDGQEEKDTDV 

EGKNSEVEDERPAWNSKLQYIL 

AQVGFSVGLGNVWRFPYLCQK 

NGGVVEPECEQSSATTYYWYR 

EALNISSSISESGGLNWKMT1CL 

LAAWVMVCLAMIKGIQSSGKV 

NTYDRVTMSATVLALQEQWQT 

FSPIRSGNGHLTGSGAQRTPCRI 

RRGGSQLRVCDGGKQQWWTV 

SQSSARAITNTDQKSVQLQDLIE 


23373 


53741 


A 


23508 


45 | 


546 


EGGGSRSLWFRELIGQPVQSFIE 

PVAAGGAVALNVQ/RSCGVVS 

AAPACL*SRPHSWRWGGPACW 

RTPGG/LASRSSSSASILMSSSRA 

SFTRSLSLLSTHKDQGLVCSGSS 

GATGAGSC/LWPPTSHTVKLMF 

LYSTVSTLKPMVGMVVTISPSL 

SL*RIVVFPAASRPT/YEDAHFFF 

CQKGP*RGSWSSLQHPGPP 


23374 


53742 


A 


23509 


1367 


2142 


VRRPQGCLGKRSLLSRVCALVP 

WGIWP/WSLAVGPQYSSLGSQP 

ILCASIPGLVPKQLRFCRNYVEI 

MPSVAEGIKIG1QECQHQFRGR 

RWTslCTTVHDSLAIFGPVLDKG 

YFGYLETITVPSDSVVSTKAETP 

DKGVCGRELGFRGGWLPELQS 

LDEISMGWALCSRLQIKATRES 

AFVHAIASAGVAFAVTRSCAEG 

TAAICGCSSRHQGSPGKGWKW 

GGCSEDI EFGGMVSREFADARE 

NRPDARSAMNRHNNEAGRQV 

GSPPARVLGKKEPPQQGVCPGS 

LGHMARSLAVGPQYSSLGSQPI 

LCASIPGLVPKQLRFCRNYVEI 

MPSVAEGIKIGIQECQHQFRGR 

RWNCTTVHDSLAIFGPVLDKG 

YFGYLETITVPSDSVVSTKAETP 

DKGVCGRELGFRGGWLPELQS 

LDEISMGWALCSRLQIKATRES 

AFVHAIASAGVAFAVTRSCAEG 

TAAICGCSSRHQGSPGKGWKW 

GGCSEDIEFGGMVSREFADARE 

NRPDARSAMNRHNNEAGRQ 



3084 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23375 


53743 


A 


23510 


2094 


2619 


ASPASPAPCSGIPRT*SPYPSPSR 
TQ\APRARGPAIHAHPGP/RGCT 
ALPRQGPPTPGSARAPPRIPAHR 
APTSPTLNFCLASSROSMPPAPR 
PPPVPATN P VTPGCGRPPPTLGC 
RNPQTLRPPPGLPSPALLRJRPLP 
PPARVGMPPHQPPLPTTPACWR 
PVDWARAEGAGRAVC 


23376 


53744 


A 


23511 


3050 


3317 


PA RTSPS A SG PP* * DL I S A L WTPS 
QPRAPTRQSLNSLSSSAPSSSTIG 
PSPSPPAPGPAPPLPWLPPSPSSL 
PRLSQVSRRPHSHLHPQ 


23377 


53745 


A 


23512 


862 


2954 


AEHTLLVCFLNTSLTTTSTHVES 

FGGQLRGSQIGHPRRPNKMPYA 

WSIPQDPPLKPERDPGGPLGVS 

LSLPVNQYGESEEPMGDDDYD 

E Y S KELNQ YRRSKDSRG RG LSR 

GRGRGSRGRGKGMGRGRGRG 

GSRGGMNKGGMNDDEDFYDE 

DMGDGGGGSYRSRDHDKPHQ 

QSDKKGKVICKYFVEGRCTWL 

YHTTGNCINGDDCMFSHDPLTE 

ETRELLDKVEMTGSSVFDYIHP 

GDHSEVLEQLGLRTPTPGPPTPP 

SVSSSSSSSSSLADTPE1EASLTK 

VPPSSLVQERSFFVRMKSTLTK 

RGLHVKASGYKVIHVTGRLRA 

HALGLVALGHTLPPAPLAELPL 

HGHMIVFRLSLGLTILACESRVS 

DHMDLGPSELVGRSCYQFVHG 

QDATRJRQSHVDCETHLHPPSL 

PTTPQTRASHSLVPGSPSSGLPT 

VPP AA PTAPGTPFS1G RA A RRJLS 

DASGLLDKGQVMTGYYRWLQ 

RAGGFVWLQSVATVAGSGKSP 

GEHHVLWVSHVLSQAEGGQTP 

LDA FQLPA S V ACEE ASSPG PEPT 

EPEPPTEGKQAAPAENEAPQTQ 

GKRIKVEPGPRETKGSEDSGDE 

DPSSHPATPRPEFTSVIRAGVLK 

QDPVRPWGLAPPGDPPPTLLHA 

GFLPPVVRGLCTPGTIRYGPAEL 

GLVYPHLQRLGPGNPALPEAFYP 

PLGLPYPGPAGTRLPRKGD 



BNSDOCID: <WO 0175067A3_IA> 



3085 



WO 01/075067 



PCT/US01/0K63I 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


23378 


53746 


A 


23513 


1319 


221 1 


GSKVYGSLFH1NHGNPFNMEVL 

VDS WPEYQM VII RPQ/ETVRGE 

EKVQGN DLTFH H PTQEMTDDM 

DSYTNVYRVFSKDPQKSQEVL 

KNSEIINWKQKLQIQGFQESLG 

EG I RA AAFSN S VKVEHSRA LLF 

VTEDI LKLY ATNKSJCLGS WAET 

GHPDDELESETPNFKYAQLNVS 

YSGLN^DNWKLGMNICRSLRYI 

KRCLGALPAACMLGPEGVPVS 

WVTMDPSCEIGMGYSVEKYRR 

RGNGTRLiMRCMKYLCQKNIPF 

YGSVLEENQGVIRKTSALGFLE 

ASCQWHQWNCYPQNLVPL 


23379 


53747 


A 


23514 


234 


858 


SVPLQESPLPPPPTHQADC*SPC 

GAQGGWVTLAVASASS*AHTA 

SPLPRSPQAQGRAPSPAPPQIHL 

TTPSSFSSQGT/SHGGLGSTPGA 

DDPNTSSS\PPPGGSTPRWSAGD 

SAHSGGEVDGWS*SFP*SVPSY 

GT*SPFCPWPSSGQRSFHGIASG 

WEPDGIPDGSSRWEPCGKPQES 

ETGVEGRQHFPKQLCLGSCRA 

VASPRVARA 


23380 


53748 


A 


23515 


1 


3582 




23381 


53749 


A 


23516 


628 


4254 


RLPESRAHDVAGADERPWPVH 

AGIFKSPAAGAAMSPAAAAAG 

AGERRRPIASVRDGRGRGCGGP 

AGAALLGLSLVGLLLYLVPAA 

AALAWLAVGTTAAWWGLSRE 

PRGSRPLSSFVQKARHRRTLFA 

SPPAKSTANGNLLEPRTLLEGP 

DPAELLLMGSYLGKPGPPQPAP 

A PEG QDLRNRPG RRPPARP A P R 

STPPSPPTHRVHHFYPSLPTPLL 

RPSGRPSPRDRGTLPDRFVITPR 

RRYPIHQTQYSCPGVL 


23382 


53750 


A 


23517 


1 


392 


KVHMNGLRYALYIMGPALTRG 

CHQVLIMLCCEVIERJLT/VMM 

KEAYFGEVDIMDDLPTNGNISA 

NVTGRLYKCGViNHTVDLRRM 

KTYEK WQNN LLPSRQFG F 1 V LTT 

SAG1MDHEEARRKHTGGKILGF 


23383 


53751 


A 


23518 


227 


352 





3086 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


23384 


53752 


A 


23519 


3 


507 


SFRAATMVRMNVLADALKSIN 
NAEKRGKRQVLIRPCSKVIVRF 
LTVMMKHGYIGEFEIIDDHRAG 
KIVVNLTGRI NKVGVOWRDI G 
YCNLCLPGSSDSSASASLVAEIT 
\CGVISPRFDVQLKDLEKWQNN 
LLPSRQFGFI VLTTS AG IMDHEE 
ARRKHTGGKILGFFF 


23385 


53753 


A 


23520 


279 


653 


A RAQRFSSQ VDVFYLIQS VIFCR 
I AI AFFFIIDDPOST GK\ 1 *T1 T 

GRLKQ/CLGVISPRFVDVQLK.RP 
WKKWHEIIL/PSNPAKFGFUVLT 
TSAGLHG/HHEGRQDRKHTGG 
KILGILLYRJDVIHIFT 


23386 


53754 


A 


23521 


1 


392 


KVHMNGLRYALYIMGPALTRG 

PHOVI IMT PCFVTFRTf TA/MM 
KEAYFGEVDIMDDLPT\GNISA 
NVTGRLYKCGVINHTVDL/PPY 
ENGKWQNNLLPSRQFGFIVLTT 
SACllMDHFFARRKHTriCiKri r,F 


23387 


53755 


A 


23522 


108 


371 


1 ^YICiKFFlIDDHR AfiKI VVTvIl T 
GGLNKCGVISLRFDVQLKDLEK 
WQNNLLPSCQFGFIALTTSAGI 
MDHKEAR*KHTAGKILEFFF 


23388 


53756 


A 


23523 


252 


378 




23389 


53757 


A 


23524 


-* 

-> 


518 


HASAFRAATMVRMNVLADAL 

KS1NNAEKRGKRQVLIRPCSKVI 

VRFLTVMMKHGYIGEFEIIDDH 

RAriKIVVTsIl TOR I NKVfiVOWR 
ivrA. vj rv i v v i n i_f i \jrvj_>iN rv v vj v v^ ™ iv 

DLGYCN LCLPGSSDSS ASASLV 
AEIT\CGVISPRFDVQLKDLEK\ 
WQNNLLPSRQFGFIVLTTSAGI 
MDHEEARRKHTGGKILGFFF 


23390 


53758 


A 


23525 


279 


709 


ARAQRFSSQVDVFYLIQSVIFCR 

LALAEF*NPLMTHQSLGKFVVN 

PHRAGLNKCGYVISPOTT TVOI O 

RPWKKWAGLILLP\SRQVLGF\I 

VLTTS AG I\M DHEE A RPKTPRR 

GKSWGFFFLGDVNYILFYKLKC 

LMDSGASTWSF 


23391 


53759 


A 


23526 


207 


564 


SMAKEA1SINRSLWAGPAKISSP 
AETEUESLISLFQKYVGKGGYN 
CTLSKTEFLSFMN A EL A A FTKN 
QKDPGVLHRMMKKLGTN1NDG 
QLDFSEFLNLIGGLAMACHDSF 
LKAVPSQKRT 



3087 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23392 ; 


53760 


A 


23527 


! 


407 


FREKQSQELSQYGAMGAGQSF 

N SQFLQHGG PRGPS V PAG M~N P 

TGIGGVMGPSGLSPLAMNPTRA 

AGMTPLYAGQRLPQHGYPGPP 

QAQP/PAPTGGQENLL*GVSRA 

AVSARSLPGPFRAIPVSHLAGNP 

TPPMNPH 


23393 


53761 


A 


23528 


~> 


315 




23394 


53762 


A 


23529 


1 


763 


DYEEITIDPTCSWKPVPVKPDM 

HI1CEEPDGPALKRCRTVSPAHV 

LMPSVMEMIAALGPGAAPFAPL 

QPPSVPAPSDYPGQGSSFLGPGT 

FPESFPPTTPSTPTLAEFTPGPPPI 

CYQSDI PSSLLTSEKST/SLPLQA 

RR/PPAGHLDPTHNPGTPGLHTS 

NLGAPPGPQLHHSNPPPASRQS 

LGQASLGPTGELAFSPATGVMG 

PPSMSGAGEAPEPALDLLPELT 

NPDELLSYLGPPDLPTNNNDDL 

LSLFENN 


23395 


53763 


A 


23530 


1 


2901 


MERRGPGAATARGRARPGGGP 

SVGLLATGSSLNPSFHGVAR1VP 

GFIRIARPRDGSFAYESVPWQQS 

ATQPAGSLSVVTTVWGVGNAT 

QSQVLGNPMGPAGSPSGSSMM 

PGVAGGSSALTSPQCLGQQAFA 

EGGANKGYVQQGVYSRGGYP 

GAPGFTTGYAGGPGGLGLPSH 

AARPSTDFTQAAAAAAVAAAA 

ATATATATATVAALQEKQSQE 

LSQYGAMGAGQSFNSQFLQHG 

GPRGPSVPAGMNPTGIGGVM 


23396 


53764 


A 


23531 


80 


412 


KPGNGACAGREWCDGGGAAW 

NWRDPGLPVGDSGVWDRVLLE 

LLGPRSPRPLDVGGPAAGTPGV 

LSR/HLPVDCGLGPEALLCSSAP 

AARRPSLCGGHGRVMRGFRLG 

CGFRP 


23397 


53765 


A 


23532 


1 


192 


RPLDVGGPAAGTPGVLSR/HLP 
VDCGLGPEALLCSSAPAARRPS 
LCGGHGRVMRGFRLGCGFRP 



BNSDOCID: <WO 0175067A3_IA> 



3088 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23398 


53766 


A 


23533 


1 


2094 


RPLDVGGPAAGTPGVLSRPCPS 

TAALAPKPFCAAPRPQPDAPAC 

AGATGGSCADFDSGVDFVRRR 

SSGLWGPQPPLFPVKNYTEMFQ 

DPVAFKDVAVNFTQEEWALLD 

ISQKNLYREVMLDTFWNLTSIG 

KKWKDQNJEYEYQNPRRNFRS 

VTEEKVNEIKEDSHCGETFTPV 

PDDRLNFQKKKASPEVKSCDSF 

VCGEVGLGNSSFNMNIRGDIGH 

KAYEYQEYGPKPCKCQQPKKA 

FRYRPSFRTQERDHTGEKPYAL 

LKN DGKKPLFYHSSIQRHM VV 

HSGDGPYKCKFCGKAFHWLSL 

YLIHERTHTGEKPYECKQCGKS 

FSYSATHRIHERTHIGEKPYECQ 

ECGKAFHSPRSCHRHERSHMGE 

KAYQCKECGKAFMCPRYVRRH 

ERTHSRKKLYECKQCGKALSSL 

TSFQTHIRXMHSGERPYECKTCG 

KGFYSAKSFQRHEKTHSGEKPY 

KCKQCGKAFTRSGSFRYHERTH 

TGEKPYECKQCGKAHERTHTG 

EKPYECKLYGKALSRLISFRRH 

MRMHTGERPHKCKICGKAFVSS 

PSSFQRHERSHTGEKPYKCKQC 

G KA FTCFHRFQ Y HERTHTG EK 

PDGCKQCGKAFRSAKYIR1HGR 

THTGEKP YECKQCGKAFH WV S 

SFHRHERTHAGEKPYECKHCG 

KAFTCSIYIRIHERIHTGEKPYQ 

CKECGKAFIRSSYCRKHERTHTI 



3089 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


23399 


53767 


A 


23534 


48 


1317 


CGLMDELVHDLTSALEQTSEQ 

NKLGELWEEMALSPRQQRRQL 

RKRRGRKRRSDFTHLAEHTCC 

YSEASESSLDEATKDCREVAPV 

TNFSDSDDTMVAKRHPALNAI 

VKSKQHSWHESDSFTENAPCRP 

LRRRRXKVKRVTSEVAASLQQK 

LKVSDWSYERGCRFKSAKKQR 

LSRWKENTPWTSSGHGLCESA 

ENRTFLSKTGRKERIVTECETDEQ 

KQGSDENMSECETSSVCSSSDT 

GLFTNDEGRQGDDEQSDWFYE 

GECVPGFTVPNLLPKWAPDHCS 

EVERMDSGLDKFSDSTFLLPSR 

PAQRGYHTRLNRLPGAAARCL 

RKGRRRLVGKETSINTLGTER1S 

HIISDPRQKDFWLPSAGKRERN 

QFNPLSPLYSLDVLADASHRRC 

SPAHCSARQANVHWGPPCSRDI 

KQEAETSGHSIFV 


23400 


53768 


A 


23535 


225 


403 




23401 


53769 


A 


23536 


1 


403 


REQEFLHMAPGEVTITVRXLIRS 

LEHRNNFKPVVYHGVNLDQTV 

KEFIVFLKQDIPLRTNLPPPFRN 

YKYDALKIIHQAHKSKTNELVL 

SLEDDERLLLKEDSTLKAAGIA 

SETEIGIF\REEDYRNYKANPISS 


23402 


53770 


A 


23537 


2 


239 




23403 


53771 


A 


23538 


2 


214 




23404 


53772 


A 


23539 


1 


1341 




23405 


53773 


A 


23540 


1 


1677 




23406 


53774 


A 


23541 


1010 


1509 




23407 


53775 


A 


23542 


1 


6355 




23408 


53776 


A 


23543 


223 


10504 


VKMP1GSKERPTFFEIFKTRCNK 

ADLGPISLNWFEELSSEAPPYNS 

EPAEESEHKNNNYEPNLFKTPQ 

RKPSYNQLASTP1IFKEQGLTLP 

LYQSPVKELDKFKLDLGRNVP 

NSRHKSLRTVKTKMDQADDVS 

CPLLNSCLS\ESPVVLQ\CTHVTP 

QRDKSVVCGSLFHTPKFVKGR 

QTPKHISESLGAEVDPDMSWSS 

SLATPPTLSSTVLIVRNEEASET 

VFPHDTTANVKSYFSNHDESLK 

KNDRF1ASVT 


23409 


53777 


B 


23544 


137 


709 




23410 


53778 


A 


23545 


1 


1974 





3090 



BNSDOCID: <WO 0175067A3_IA> 
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PCT/USOI/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletions-possible nucleotide insertion) 


2341 1 


53779 


A 


23546 


207 


1622 


MACCLVSDEVKESKRINAEIEKA 

AAA ETRRD A RREL/RRLLLLGT 

GESGKSTF1KAQMRJIHGAGYSE 

EDKRGFTKLVYQNIFTAMQAM 

1RAM\ETL\KILYKVRSRTRANA 

L\LIRGGGTLEKVTTFGAFSYVQ 

LPLKDLFGRDPGIQE/CAYERQP 

RSYQLSDSAKYYLTDVDRIATL 

GYLPTQQ\DVPAGSRVPTT\GIIE 

YPFDLENIIF\RMVDVGG\QRS\E 

RRKWIHCFENVTSIMFLVALSE 

YDQVLVESDNENRMEESKALF 

RTIITYPWFNQNSSVILFLNKKDL 

LEDKIXLYSHLVDYFPRSSMGPQ 

RXDAKAAREFILKMFVDLNPNS 

DKI I/YTSHFTCPHRHRRTSRFVF 

PAVKDTILQLNLEEYKPGLSAP 

G PG RRDGDTGQDLPSTEPA AA 

RAGGAAESGPGPLPAGGDFFFF 

IFLTNGF YFTV I RGCTSLPPYTSR 

TFSPFVNGKGSLFLALTYGSLFS 

KKKKKKKE 


23412 


53780 


A 


23547 


1 


401 


KKVPGRLSEMSFSLNFTLPANT 

TSSPVTADCGPSLGLAAGIPLLV 

ATALLVALLFTL1HRRRSSIEAM 

EESDRPCEISEIDDNPKJSENPRR 

SPTHEKNTMGAQEAHIYVKTV 

AGSEEPVHDRYRPTIEMERRR 


23413 


53781 


A 


23548 


584 


1071 


PCRLPLHL1LVEDLSFSLNFTLP 

ANTVSTAAP1HQAT/PEKTSAEF 

TDCG PSLGLA AGIPLL V ATALL 

VALLFTLIHRRRSSIEAMEESDR 

PCEISEIDDNPKISENPRRSPTHE 

KNTMGAQEAHIYVKTVAGSEE 

PVHDRYRPTIEMERRRGLWWL 

VPRLSLE 


23414 


53782 


A 


23549 


25 


654 


LFLQMKDTSPIIFVRKELTIRQC 

TKKVPGRLSEMSFS\LNFTLPAN 

TTSSPVTGGKETDCGPSLGLAA 

GIPLLV ATALL VALLFTLIHRRR 

SSIEAMEESDRPCEISEIDDNPKI 

SENPRRSPTHEKNTMGAQEAHI 

YWKTVTVKSEEPVHDRYRPTIE 

MERRRGLWWLVPRLSLGMMP 

TSNQGSHQT WHLGTG LKTQG F 

VLGEERCQAAS 


23415 j 


53783 


A 


23550 


108 


413 


RRSGSMALWRAYQRALAAHP 

WKVQVLTA/GLLGRKAALLAP 

CQ*LYLPTQASWTEGHASCSSL 

QEATSCPSAFCA*NSKATKQLV 

ERRGLQEHQRGRTLTMVS 



3091 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /—possible nucleotide 
deletion, V=possible nucleotide insertion) 


23416 


53784 


A 


23551 


1 


146 




23417 


53785 


A 


23552 


2 


442 


GRJEARRSRSMALWRAYQRALA 

AHPWKVQVLTA\ASGEEGSTA 

GPMPVAIPADPGLLD*RTRFLLL 

TPRSHFLPLCLLRMKLKSHKRS 

LMGLGDI1SQQLVERRGLQEHQ 

RGRTLTMVSLGCGFVGPVVGG 

WYKVLDRP1PGTTKVDA 


23418 


53786 


A 


23553 | 


3 


675 


RHSRFGAQGSMALWRAYQXRT 

LF\ALP WK\ VQ V LT AG SLMG LG 

DIISQQLVERRGLQEHQRGRTL 

E/TMVSLGCGFVGPVVGGWYK 

VLDRFIPGTTKVDALKKMLLD 

QGGFAPSFLGCFLPLVGALNGL 

SAQDNWGQTTAGELG/RDYPD 

ALITNYYLWPAVQNLANFYLVP 

LHYRVXAVVQCVAVIWNSYLS 

WKAHRALSLPHS1VSTLQVMQ 

LDPWNGSDNPPQKWA 


23419 


53787 


A 


23554 


512 


1227 


LQGHLMG1MAASRPLSRFWEW 

GKNIVCVGRNYADHVREMRSA 

/VWLSEPVLFLKPSTGVRAQRA 

RPILMPAYTRNLHHELELXALVI 

GQ\RCRAVPE\AAAMDYVGG\Y 

ALCL\DMTAWDVQ\ASARXKG 

LAWDSGE/DAFTASCPVQRVSL 

PKEKIPDPSQ\LKALGFKVNGEL 

RQEGETSSM1F\SIPYIISYVSKIIT 

LEEGDIILTGTPKGVGPVKEND 

EIEAGHTRAGQYDHLKVEKAQ 


23420 


53788 


A 


23555 


192 


436 


RTSDHECFREGQICSVCLRERL 
NLNPEEACLLSQAPCMLFVLQY 
LNTVIPYEKKASPPSVXEDLQML 
\TNILFAMKEDNEKVP 



BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


23421 


53789 


A 


23556 


94 


1252 


ARMEAPLVSLDEEFEDLRPSCS 

EDPEEKPQCFYGSSPHHLEDPSL 

SELENFSSEI1SFKSMEDLVNEF 

DEKLNVCFRNYNAKTENLAPV 

KNQLQIQEEEETLQDEEVWDA 

LTDN YIPSLSEDWRDPN IEALN 

GNCSDTEIHEKEEEEFNEKSEN 

DSGINEEPLLTADQVIEE1EEMM 

QNSPDPEEEEE VLEEEDGG ETSS 

QADSVLLQEMQ ALTQTFNNN W 

SYEGLRHMSGSELTELLDQVEG 

AIRDFWEVELVQQLARRDELEF 

EKEVKNSFF\TVL\IEVQNKQK\E 

QRELMKKRRKEKGLSLQSSR1E 

KGNQMP\LKRFSMEGISNILQSG 

IRQTFGSSGTDKQYLNTVIPYEK 

K\AYPPSVE\DLQMLTNILFA\M 

KEDNEKVPYFA 


23422 


53790 


A 


23557 


391 


1169 


GSFFFFFKYFAYSPMPKNSKVV 

KRELDDDVTESVKDLLSNEDA 

ADDAFKTSELIVDGQEEKDTDV 

EGK\SEVEDERPAWNSKLQYIL 

AQVGFSVGLGNVWRFPYLCQK 

NGGVVEPECEQSSATTYYWYR 

EALN1SSSISESGGLNWKMTICL 

LAAWVMVCLAMIKGIQSSGKV 

NTYDRVTMSATVLALQEQWQT 

FSPIRSGNGHLTGSGAQRTPCRJ 

RRGGSQLRVCDGGKQQWWTV 

SQSSARAITNTDQKSVQLQDLIE 


23423 


53791 


A 


23558 


321 


568 


CLWCGASWPRRHSSPGRPAGD 
HRGDRP/EGPDTQGPGRPEPSTE 
PAFNPQSSLDQGGGPAAPAVD 
DDTRRGHGGVCGDGGAGEA 


23424 


53792 


A 


23559 


510 


690 


LRSPQVRGVAAPPFLGSPVPFGG 
FRVQGGMAGQPSAPPALQTDD 
PYSKAHSVTPKSTPRVT 


23425 


53793 


A 


23560 


25 


480 




23426 


53794 


A 


23561 


84 


292 


VRAVQSLHFHFPWRR/ISCPSES 
TRSIHVDRLPRRNSASLSLSAFP 
VSAGALINGEAWVRMGQVPIP 
KAP 



BNSDOCID: <WO_0175067A3JA> 
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SEQ ID 

NO: 


SfcQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*~Stop codon, /=possible nucleotide 
deletion, \=pnssible nucleotide insertion) 


23427 


53795 


A 


23562 


1 138 


1924 


CRSSATWTPWTTTGCRGDLTK 

TYSLEAYDNWFNCLSMLVATE 

VCRLLLSPGSAMLRSPATFQVV 

KKKHRTRMLEFFIDV ARECFN I 

GNFNSMMAIISGMMLSPVARLK 

KTWSKVKTAKFDVLEHHMDPS 

SNFCNYRTALQGATQRSQMAN 

SSREKIVIPVFNLFVKDIYFLPQ 

NP\SNHLPNGHINFKKFWE1SRQ 

IHEFMTWTQVECPFEKDKXIP\S 

YLLTAPHPTARKLSSSPSFESEG 

PENHMEKDSWKTLRTTLLNRA 


23428 [ 


53796 


A 


23563 


3 


260 




23429 


53797 


A 


23564 


1 


1386 




23430 


53798 


A 


23565 


137 


611 


MKVNLGDSQNLACVFCRXHD 
DCPNKYGEKKTKEKWNLTVH 
YYCLLMSSGIWQRGKEEEGVY 
GFLIED1RKEVNRASKLKCCVC 
KKNG A F i GC V A PRCKRS Y\H FP 
CG LQREC I FQFTGN F A SFC W DH 
RPVQ1ITSNNYRESLPWHHLLG 
NLFEPIPSY 


23431 


53799 


A 


23566 


181 


486 


DPQGEAKGAAPAEGGGGPV*W 
N\GLQGPAGVPGRDGSPGANG1 
PGTPGIPG RDGFKGEKGECLRE 
SFEESWTPNYKQCSWSSLNYGI 
DLGKIAECTFTKMRS 


23432 


53800 


A 


23567 


600 


888 


QYNGMCSPGPAGVPGR\EGSPG 
ANG I PGTPG 1 PG RDG FKG E KGE 
CLRESFEESWTPNYKQCSWSSL 
NYGIDLGKIAGRNCWHILAPVP 
NIVSLYFGS 


23433 


53801 


A 


23568 


91 


1170 


1SLHRRPGPTCSMESPASSQPAS 

MPQSKGKSKRKKDLRISCMSKP 

PAPNPTPPRNLDSRTFITIGDRN 

FEVEADDLVTISELGRGAYGVV 

EK V RH AQSGT1 M A VKRI RA T V 

NSQEQKRLLMDLDRnJMRTVDC 

FYTVTFYGALFREGDVWICME 

LMDTSLDKFYRKVLDKNMT1P 

ED1LGEIAVSIVRALEHLHSKLS 

VIHRDVKPSNVLfNKEGHVKM 

CDFG1SGYLVDSVAKT1N\AGCK 

VKHGHESLN\PDLNRKGCDVKS 

HVWSLG1TMIEMAFLRFPYESW 

GTPFQQLKQVVEHPSPQLPAGR 

FSPEFVDFTAQCLRKNPAERMS 

YLELMEHPFFTLHKTKJETDIAYA 

FVKEILGEDS 


23434 


53802 


B 


23569 


1 1 1 


193 





3094 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23435 


53803 


A 


23570 


312 


696 


RP*SAHPEPGDCPSPPHPPRCGG 

VAQTAQVPDAPAPV*AG\QHSR 

SYMEDHLKNKNRLEKEWEALC 

AYQAEPNSSFVAQREENVPKN 

RS L A VLTSQPTRNQCLPFLQHG 

PGDICTPVSISSIVLCHRVT 


23436 


53804 


A 


23571 


1 


2974 


QAAGMGPPLPLLLLLLLLLPPR 

VLPAAPSSVPRGRQLPGRLGCL 

LEEGLCGASEACVNDGVFGRC 

QKVPAMDFYRYEVSPVALQRL 

RVALQKLSGTGFTWQDDYTQY 

VM DQELA DLPKTY LRRPEASSP 

ARPSKHSVGSERRYSREGGAAL 

ANALRRHLPFLEALSQAPASDV 

LARTHTAQDRPPAEGDDRFSES 

ILTYVAHTSALTYPPGPRTQLH 

EDLLPRTLGQLQPDELSPKVDS 

GVDRHHLMAALSAYAA 


23437 


53805 


A 


23572 


1 


3202 


ASRRLPRGHGLSAAGQAAGMG 

PPLPLLLLLLLLLPPRVLPAAPSS 

VPRGRQLPGRLGCLLEEGLCGA 

SEACVNDGVFGRCQKVPAMDF 

YRYEVSPVALQRLRVALQKLS 

GTGFTWQDDYTQYVMDQELA 

DLPKTYLRRPEASSPARPSKHS 

VGSERRYSREGGAALANALRR 

HLPFLEALSQAPASDVLARTHT 

AQDRPPAEGDDRFSESILTYVA 

HTS A LTYPPG S RTQLRE DLLPR 

TLGQLQPDELSPKVDSG 



3095 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23438 


53806 


A 


23573 


1 


1459 


MPLTSQDVDQKTAAWVPTNRD 

STVPSDPWDCKRRPWPLLVLRP 

LAPGTKAPPGGQNGRGRQKGS 

PCSRRLLLEPAGPLGPASVRC1R 

TTTPQLLIITTSLRFPSLEAAVGY 

GSNTCIFANACQMVF1MITV/PY 

LQCIPYSVLLKDLEMRNLRELE 

DLIIEAVYTDI1QGKLDQRNQLL 

EVDFCIGRDIRKKD1NNIVKTLH 

EWCDGCEA\ALLGIEQQVLRAN 

QYKEN HN R/TLQQQVEAED V YI 

LPQSGNDCRGLRFVSSLIGGVR 

CVHLKHKGDAVVWEA1EEGEA 

LPGKYRLKGGRSVWAAAVRA 

VCMDQVTN1KKTLKATASSSA 

QEMEQQLAERECPPHAEQRQP 

TKKMSKVKGLVSSSPLGPAGA 

AGTHQAWVRWGGDTKGPFPPL 

STCSEFQTCPSPHQRLPTLLVLF 

QKNCYSPSPTPSFPSCSLQTQGL 

HQCHPKTGSDTAQLPSRRFLSL 

CKGLVSLPVFLLLPRHFVRLV1K 


23439 


53807 


A 


23574 


2 


396 




23440 


53808 


A 


23575 


1 


1014 




23441 


53809 


A 


23576 


1 10 


212 




23442 


53810 


A 


23577 


1 


747 




23443 


5381 1 


A 


23578 


323 


495 


GRAGKWHTQPE*SLRKAM*MF 
QILMMKMIVALARATSGTEAV 
AGRSWASGLRRSGRV 


23444 


53812 


A 


23579 


26 


229 




23445 


53813 


A 


23580 


1 


574 




23446 


53814 


A 


23581 


889 


1189 




23447 


53815 


A 


23582 


170 


625 


GAAVALVRPNGGTAASHVVCR 

EMRPLRPLQSRRCSRRRTGISN 

MRALENDFFNSPPRKTVRFGGT 

VTEVLLKYKKGETNDFELLKN 

QLLDPDIKDD\QIINW\LLEFRSS 

VMYLTK\DFE\QLISIILRLP\WL 

NRSQ\TVVEEYLAFLGNLVSA ! 


23448 


53816 


A 


23583 


166 


455 


RWKPSGT WPRNPM ERPGH* ES 

VP1CPGD*AKKSGGE7ARGRKEG 

NEHRETFSQ1PDCHLNKKSQTG 

VKPCKCSVCGKVFLRHSFLDRH 

MRAHAGHKRS 


23449 


53817 


A 


23584 


3 


3706 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ll>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23450 


53818 


A 


23585 


1 


1970 


MVTDRKAAAGTHGEARPCWG 

SGSRVHTYRGAGERAMRVHRP 

MPREDSERVREADGGKHEQRS 

FG DLH PT A A PA P A ASGCGTQPG 

RVKQPGEWQHREAPQQRQPPV 

RPHGSHQLVTVRYERRPGGKE 

RARLRPGLGCPSGRTPQGRAPQ 

GTALPTAAAAAIFPSAALTSGQ 

RNASLPKFYFRGGTWGTSQSEA 

LCGKLSNQFLGEPLVPRIRLILS 

CGTCSGCSSPRKDPGHPEAGNG 

PSRDFFQLPSEERDSVAFEDVA 

VN FTQEE W ALLSPSQKNL YRD 

VTLETFRNLASVGIQWKDQDIE 

NLYQNLGIKLRSLVERLCGRKE 

GNEHRETFSQIPDCHLNKKSQT 

GVKPCKCSVCGKVFLRHSFLDR 

HMRAHAGHKRSECGGEWRETP 

RKQKQHGKASISPSSGARRTVT 

PTSMRPYE\TKVCGKA\FIS\PIYF 

QIHQRTPTEKRSYKCREIVRAFT 

VSSFFRKHGKMHTGEKRYECK 

YCGKPIDYPSLFQIHVRTHTGE 

KPYKCKQFGKAFISAGYLRTHE 

IRSHALEKSHQCQECGKKLSXCS 

SSLHRHERTHSGGKLYECQKC 

AKVFRCPTSLQAHERAHTGERP 

YECNKCGKTFNYPSCFRRHKKT 

HSGEKPYECTRCGKAFGWCSSL 

RRHEMTHTGEKPFDCKQWVKS 


23451 


53819 


A 


23586 


86 


390 


LGSGDLPWE1NPLSSCSLLREKD 
PPTTSGPQTATSPRN I SPI SNPEL A 
THAGNLATGPRNARSPGFLLSR 
VPSVWDPTENRTVQLTWQPLP 
ELLELWPKVL 


23452 


53820 


A 


23587 


1 


502 


MLLTQSLFGGLFTRTHMKFGA 

VTQIRGPPLGDKSPVLLLFALER 

QRRHVLSMDPKLRCWSRTGKA 

AFPWCLIIAEMPDYSPTFQRCQ 

TTQG RLP WSFTLSSKSRFSGEG 

ARACYKCQKSDHQAKECPQPG 

IPPKPCPICAGPYTGNRTVQLTW 

QPLPEPLELWPKAL 


23453 


53821 


B 


23588 


1 


663 




23454 


53822 


A 


23589 


233 


496 




23455 


53823 


A 


23590 


2 


378 


ERQRRHVLSMDPKLRCWSRTG 

KAAFPWCLI1AEMPDYSPTFQR 

CQTTQGRLPWSFTLSSKSRFSG 

EG A RAC YKCQKSDHQ AKECPQ 

PGIPPKPCPICAGPVTGNRTVQLT 

WQPLPEPLELWPKAL 



3097 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23456 


53824 


A 


23591 


3 


452 


VRPRRDACLGPSPLAASPAFLG 

KGQVPQPLISLCPDPLFPHPNL1S 

LRPNPLCPHPDLVSLCPDPFPAF 

LEAHKNFQTPEPQQPGIPPEPPP 

PGACYKC/HEPPPGQGMPAAQ 

DSS*AMS/LSVRDPTGNQTVQL 

TWQPLPEPLELWPKAL 


23457 


53825 


A 


23592 


1352 


1540 




23458 


53826 


A 


23593 


t77 


383 j 


EAMEPWKGVPLGRVNTEQIAP 
FSEAEGPREIH*GSRKVRKAAQ 
GLNEGPRELFWQPLPEPLELWP 
KAL 


23459 


53827 


A 


23594 


1478 


1744 




23460 


53828 


A 


23595 


23 


178 


SCLEVCDEQGPEKATRQRALRG 
VSS VTEDTLN ICRLC WQPLPEPL 
ELWPKLAL 


23461 


53829 


A 


23596 


1 


282 




23462 


53830 


A 


23597 


34 


241 


SGDLPWEINPPSSCSLLREKDPP 
MTSGPQTVTSPRNISPISNPDPTG 
NRTVQLTWQPLPEPLELLPKAL 


23463 


53831 


A 


23598 


121 


286 


AASFYSSPTSLTIPQPLSPF1MLGV 
TLQSLPSLNFNSFNLFWQPLPEPL 
ELWPKAL 


23464 


53832 


A 


23599 


144 


488 


G YEI WCRDSDQGTFP WEIN PPS 
SCSLLREKDPPTTSGPQTATRPR 
NISPISNLVSGLFLLSSPPSLT1PQ 
PLSPFNLGATLQSLPSLNFNSFH 
FLVETKETRFI RG AK1 PAPVTD 


23465 


53833 


A 


23600 


471 


677 




23466 


53834 


B 


23601 


67 


555 




23467 


53835 


A 


23602 


1 


1440 




23468 


53836 


A 


23603 


860 


1209 


IPGNCRDSSGVGIKERETNAGS 

QHMH/IKNSSVHGYPRLCVEDE 

DA YKKQFSQ YIKNS VTPDMM E 

EMYKKAHAAVPENPVYEKKPK 

KEVKKKRWNRSKMSLAQKKD 

WVAQK1CASFLRA 
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SEQ ID 

NO: 


SEQ !D NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23469 


53837 


A 


23604 


1 


966 


MGFVKVVKNKAYFKRYQVKF 

RRRREGKTDYYARKRLVIQDK 

NKYNTPKYRMIVRVTNRDUICQ 

I AN A\RI EG\DMI VC AP\ YAHELP 

KIWV*RVGLTNYAAA\YCTGLL 

AGPAGFFHRFGMDQIYE\GQV\E 

LTGDEYNVES1DGQPGCLHPAY 

WDARPLPRTYPLAIKVFGCP*R 

G AWDGGL VLFPXHSTKTI PPG Y 

DS\ESK\EFN A ES/I HRKPH P WAQ 

NVARJLHAPTLMEEDEDA/YTK 

KQFSQYIKNSVTPDMMEEMV/Y 

RKAHAAIRENP\VYEKKPKKEV\ 

KRKRWNRPKMSLAQKJCDRVA 

PKKASFLQSSRSGLLESLTPAIFP 


23470 


53838 


A 


23605 


1 


644 


ANSSPVNPVVFFDVSIGGQEVG 

RMKIELFADVVPKTAENFRQFC 

TGEF/RVSFRCV*LLCLLQRGVL 

GLQ*GYR*TTC WP* MIAGDSDR 

RKDGVPIGYKG\STFH\RVIKDF 

MIQGGDFVNGDGTGVASIYRG 

PFADENFKLRHSAPGLLSMANS 

GPSTNGCQFFITCSKCDWLDGK 

HVVFGKIIDGLLVMRKIENVPT 

GPNNKPKLPVVISQCGEM 


23471 


53839 


A 


23606 


638 


1391 


CPAYKGAHGIQCVYCTLPPPLL 

QTTRRVRRNPTLPTSASGSEPW 

RLANSSPVNPVVFFDVSIGGQE 

VGRMKIELFADVVPNTAENFR 

QFCTGEFRKDGVPIGYKGSTFH 

RVIKDFMIQGGDFVNGDGTGV 

ASIYRGPFADENFKLRHSAPGL 

LSMLTWPGKLTAGIFGFHQANS 

GPSTNGCQFFITCSKCDWLDGK 

HVVFGKIIDGLLVMRKIE\GMPC 

IFQPTWTHFLPVITTACSALGSM 

LAAERGTKN 


23472 


53840 


A 


23607 


2 


591 


ARAEFGTSRVGAMAVANSSPV 

NPWVFFDVSIGGQEVGRMKIEL 

FA D V V PKTA EN FRQFCTG E FRK 

DGVPIGYKGSTF\HRVIKGF\MI\ 

QGGDFV\NGDGTGSRPVFTRGP 

ILQMKIFKL\RHSAP\GLLSMAN 

SGP\STNGC\QFFITC\SKCDW/V 

WDGKHVVFGKMIDGLLVMRKI 

E\NVPTGPNNKP\KLPVV1SQCG 


23473 


53841 


A 


23608 


6 


424 
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PCT/US0 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SFQII> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23474 


53842 


A 


23609 


3 


470 


DAWVSGRLTELPSSCFFPP1FRQ 
LLPVMPEPSKSAPAPKKGSKKA 
VTKAQKKDGKKRKRSRKESYS 
VYVYKVLKQVHXPDTGISSKAM 
GIMNS F\ VN Dl FE\Rl AG E ASRL A 
HYTvIKRSTlTSREIQTAVFvLLLPG 
\ELCKHAV\SEGTNAWTKYTSS 


23475 


53843 


A 


23610 


93 


421 




23476 


53844 


A 


23611 


2 


1173 


DHAAPRRRSRASVATVTRAGR 

CPTMSVRVARVAWVRGLGASY 

RRGASSFPVPPPGAQGVAELLR 

DATGAEEEAPWAATERRMPGQ 

CSVLLFPGQGSQVVGMGRGLL 

NYPRVRELYAAARRVLGYDLL 

ELSLHGPQETLDRTSQVQSPGT 

G1PRRVRAHVLHLSPQV1ENC/V 

VS/AGLAFSPSFCALIFPNALL/F 

WPGLYAVKIRAEAMQEASEAV 

PSGMLSVLGQPQSKFNFACLEA 

REHCKSLGPVNGQ1CKGGFLGH 

CSAETSFLPQALRFLQKNSSKF 

HFRRTRMLPVSGAFHTRJLMEP 

AVEPLTQALKAVDIKKPLVSVY 

SNVHAHRYRHPGHIHKLLAQQ 

LVSPVKWEQTMHAIYERKKGR 

GFPQTFEVGPGRQLGAILKSCN 


23477 


53845 


A 


23612 


187 


425 




23478 


53846 


A 


23613 


I 


1258 


MKAYLLLGAAPPLPWFPGQAV 

FRPCPPPAGLWRTAQLVELEHG 

PVPREDLIPCSRPFSISFLGPERV 

DGLAFPR1QALGIAAARGMEPK 

GAPGKSDSGNSRSAGGRVLGC 

QG A ALEVECSAGRGGPVRLAV 

GCVLLRAPERGWRRGEGAARG 

IPAGRSSESLGALSPQVGVRSDI 

GINGNIWHPGVQTDFSSLKRSQ 

GLYAVKIRAEAMQEASEAVPS 

GMLSVLGQPQSKFNFACLEARE 

HCKSLGIENPVCEVSNYLFPDC 

RVISGHQEALRFLQKNSSKFHF 

RRTRM L P V SG A F HTRLME P A V\ 

EPLTQALKAVD1KKPLVSVYSN 

VHAHRIQGIPGHIHKLL\AQQLV 

SPVKWEQTMHAIYERKKGRGF 

PQTFEVGPGRQLGAILKSCNMQ 

AWKSYSAVDVLQTLEHVDLDP 



BNSOOCID: <WO 01 75067 A3JA> 



3100 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23479 


53847 


A 


23614 


2 


1050 


GRCPTMSVRVARVAWVRGLG 

ASYRRGASSFPVPPPGAQGVAE 

LLRDATGAEEEAPWAATERRM 

PGQCSVLLFPGQGSQVVGMGR 

GLLNYPRVRELYAAARRVLGY 

DLLELSLHGPQETLDRTVHCQP 

AIFVASLAAVEKLHHLQPSVIE 

NCVAAAGFSVGEFAALVFAGA 

MEFAEG\LRFLQKNSSKFHFRJ* 

TVRMLPVSGAFHTRLMEPAVEP 

LERKLLKAVDIKKPLVSVYSQR 

PTRIRLQAFPGNIQQSCLAQQLG 

LPK*KWEQ\TMHAIYERKKG/R 

RGFPQTFEVGP\GRQLG\AILKS 

CNMQAWKSYSXAVDVLQTLEH 

VVDLDPQEPPKMTGRGLKCNDP 

LCPPEERL 


23480 


53848 


A 


23615 


600 


905 


QAPASGSPWLSGGPQQVEDAG 
AGYGFAPGQPPPPPRTQPRSAC 
SRRAAG/TPVPRAPPAPSAG\PK 
ARAPRSLGCGSLGRFSTGVRPD 
KCIFPPETENAAGCF 


23481 


53849 


A 


23616 


390 


722 


QAPASGSPWLSGGPQQVEDAG 

AGYGFAPGQPPPPPRTQPRSAC 

SRRA AG/TP V PR A PP APS AGVPR 

AAAPRSLGCGSLGRFSTGVRPD 

KCIFPPETEMSYLLFRNTVSRCR 

C 


23482 


53850 


A 


23617 


1 


673 


MGQVKGHKLCLDFTLLSPDGG 

AAEGRCLELGWQAKEVEETIE 

GMLLRLEEFCSLADLIRSDTSQI 

LEEM i PVLKA\KLTK\MRGI Y AK 

VDR1KAFVKMVGHHVAFLEAN 

VLQAERDHGAFPQALRRWLGS 

AGLPSFRNDPTA PLRQVFE ASP 

DPRLARTVTIQTQQPVRVSGPL 

SGQRKEKSLQKGAQVFQTNVP 

ETLLEGAAISPAPACGGPLTSGD 

GFRHVRK 


23483 


53851 


A 


23618 


1 


651 




23484 


53852 


A 


23619 


195 


497 


DQFLENTKKCDGLNQLSFDPA 
NNTN 1CPL EFG RA RG PL VTEG L I E 
NGGESSKKRRRTNSSSADNSRT 
LNVDSTAMTLPMSDPTAWATA 
MXNNFGMAPVRIVGH 



3101 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23485 


53853 


A 


23620 


241 


1823 


NDDRAKFTVEDHTMQRDFRW 

LWVYEIGYAADNSRTLNVDST 

AMTLPMSDPTAWATAMNNLG 

MAPLG1AGQPILPDFDPALGMM 

TGIPPITPMMPGLGIVPPPIPPDM 

PVVKEUHCKSCTLFPPNPNLPPP 

ATRERPPGCKTVFVGGLPENGT 

EQIIVEVFEQCGEIIAIRKSKKNF 

CHIRFAEEYMVDKALYLSGNR 

ELKKFLNKEDNYFRKINLTALY 

KTVLEERCEKRRGGYRIRLGSS 

TDICKDTGRLHVDFAQARDDLY 

EWECKQRMLAREERHRRRMEE 

ERLRPPSPPPVVHYSDHECSIVA 

EKLKDDSKFSEAVQTLLTWIER 

GEVNRRSANNFYSMIQSANSH 

VRRLVNEKAAHEKDMEEAKEK 

FKQALSG1LIQFEQIVAVYHSAS 

KQ 1C A WDH FTICA QRKN I S V WC 

KQAEEIRNIHNDEVLMG1RREEE 

MEMSDDEIEEMTETKETEESEL 

KKLEGIVDGSVEVSAEALRKLL 

NEYERQVKEEQKVGYRIWGT1 

HNKGEGKKEEFAEELEKSSSER 


23486 


53854 


A 


23621 


996 


1512 


rpvhlaspakeqqgtrkgrra 
p a rlp v pttg rg l ekg pesq a p 
psfrqatgrfsrsgssggptpsk: 
n srdcs htpqlptprgn p y vf ps 
pg hpepsrp vempa pgveprtrq 
lcrertrkacppicprpplglpg 
dptgpvthhappvsptgasgqe 
rraepgavsyahasatk 


23487 


53855 


A 


23622 


293 


1 140 


PRGILHQDKNLVVINKXPYGLPV 

HGWPWGNQLCITDVLPILAKJVIL 

HGHKAEPLHLCHRLDKJETTGV 

MVLAWDKDMAHQVQELFRTR 

QVVKKYWAITVHVPMPSAGVV 

D1PIVEKEAQGQQQHHKMTLSP 

SYRMDDGKMVKVRRSRNAQV 

AVTQYQVLSSTLSSALVELQPIT 

GIKHQLRVHLSFGLDCP1LGDH 

KYSDWNRLAPQKLSVGTLKKL 

GLEQSKARYIPLHLHARQLILPA 

LGSGKEELNLVCKLPRFFVHSL 

HRLRLEMPNEDQNENNEAKCL 



BNSDOCID: <WO 0175067A3JA> 



3102 



WO 01/075067 



PCT/US01/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23488 


53856 


A 


23623 


1 


1328 


MAVDLGSHTPGSSGVTAATFR 

GRRLVNTREESVVLGAGGEVL 

SGVPGTWDALGPGASFGIKGM 

FPKGTVIMSTSPMCEGPVPRRK 

PCASSVGQQNSRSRKKAGRKTP 

TLAGRHVPVKIKKEAIQQKPLP 

ASSFSPALTRSGAIFGPCPALTS 

APVLEYPLQKVVENEAFKVFN 

NRDEESKRQKQAEFRM LTSAIR 

GPAGPRGHSSTRKPPSNPPPPGA 

CFKCGN EGHRS RQCPNPGTTSQ 

EAELIALTRALTLAAGQQINIYS 

NSHYVFHIVHSHSSIWKERG1LT 

AKNTPAINGSLrNKLLKAARLP 

QK V A I IHCRGHQTPDN PIL AGN 

VLADQVAKQVALQPVQGQFLS 

LSLFSPLYSSEEKEDFRAQNLQ 

KQGPW/LQSQGARLLVPAACAS 

KVAEAGRKPAGRHVPLKIQKE 

AIWSSPFSVPMATRAAASTSPT 


23489 


53857 


A 


23624 


475 


622 


IHSKVLFSASSSSC*NTNNSWFR 
ASIKK1MPEKQNKNMQSAIPQHG 
LWKI 


23490 


53858 


A 


23625 


17 


992 


GRGEVLRGRGRGQLDAVLSRE 

HCGGSRQSEQPWSRRSSSSSSR 

RRLRSAAEPAMALSMPLNGLK 

EEDKEPLIELFVKAGSDGESIGN 

CPFSQGXLFM IL WLKG VXVFS VT 

TVALKRKPADCQNLVPGTPPP\ 

LILFSSEVKTDVNKIEEFSEEVL\ 

CPPK Y L KLSPKAH PRSNTAGMDI 

FA\KFSAY\IKNSRPEANEALER 

GLLKTLQICLDEY\LNS\PLP\DE1 

DENSMEDIKJFSTRKFLDGNEMT 

LADCNLLPKLHIVKVVAKKYR 

NFD1 PKEMTGI WRYLTN A YSRD 

EFTNTCPSDKEVEIVAYSDVAKR 

LHQVKSRLLKEVSFMSSP 



BNSDOCID: <WO 0175067A3_IA> 



3103 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /=possibic nucleotide 
deletion, \=possiblc nucleotide insertion) 


23491 


53859 


A 


23626 


1 


1 128 


MALASGEGLPVALSHGRRGNG 

QERVPYLKLRDTCAYRVAWRC 

NRLARAKVKRTSYRSGYGNGF 

EPGVEPDCVVLLALGVENDLV 

RISSK.AEKYSLYEFSFPLRVSRE 

CEEECRKEPWFNPGQKPSVLIT 

SGQILGQEEQKTLLFPGLLSLVF 

QFNVENSDLRCLSLAENLEISAL 

LSLSCSSVIRLILrNLEVTISPPITI 

LKHAPPLTSLEASSSSSGIEKK1H 

NNFRQGPFPSSATRSTFLMNHT 

SFDSYVVVSNIVPRLNLYPQVL 

DVLQSLHK1HQLASNAKWTIQG 

PAKPDLGLELGLHRYPDWEKE 

ERKKKRKRSVSPEKSITTHNKP 

TSSGIFY/RPRRCGCDLGRPPAP 

GPHPSSPPHSPPQPSRCPPV 


23492 


53860 


A 


23627 


3 


453 


SLGKDIRPRSARAACKGVGLWS 

GCFGKMAGSGVRQVTSTASTF 

VKP1FSRDMNEAKRRVRELYRA 

WYREVPNTGER*RLVRPAVLK 

HSYVANRSF 


23493 


5386! 


A 


23628 


3 


695 


PYASRRJCFRVDPRVRAWSGCF 

DKMAGSGVRQATSYTASTFVKA 

HFSVGDMNEVAKREGARVLTAP 

WYR\EVPNT\VRVHQFQLDI\TV 

KMGRDKVREMFMKNAHVVTDP 

RVVDL\LVIKGK\LE\LEETIKVL 

KQ\RTHVMRFFH\ETEAPRPKDF 

LS KF\ Y V\G HDPLKS FSGKDA R 

WILFLGAQIKLTIQWSLCDRJPL 

MNQFSAASFCLSKWGPWVLHI 

TCSFPFSWKCGVCCKLD 


23494 


53862 


A 


23629 


82 


441 


SLPJMPVPTACTLQPAGLLRPPG 

SDVRTPMLPPSAPSQPSYPTSRP 

PLWPTWPAGPVFRRSQPLAQPN 

LPRSYHQQAPGGQTPVALGLEV 

CPKATNQPFGTLQRDPKSPAKV 

PPFEEFSL 


23495 


53863 


A 


23630 


3 


504 


DRSSSSTMSTGGDFGNPLRKFK 
LVFLGEQSVGKTSL1TRFMYDS 
FDNTYQATIGIDFLSKTMYLED 
R/TNVNSFQQTTKWIDDVRTER 
GSDVIIMLVGNKTDLADKRQVS 
I E EG ERKA KELN V MF1 ETS/ A KA 
GYNVKQLFRRVAAALPGIMPS 
VL FQ 1 1 P SQ A LTR Y LC 



3104 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23496 


53864 


A 


23631 


416 


1239 


GGGRSSSSTMSTGGDFGNPLRK 

FKLVFLGEQSS\GKTSLITRFMY 

DSFDNTYQATIGIDFLSKTMYL 

EDRTIRLQLWDTAGQERFRSLIP 

SYI\RDSAAAVVVYDITNVNSFQ 

ANYKSGIDDVRTERG\SDVI\IM 

LVGNKTDLADKRQVSIEEGERK 

AKAELN VULM ETS AKAGYYNVK 

EDMID1KLEKPQE\QPVSEGGLF 
LTNLPCHLQPFFQKLLTGFWPPY 
SFIDCSVNIGLMPFPFSNNVLRFI 
IAACPAWR 


23497 


53865 


A 


23632 


1 


493 


PKPATAPPPPSL/RARFLCPQRRP 
ERA R/PRARGASPRPEKT AGAR 
KRRRGSCERPHPGG/RPPAPG*I 
SSRPTI GFFWII 1MFFFT KK\ HRT 

KDVPWQDSTKEHLSVCRGLRG 
TWSVPSASDPLHPAWRRTCFRV 
PPTTGAREWWLHLPPPALQRPP 
DSRQCHRJPVC 


23498 


53866 


A 


23633 


1 


560 


M ESI WAG L WTAQDTT VL ADDF 
EFILWTLKRRPERAR/PRARGAS 
PRPEKTAGARKRRRGSCERPHP 
GGLRRLPGARDQRAPPRSDAG 
R^PHRT RRI PAI 1 PAfiPl <sPf;RF 

PRRWEPRAGVARPAGQQWGFF 
WPGMQQGASICSLILWFLLECG 
SRSTGGPCSGTELGHFSRERPTV 
LLSRLGTVKRP 


23499 


53867 


A 


23634 


32 


327 


I TORT FCiCil FTRTHMKFCiAI TR 

IG\DLPWE\INPLSS\CSLLPEKDP 

PMTSGPQTDQPKEHLTNFKSAA 

RRSSRTSSHRNLLHVLEIWQLD 

QGMPAARDF 


23500 


53868 


A 


23635 


2 


424 


LTPFSDSAHLHPGEINSPVAHTK 

PVGGLFTRMRVTFGAKTQDRS 

TPXOETSPLSSPSVPVTSGPOTNO 

PKEHLTNFKLGKQSFHSSHASL 

ATLQSSSLATLQSPCPSNSNSFS 

SLVETRRRPGAVARLQSQLSGR 

LRGGRJA 


23501 


53869 


A 


23636 


31 


246 


TALLLTQSLFGGLFTRTHMKFG 
AVTRIG\DLPWGINPLSSCSLLR 
EKDPLTISGPQTHQPKEHLTNF 
KSGPH 



3105 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unkno>vn, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


23502 


53870 


A 


23637 


125 


464 


TAVFLTQSLFGGLFTRTRMKFG 

TMTRJ/RGDLPWEINPLSSCSLL 

HEKDPPTTSGPQTNQPKKHLTN 

FKSRKVERTKGLLKTHLTKLSH 

QLKKAWT1LLPLSLLR1QACPR 

NAT 


23503 


53871 


A 


23638 


1064 


1304 


TAMLLTQSLFGGLFTQMCMKF 
GAVTRIGXDLPWEfNPLSSCSLL 
HEKDPPTTSGPQTDRPKEHLIMF 
KSGACYTCRKSGH 


23504 


53872 


A 


23639 


539 


747 


TAMLLTQSLFGG LLTRTRM K F 
GALTRIG\DLPWEINPLSSCSLL 
HEKDPHTPSRKIHIRPQGNHESQ 
KGL 


23505 


53873 


A 


23640 


709 


950 


TALLLTQSLFGGLFTRTHMKFG 
AVTQIGVDLPWENQSPVLLCSLL 
REKDPPTTSGPQTDQPKEHLTN 
FKSGKWSFHSSPAF 


23506 


53874 


A 


23641 


1 


1257 


MGKKVLGIASQLLGAVRCEPD 

GRRVLPEDWPECLSLVTHGTW 

FTRQGDKNIQMADNSFSDGVPS 

DFVEAAKNASKTEKLTDQVMQ 

NPGVLAALQERJLDNAPHTPSSY 

IETLPKAVKRRINALKQIQVRC 

AH1EAKFYEEVHDLERKYAAL 

YQPLFDERREF1TGDVEPTSDM 

ESEWHRENEEEEKLAGDRKNK 

VVITEKAAATAEEPNPKGIPEF 

WFTI FRN VDM LSEL VQEY DEPI 

LKYLQDIKFHFQPNDCFANSVL 

TKTCKMKSEPDKADPFSFAGPE 

IMDCDGCTIDWKKGKNVTVKT 

I KJCKQKRKG PGTV RTITKQ VSN 

ESFFNFFNPLFCASGDGESLDKD 

SEF/ASDFEIGHFFRER\PQAVLY 

FAG EALKDDDNFDEGEEEEDEL 

EGDEEGEDEDEVE1NPNKEPSQ 


23507 


53875 


A 


23642 


132 


1277 




23508 


53876 


A 


23643 


1 


515 


RVRHRSVSVGSTHASAHAYGE 
GSLRIIPVTRSPLVTMMHIVQTF 
SPVNSGQP\PNYEMLKEEQEVA 
MLGAPHNPAPPTSTAVIHXIRSET 
SV\PDHVV\WSLFNT\LFN4NTCC 
LGFIAFAYSWKSRDRKMVGDV 
TGAQAYASTAKCLNIWALILGI 
FMTIVLLI 1 IPVLV VQAQR 



3106 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


23509 


53877 


A 


23644 


243 


643 


NHTVQT\FFSPVNSGQPPQRMR 

CIKEEHEVAVAGGVPHNPAPPTS 

T\VIHIRSETSVP\DHVVWSRVQ 

TPSSMNPC\C\LGFIAIRLTP*SLR 

DRKMVGDVT\GAQA\YAST\AK 

CLNMWAHDSGASVMTILLIVIPS 


23510 


53878 


A 


23645 


3 


1498 


RCNFLRSSRIRVHPTPAASTMPP 

KFDPNEIKVVYLARCTGGEVGA 

TSALAPKIGPLGLSPKKVGDDIA 

KAMGDWKGLRITVKLTIQNRQ 

AQIEVVPSASAMIIKALKEPPRD 

RKKQKNIKHSGNITFDENGNIC 

STDM R/HRSLSRELSGTTKEILG 

TAQS VGCN V DGRHPH DI IDDIN 

SENDKQPRKSKMRTSFSPQIPG 

HEHFHYLLLLQHVHCQLALTL 

RARKEGSSTHHQKLSTYYFKEG 

NSKEPKKIQRCRNTELRKEEGG 

GGSGKAPGSEIKLESPACSGASL 

G E MT A WTMG A RG LDKEX3 S FF 

KGPLPNTCGHFWEMVWEQKSR 

GVVMLNRVMEKGSVVEFVTEL 

FFYVALPKMFPVHYIVILLASKL 

EEVTFNFPPPPDLCTPFLQNYLR 

VAFOEVNSGCTGKTLLVRPYTT 

TEDVCQICVEJCFKVGDPEEYSL 

FLFVDETWQQLAEDTYPQKIKA 

ELHSRPQPHIFHFVYKRIKNDPY 

G 1 1 FQNGEEDLTTS 


2351 1 


53879 


A 


23646 


361 


918 ; 


GCTGSRGTVPLSALGPQR1GPP 

GSCLQIKSWVNDICQRQPG\DW 

KG P* GFTV KLTH SRTG Q A PDCT 

RVP/VLPSCP*FIQSPSREPPKRPE 

KKPEKTFKHQLGIFTFLNEICST 

LLRQMRXHRSLSPEKJLSWNPT* 

RDS WG I AQFSG A VN VDG\RH\P 

HDIMDDIQQWVLWKCPRQLST 

KENIFNKGII 


23512 


53880 


a : 


23647 


1 


642 





BNSDOCID: <WO 0175067A3JA> 



3107 
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SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


23513 


53881 


A 


23648 


894 


2438 


VETKRiQPQPPDEDGDHSDKED 

EQPQVVVLKKGDLSVEEVMKI 

KAEiKAAKADEEPTPADGRJIYX 

RKPVVKHPSDEKYSGLTASSKK 

KKPNEDEVYQDSVKKNSQKL11 

NSSLLSFDN EDENDTEKSMENL 

TGKIRKLQLRJVDPTFLPKLSNK 

GKDPVAVARLETGKGNKGAFR 

VLRD1SRWATLCTSPQHSSSEA 

KNHPYQATQFQNEVHKWYKK 

KGGLK1SKRKALFFLTQDIQKK 

LQKLALGPNTPTPDILKIASLVF 

YNQDQEEKERAQQNERQKEKL 

YWLSYKSASPFQVALRILSQET 

THKDELPTDLPNNPEVQAPGIP 

GNTIMAMPVAIQLKDPSSYPCR 

IIKVPEIASWIHRTQVKLWKSPE 

TSELEPTPSVIEYTREALEDLKF 

LFKQKDNSSAKTPGRAYAASPR 

DWTSIEAELHIFYQWDPNLKG 

MFKPASLLAKVKQDFPDIHKES 

PIFRA1FSNITLMG1APICVTGKTI 

KKRTRQHHTTPKSNLREQASQ 

GSLNWEGN 


23514 


53882 


A 


23649 


200 


1727 


RTATSLDSVLYKSDYMTWKYR 

VSFFYILSCRLLKK/QCTDNEHV 

YMELSKLKLYKYCPKEWKKEAS 

KVRQYEVTWVVSKRGKDYILK 

HIPNMHKDQFALTASEAHLKYI 

KEAVRLDDVAVHYYRLYKDK 

REI EASLTLGLTMRGIQ1FQNLD 

EEKQLLYDFPWTNVGKLVFVG 

KKFE1LPDGLPSARKLIYYTGCP 

MRSRHLLQLLSNSHRLYMNLQ 

PVLRH 1 RKLEEN EEKKQ YRES YI 

SDNLDLDMDQLEKRSRASGSS 

AGSMKHKRJLSRHSTASHSSSHT 

SG 1 EADTKPRDTGPEDS YSSS AI 

HRKLKTCSSMTSHGSSHTSGVE 

SGGKDRLEEDLQDDEIEMLVD 

DPRDLEQMNEESLEVSPDMCIY 

ITEDMLMSRKLNGHSGL1VKEI 

GSSTSSSSETVVKLRGQSTDSLP 

QTICRKPKTSTDRHSLSLDDIRJL 

YQKJDFLR1AGLCQDTAQSYTFG 

CG H E LDEEGL YCN SCL AQQC IN 

IQDAFPVKRTSKYFSLDLTHDE 


23515 


53883 


A 


23650 


182 


423 1 


RLS1MASSLNEDPEGSR1TYVKG 
DLFACPK'RDSLAHCISEDCRM 
GAGIAVLFKXKJFGGVQELLNQ 
HYKEKGLRTSQLYG 
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BNSDOCID: <WO 0175067A3_IA> 
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PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23516 


53884 


A 


23651 


1 


249 




23517 


53885 


A 


23652 


435 


494 




23518 


53886 


A 


23653 


163 


578 


RVTWLKKHLNSGNSDSVCMAS 

SLNEDPEGSRITYVKGS\LFEGP 

KTDFLAPCISEDCRMGAG1TWL 

FKXKF\GGVQELLNQQKKS\GE 

V\A VL KRRWG RL YI FT WITKRK 

RAFAQSPLYENLTEEFRGQLKS 

HLSEEWSH 


23519 | 


53887 


A 


23654 


1 


2238 




23520 


53888 


A 


23655 


26 


1941 


RDAGTKWQRLGHLSCHCRXQA 

AREI1NMHFQAFWLCLGLLFISI 

NAEFMDDDVETEDFEENSEEID 

VNESELSSEIIYKTPQPIGEVYFA 

ETFDSGRLAGWVLSKAKVKVD 

MDEEISIYDGRWEIEELKENQV 

PGDRGLVLKSRAKHHAISAVLA 

KPFIFADKPLIVQYEVNFQDG1D 

CGGAYIKLLADTDDL1LENFYD 

KTSYIIMFGPDKCGEDYKLHFIF 

RHKHPKTGVFEEKHAKPPDVD 

LKKFFTDRKTHLYTLVMNPDD 

TFEVLVDQTVVNKGSLLEDVV 

PPIKPPKEIEDPNDKKPEEWDER 

AKJPDPSAVKPEDWDESEPAQ1 

EDSSVVKPAGWLDDEPKFIPDP 

NAEKPDDWNEDTDGEWEA\PQ 

ILNPACRJGCGEWKPPMIDNPK 

YKGVWIPPLVDNPNYQGIWSPR 

KIPNPDYFEDDHXPILLTSFSALG 

LELWSMTSDIYFDNF11CSEKEV 

ADH WAADG WRWKI MI AN AN K 

PGVLKQLMAAAEGHPWLWLIY 

L VTAG VPI ALITSFC WPTKVKD\ 

RHSDLEY1IPD1C1PQTKGVLEQE 

E KVEKA A LEKPM DLEEEKKQ\N 

DGEMLEKEEESEPEEKSEEEIEI1 

EGQEESNQSNKSGSEDEMKEA 

DESTGSGDGPIKSLRKRRVRKD 


23521 


53889 


A 


23656 


297 


398 




23522 


53890 


A 


23657 


286 


430 


TAGARCSSRTSSPGSCFNCQKS 
GHWAR\NARSPGFLLSRVPSVN 
WIHI 1 


23523 


53891 


A 


23658 


405 


524 


ARMSVACLPGLFFICLRGDFKQ 
NLTAYCWKCYQL*RSLGTHS 


23524 


53892 


A 


23659 


1 


657 




23525 


53893 


A 


23660 


22 


334 


ALKHFCLCSLIFSVTTMrCFLAV 

LVLLGVSIFLVSAQNPXTTAAPA 

DTVSSLLVLLMMKPLDAETTA 

AATTATTAAPTTATTAASTTAR 

KDIPVLPKWVGDLPNR 
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BNSDOCID: <WO 0175067 A3JA> 
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PCT/US01/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 

NLt| Uclitt 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 217 


Nucleotide 
location of firs! 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \~possible nucleotide insertion) 


23526 


53894 


A 


23661 


1 


270 




23527 


53895 


A 


23662 


1 


284 




23528 


53896 


A 


23663 


1 I 1 


281 




23529 


53897 


A 


23664 


229 


363 




23530 


53898 


A 


23665 


250 


586 


PVRHGAFFQDKSSDKKVQTKG 

KRGAKGKQA\EVAN\QETKEDL 

PAENGETKTEESPXASDEAGEKE 

CQCLrNNHIPCLISGPCLPSCTIQ 

RNIFINYFVNASFLVALETFLKK 


23531 


53899 


A 


23666 




478 


APAVGLSSSGGGRSGSGKAARF 

REGCRRAAARMQQAPGTRLPR 

RHPARAFPAATMPKRKVSSAE 

GAAKEEPKRRSARLSTXKLPAK 

V\EAKPKKAAAKDKSSDKKV\Q 

TKGKRGAKGKQA\£VANQETK\ 

EDLPVAENGETERLEEESSLLIEA 

GEKEKPKS 


23532 


53900 


A 


23667 


1 


252 




23533 


53901 


A 


23668 


328 


414 




23534 


53902 


A 


23669 


1 


3156 




23535 


53903 


A 


23670 


1887 


2036 




23536 


53904 


A 


23671 


3 


212 




23537 


53905 


A 


23672 


22 


539 


YEGIVMKPLUVNPADCIGCXRT 

CEWACVVAHPSEQELNADVFL 

PRLKVQPIWTAVSAAR*CCPFSS 

ENAP\CVGA\CPVGA\LTMGEQV 

VQTNSARC1GCQSCVSACPFGM 

IT1QSLPGDTRQQIVKCDLCEQR 

EEGPACVESCPTQALQLLTERK 

LRRVRQQRIVVSGENPL 


23538 


53906 


A 


23673 


135 


302 


PIHM KTRQPRDQFS ADC V FLQS 
TCPVPC*RNRL*TPGGYWRTRR 
DYLRCDRSVHV 


23539 


53907 


A 


23674 


175 


794 


LSTHSQPI AD A A DPPPHL HTG EL 

LCSAHQA DF A VS A EP ARPANN 

NAATTAPVHAVAITPPAYPDCF 

RTLPKSLSHQDSTQRLYGIARL 

LLRISTSGPPPSRLKVQRLDSISA 

PV/MCHQCENAPCVGACPA^GA 

LTMGEQVVQTNSARC/IGCQSC 

VSACPFGMITI/QSLPGDTRQQI 

VKCDLCGALRDCVAVLRQRRN 

SRVVLDACTRA 


23540 


53908 


A 


23675 


2 


434 


L1SLPFPPDSLAHRPPSSAPTEPQ 

GLFTVAAPTPGAPSPPATLAHL 

LPTPAMYSLLETELKNPVGTPT 

QAAGTG G PA A PG/G RJCM A LEN 

PKMHMSElSrCRLGADWKLLTD 

AEKRPFIDEAKRLRAVHMKEYP 

DYKYRPRRKTKTL 


23541 


53909 


A 


23676 


3 


264 
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BNSDOCID: <WO 0175067A3_IA> 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


23542 


53910 


A 


23677 


1 


2377 


MDDTFLNYKYKNKCGPKHIKK 

KEEEEEEDNNSNDSKNKDKTLT 

TGSSGSAKIFLMRGGRRQLLLP 

TLSLCLLSVQRSPGSHESGPPQS 

IVTNPRLSPQGKVLKNDFLDVIG 

MCDIACHLVVELLVGNNGNFL 

AHAFAHVEVVAQQNQRENAA 

RPTMGGSVMIGQGASLRTCQSRV 

LRVARGGPSPNPGESEQGLFTV 

AAPAPGAPSPPATLAHLLPAPA 

MYSLLETELKNPVGTPTQAAGT 

GGPAAPGGAGICSSANAAGGAN 

SGGGSSGGASGGGGGTD\QDR 

VKRPVMMAFMVWSRGQRRKM 

APENPKMHNSEISKRLGADWK 

LLTDAEKRPFIDEAKRLRAVHM 

KEY PD YKYRPRRKTKTLLKKD 

KYSLPSGLLPPGAAAAAAAAA 

AAAAAASSPVGVGQRLDTYTH 

VNGWANGAYSLVQEQLGYAQ 

PPSMSSPPPPPALPPMHRYDMA 

GLQYSPMMPPGAQSYMNVAA 

AAAAASGYGGMAPSATAAAA 

AAYGQQPATAAAAAAAAAAM 

SLGPMGSVVKSEPSSPPPAIASH 

SQRACLGDLRDMISITGRENIFV 

VG DPAACLLPIEMEETFLP WPL 

GFEDRLHLEGPRPVQEIPSFLRK 

VPNCGQWLLQTPSVEPADPWE 

N PQ A FPPSLQQEQPCLS LI VG IF 

VEAFGGRGRWGSKGKKPKRYR 

TVEWMRIHQPSICCLQETHLTR 


23543 


53911 


A 


23678 


1 


399 
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BNSDOCID: <WO 0175067A3_IA> 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


23544 


53912 


A 


23679 


3 


1216 


LGNKRAGLRRADGEAPSALPY 

CYFLQKDAEAPWLSKPAYDSA 

ECRHHAAEALRVAWCLEAASL 

SHRPGPRSGLSVSSLRPTRKMA 

TTFLAHEK1WFDKFKYDDAERR 

FYEQMNGPVAGASRQENGAVT 

VILRDIARARENIHKSLAGSSGP\ 

GAS\SGTSGDHGELVVRIASLEV 

ENQSLRGVVQELQOAISKLLEAR 

LN VLGKELRLA H RGTAPQTQH 

VSPMR\QVEPP\AKKPATPAEDD 

EDDDID\LVGRDNE\EEDKEAA 

QL\REER\LR\HYAEKKAQESLP 

LGGQVPPSLLDVKXPWDDESDM 

AQLEACVRSIQ/LGTGRSWGAS 

QMVAVGYGURKLQIQCVVEDD 

KVGTDLLEEEITKFEEARARSV 

DIASFSTRSEALKCVYVAHVRE 

GPCTRSKDLRPAKKKKKK 


23545 


53913 


A 


23680 


1 


2066 


MAAALRAPTQVSAASSRPPLPS 

PPETEGRVKGFLQPGPHCPAQC 

LCSGDDGSNEDLEQKREVIFPR 

PHEAPVAEHRQQTVGLRELVAI 

PKRKEETTA1VQVFVAFEDVAI 

YFSQEEWELLDEMQRLLYRDV 

MLENFAVMASLGCWCGAVDE 

GTPSAESVSVEELSQGRTPKAD 

TSTDKSHPCE1CTPVLRDILQMI 

ELHASPCGQfCLYLGGASRDFW 

MSSNLHQLQKLDNGEFCLFKVD 

GDQASFMMNCRFHVSGKPFTF 

G E V G RD FS ATSG L LQ HQ VTPTI 

ER PH SRJ RH LR V PTG RKPLKYT 

ESRKSFREKSVFIQHQRADSGE 

RPYKCSECGKSFSQSSGFLRHR 

KAHGRTRTHECSECGXKSFSRK 

THLTQHQRVHTGERPYDCSEC 

GKSFRQVSVLIQHQRVHTGERP 

YECSECGKSFSHSTNLYRHRSA 

HTSTRPYECSECGKSFSHSTNLF 

RHWRVHTGVRPYECSECGKAF 

SCNIYLIHHQRFHTGERPYVCSE 

CGKSFGQKSVLIQHQRVHTGER 

PYECSECGKVFSQSSGLFRHRR 

AHTKTKPYECSECEKSFSCKTD 

LIRHQTVHTGERPYECSVCGKS 

FIRKTHLIRHQTVHTNERPYEC 

DECGKSYSQSSALLQHRRVHT 

GERPYECRECGKSFTRKNHLIQ 

HKTVHTGERPYECSECGKSFSQ 



3112 



BNSDOCID: <WO 0175O67A3_IA> 
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PCT/USO 1/08631 



SEQ ID 

NO: 


SEQH> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


23546 


53914 


A 


23681 


1 


468 


MAAQVGAVRVVRAVAAHEEP 

DKEGKEKPHAGVSPRGVKRQR 

RSSSGGSQEKRGRPSQEPPL A PP 

HRRRSQPPTSWAAAVTMDM/PAP 

TVPGPVEPLLLPPPPPPSLAPAG 

PADDAPLPAPSTSGLFTFSPLTA 

SAAGPKHKGTQGAAQAPSPPRP 

RW 


23547 


53915 


A 


23682 


950 


1326 


RPESQRANGVDSGPNLKTVPQP 

DTRKGSVLKWISKRGKPLAVEI 

EESHCL\CLPLRTECLGIKP\1VH 

LFSCTRPVIVPSLELNYDVDS1A 

HMFVADLLLMITLPSYDIPFYC 

LVFQNLLVLEFQYL 


23548 


53916 


A 


23683 


271 


918 


NQGLRDLGLCRICLVNKMFTSS 

ILGKGHRHSLVS1KQEHSALRK 

AAG\PLPLKVGYC\QGFSPCDSL 

KYGXSWDEKDLTVPQPDTHKGS 

VLRWISKRGKPLAVEIEEG\HCL 

PELPPGELECPG/ILKHGLYHWS 

SSEMGE\NRPMVG\ARHVYSNA 

ALLFFTALRIFGQRRNINLGLRA 

HPGXIVPPLELNYDIDSSAHM/FF 

LADLLLIITLPSYYIPFC 


23549 


53917 


A 


23684 


1 


942 




23550 


53918 


A 


23685 


346 


1753 


TWIPLSRTGRRFPVFSCSSSRYV 

AAISFHKRWKEGRCFGRTRGE 

MG WEGRSRSL KELNTRN DWN P 

GERELDFWRK1TRFKEAASWTL 

EALEEAGSTARRRVWLEDGRR 

TCEILSVLCTSSLSSNCASLDCV 

TYKALSTTRLYDSVYWNKKPE 

RSSSPATEQSWTENDFDKLREE 

GFRRIXNYSELKEEARTHGKEVI 

NLEKKALDERLTRJTNAEKSLKD 

LMELKTMARELRDECTSFSSQF 

DPLEERVSVMEDQMNEMKAQE 

EKFREKRJ KRN/EKQSLQEl WD Y 

VKRPNLHLIGVPESDRENGTKL 

ENTLQEIIQENFPNLARQANIQI 

QEIQRTPQRYSSRGATPRHIIVR 

FTKVEMKEKMLRAAREKGRVT 

HKGK PIRLT A DLL A ETLO A RRE 

WGPIFNILKEKNFQPRIAYPAKL 

SF1SEGEIQYFADKQMLRDFVTT 

RPALKELLKEAL1MMERNNWYQ 

PLQKHAKW 


23551 


53919 


A 


23686 


73 


327 


G ALQPT A AL WEPLSG LA KA A A 
RSLSLQGGVEGDARAGTGAAR 
GACGPAGVPGGRGLGGPALGA 
AGRPGP+LPSRGAGLGTAARHA 
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SEQ ID 

NO: 


SEQ NO: 
of peptide 

?>C CJ UCHLt 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 "> 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23552 


53920 


A 


23687 


322 


402 


DQEPTNSGH1GNLEQCLGHGYQ 
R*LFP 


23553 


53921 


B 


23688 


545 


3063 




23554 


53922 


A 


23689 


1 


579 ! 


MKHEKRDRCAELTAILLNEQAS 

PMCTIVLGYTGTSTITLPRTSCH 

FAPRLSNSQQHSSYQVGHKPES 

YCVRNWAWLGLTDFKNEAAD 

PHNSGGQLASPSGSRTGAAGG\ 

VPASPAPCARTPQPLGGRWDW 

APXGTGGGIRRGGSGCTGTHGG 

GGRLRHGGLQSGGLPRGKAAK 

ARREIESSAGYSNSSSKCSII 


23555 


53923 


A 


23690 


399 


592 


KCIHFPGPTPKFVCGVIVVTAVP 
/TFGM*TVYV* * LPFSILAQNVG 
*RDDCDPGWKLNLFYAKKJCK 


23556 


53924 


A 


23691 


3 


268 


DRV/RPLRXNFQRNDQTAAFTV 

HENPLLCSYRCWYPGKQEQKK 

IKPQRGGKNRAEKLETLKSRAP 

LLFQRNAVPHQQRNKAGWRM 

TLTS 


23557 


53925 


A 


23692 


29 


484 


CSFFLVSMVFTFWHDFAAAGTS 

CSFPCLVLSFRSSFRAGLVVTKS 

LSICLSVKYFISSSLMKLSLAGY 

EIVG*ICFFSLRMLNIGPHSLLAC 

RVSAERSAVSLMGFSLRVTRPF 

SLAALNIFSF1STLVNLT1MCLG 

VALLEKYLCGILCVS 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


23558 


53926 


A 


23693 


182 


2076 


MQEWLRLTARKTELSRDSRSC 

GQLKTSLLISLLVESTQGRH*SF 

L/V WTQTH SGG DG WR V A KA W 

RPKYHDTQLGGEKEEPQGHHA 

SDCRWRAQPHCRTLSAAVVNV 

AGFTVTFELRCLTLMKMREKD 

HHLCD1M DI V LFPPDTAFPLDCL 

LSCIHSTVHGLLRWNAIQYLAS 

RSESHPERSEGGTPDRNGHPAL 

SLASFNGAQQDRRTVQSLGEKP 

GLPEEMAAFMAGTEKEQNELG 

IEFFQLIIPASKRTHSENALFSHS 

GDDTECSRSGQGSPPSYSRGPP 

RRTFILATQPLCSKEAQTSPHEQ 

PTRTEKNRGSHLYHKSPCDHAS 

PG M S VTM SGMQQ A LPRQLTTL 

TFYPPAFRSIKIFRIMILKTEMLH 

THARSQEALLKDSSKTMLHSTL 

PSCVRKSNYHHRERKIKTKEAF 

PAKIHRSRNQGMKVEVAPLT1T 

SSDPLAEFLLPVTVTLCSASLEV 

LAPEGGMLSPGDATMIPLNWK 

LTLPPGHSGLLLPLSQQVKKRV 

PVLVGVIDLDYQDEIDYYSSMK 

ERSSSPATEOSWMENDFDFI RF 

EGFRRSNYSELREE1QTKGKEV 

ENFEKNLEEC1TRITNTEKCLKE 

LMELKTKVRELREECRSLRSRC 

DQLEERVSAMEDEMNEMK 


23559 


53927 | 


A 


23694 


933 


1118 


RVERRRLQTIKLLRATGGNSNQ 

RQRS*KL*KKFRRMYN*NNQY 

REVLKGADGAESQGSRTT 


23560 


53928 


A 


23695 


2 


250 


WCHTKLDGLSLFGESVALEEA 
GGQTALWLMRFLSRKANYVD 
K1TTREVGHRE* LMSSRLHSR* 
WAASSVCSSSCVLLPSSHS 


23561 


53929 


A 


23696 


1017 


1230 




23562 


53930 


B 


23697 


62 


1069 




23563 


53931 


A 


23698 


216 


582 


ILVPTLFWLGEFLLRDPLLV*W 

ASI*G*PD/AFSLAALNIFSF1STL/ 

RESDNYVSWSCSSRGVSL*RSL 

YFLNLNVGLPCQIGEVLLDNIL 

QSVFQLGSILPVTFGYTNQMQ1 

WFHFIHFIFHH 


23564 


53932 


A 


23699 


434 


681 


TLACLARLGKFSWIISCRVFSNL 
VPFSLSLSGTPIRRRFGLFT*SHI 
SWRLCSFLF1LFSLNFPSRFISFV 
SSSITDTLSSS 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


23565 


53933 


A 


23700 


290 


1231 


RSFRAIGEVGSIRGWGGGYAAQ 

LQSPSRLPVLGGGKKGGSRGV 

GQGSSRAEVGLGSQRERSGTCG 

AEAAAAAAQL1AGTGSSLPYQG 

PGQNQTAIAPTCAPLSPCKAAA 

VIMGNIFGNLLKSL1GKKEMRIL 

MVGLDAAGKTTILYKLKLGEIV 

TTIPTIGFNVETVEYKMSFTVW 

GCGVA RDKAI RPL\ WRH\ YFQNYT 

QGFDILWSDSN\DR\ERVNEA\R 

EELVMKNAGAETSLRDAVLPFL/ 

FGN KTDLRNAMN A AGMQDKL 

G\LHSLRHRNWYI\QATCATRG 

N\GLYEGLHWLANSVPKQEVES 

RTALTKHPNRP 


23566 


53934 


C 


23701 


164 


208 




23567 


53935 


C i 


23702 


1 


381 




23568 


53936 


c 


23703 


43 


276 




23569 


53937 


c 


23704 


1 


462 




23570 


53938 


c 


23705 


38 


121 




23571 


53939 


A 


23706 


77 


202 


QKNYTQRPLPLHGLLELEVTCR 
CWSWQPLLEPLELRP\RLSD 


23572 


53940 


A 


23707 


123 


209 




23573 


53941 


C 


23708 


1 


411 




23574 


53942 


A 


23709 


1400 


1809 


SSNPLSRPPLPTPVTPCPLLRLSL 

LRACCCCLFLPLRFFSCPLLCFL 

LCFFFSVCSPAHKNFKMPKPQW 

SGIPTGPPPSGSCFKCQKSGHW 

A\RNACSPGFLLSHVPSVWDPT 

GNQTVQLAWQPLLEPLEL*P\R 

LSD 


23575 


53943 


B 


23710 


76 


358 




23576 


53944 


B 


23711 


1 


606 




23577 


53945 


C 


23712 


272 


388 




23578 


53946 


A 


23713 


1 


259 


PGVRGAQGGPSIPRQCEESAIGP 
KFAWIISSFHWKQGMFNMEAP 
SSLFFVNMCAVKKQTTWGRPD 
RGFIWQPLPEPLEL*P\RLSD 


23579 


53947 


A 


23714 


684 


917 


GDFGLRQWGFLNIQSCHLQTGT 
I*LPLFLIEYPLFLSPA*LPWPELP 
TLCCIGVVREGISVLCQFSKGM 
LPVFAHSV 


23580 


53948 


A 


23715 


618 


683 




23581 


53949 


A 


23716 


306 


710 


DRVSLLTPRLGVQWPDPGSLQP 
RPPGFKRFYCLSLPSS*DYRHEP 
LLPAYFFPYRIIGWSRL 


23582 


53950 


A 


23717 


2 


88 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


iVIel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


23583 


53951 


A 


23718 


972 


1967 


FPPGRGRGPGRPAGCSRGRARA 

CPKPVDHVKRPJVTNAFMVWSR 

AQRRKMAQENP\QMHNSEISKR 

LGAEWKLLTESEKRPFMDEAKR 

LRAMHMKEHPDYKYRPRRKPK 

TLLKKDKFAFPVPYGLGGVAD 

AEHPALKAGAGLHAGAGGGLV 

PESLLAN PEKA A A AA A AA AAR 

VFFPQSAAAAAAAAAAAAAGS 

PYSLLDLGSKMAEISSSSSGLPV 

LNM PNMH IN SLGKN LALNLFV 

YNDANSMLDLCYDGVDGKGPI 

CFCATQGYED1FKAGYGSVVD 

YYNDGSDLTTPLEIATVIPTFSN 

HPLMSQRPSTWRQNPPLAKRLP 

LTEDSDGDDH 


23584 


53952 


A 


23719 


2 


144 


RPQRRP/LPPPTGSPLKHPGGAS 
GAAGAPIGEPQHPGAVVSVRA 
WSLCS 


23585 


53953 


A 


23720 


219 


897 


PGRAGGTLGLGSRRDGTREKG 

VEETPHRLHARTDTTAPGCCGS 

PIGAPAAPEAPPGCFEG\PRWVE 

GVKKASPPLPAELIGWLVNFPL 

ARPVRPPSLSPGPPRRPPEGVCG 

S WPGRSEGERG KAKNTAESTPR 

QNLHRKYTIIVTHYQRNRKGQ 

NISFSLVCEFHPSLADWTTVTA 

LTWTSPKDNSLTEESWLREGN 

VHRGMDEYVRAQSFLILMTLE 

NSGGSVVSK | 



BNSDOCJD: <WO 0175O67A3_IA> 



3117 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*^Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23586 


53954 


A 


23721 


937 


2730 


TNPHCHDHYYHHHHHCHHCH 

HHHHHCHHHHYHHHHHCRDH 

HYHHHHHCHHCHHHHHHCHH 

HHYHHHYHHHCHDHHYHHHH 

HCHDHHYHYHHHHCHDHHYH 

HHHHCHDHHYHYHHHCHDHH 

YHHHHHCHDHHYHHHHHCHD 

HHYHHHHHCHDHHYHYHHHC 

HHHRYHHHHHCHHCHHHHH/P 

HHHHHHHHCHHHHYHHHHHC 

HHHHYHHHHHCHHHHYHYHC 

HHHHYYHHHHCHHCHHHHYH 

HHHHCHDHHYHHHCHHCHHH 

HYHHHHHYHDHHYHHHHHCH 

HCHHHHHHHXDHHHHHLHCHH 

HYYHHHHHHHHHHYHHHHHH 

HLHCHHHYYHHHHHHHHHHY 

HHHCHHCYHHHYHHHHYHCH 

HHYHHHHHYHPYHYHQHHHH 

YHPHHYHHHYYHCHHHHDYH 

HPHHCHHHHHYHQHHYYPITII 

TTTI TTI TTI 1 1 T VTTTTFTTTTNT 

TAPTTTPVTAITTTTTTTTTITTT 

TPITITTITNITTTTVTTTVIITTTF 

TTTIHPYHHHHHHHPVTITTTIT 

TATIITTTTSITSITTITTTIVTTIII 

TTTAATHHHYHPYYHHYHHHH 

HHHHTHSYYHYHHHHHHHCF 

HYHHHHYHHH 


23587 


53955 


A 


23722 


2348 


2571 




23588 


53956 


A 


23723 


4919 


5142 




23589 


53957 


A 


23724 


2 


370 




23590 


53958 


A 


23725 


588 


701 




23591 


53959 


A 


23726 


295 


521 




23592 


53960 


A 


23727 


2837 


3061 




23593 


53961 


A 


23728 


272 


436 




23594 


53962 


A 


23729 


239 


514 




23595 


53963 


A 


23730 


105 


367 


TGRPPELLLHLRSLSPPLL/CSSP/ 
TPPPQLPPPPVSLASGYPLLHPL 
A R YPA C PLPPRRA RTEQRG G EQ 
PGVGASPLPIPGRWPGTEAT 


23596 


53964 


A 


23731 


999 


1145 




23597 


53965 


A 


23732 


1084 


1893 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possinlc nucleotide insertion) 


23598 


53966 


A 


23733 


1605 


2296 


HSIHSSVDHPENRIYRRKIEELS 

KRFTAIRKTKGDGNCFYRALVAI 

PYLESLLGKSREIFKFKERVLQT 

PNDLLAAGFEEHKFRNFFNALR 

AGRAQFYSVVELVEKDGSVSSL 

LKVFNDP\GASDH1VQFLR/LCF 

TSAFiRNRADFFRHFIDEEMDIK 

DFCTHEVEPMATECDHIQMTA 

LLQALSIALQVEYVDVGWIPALT 

QHVFLEAATPSVYMLYKTSQY 

NILYAADKH 


23599 


53967 


A 


23734 


529 


1830 


AG YG DRTM LA RKSI I PEE Y VLA 

RJAAENLRKPRIRDRLPKARFIA 

KSGACNLAHKNIREQGRFLQDI 

FTTLVDLKWRHTLVIFTMSFLC 

SWLLFAIMWWLVAFAHGD1YA 

YMEKSGMEKSGLESTVCVTNV 

RSFTSAFLFSIEVQVTIGFGGRM 

MTEECPLA1TVLILQN1VGLIINA 

VMLGCIFMKTAQAHRRAETLIF 

SRHAVIAVRNGKLCFMFRVGD 

LRKSM1ISASVR1QVVKKTTTPE 

GEVVP1HQLDIPVDNP1ESNMIFL 

VAPLIICHV1DKRSPLYDISATDL 

ANQDLEVIVILEGVVETTGITTQ 

ARTSYIAEEIQWGHRFVSIVTEE 

EGVYSVDYSKFGNTVKVAAPR 

CSARELDEKPLPSLFRPSQKSEL 

SHQNS\LRKRNS\HRRNNFHRRN 

N\SIRRNN\SSLMVPKVQFMTPE 

GNQNTSES 


23600 


53968 


A 


23735 


968 


1243 




23601 


53969 


A 


23736 


541 


1010 


SVTSCLKVTSVCLTSAAASCRH 

RRSVEEYLVS*KLPM/WSRRRK 

AAALTES/V/CIVFWLASWMMS 

RWLHYPDWVTIIAQQVLMNVV 

S VMQADCRMNLLE1 FLRWLMR 

KIFHNILRHFSQLLNVPITRPFS 

WILRPF 


23602 


53970 


A 


23737 


766 


1910 


LLTARLTWVSARLMSYVLLMC 

♦LFPRLLSCLTTPPHCSFSICFV1 

CSRTLILKGSSLMYVFCLPNTAI 

GGSSRVDRCRAATSRGSSRVDL 

TL*KYSLVGPSVPLVSSV**SDW 

PLKLLLMTMMS 



3119 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23603 


53971 


A 


23738 


581 


1434 


KLPMGVA VVKLLHLPKVIIVFW 

LASWMMSRWLHYPDWVTUAQ 

QVLMNVVSVMQADCRJVINLLE1 

FLRWLMRRASDICSSIHGD*EPL 

L/YAVFGKQNTY1RLEPFKINVL 

EQITKHIEKLQCGGVVKQLSRR 

GNNQH1SSTYD1NRADTQVRRA 

VNNYDIIVMSNSFNGQSEHQV 

WIDRKAGECLLHEYEDLVPIRD 

TLRLFPGGRYLPRAKHVAPSEP 

DPEQDEQKLRFCKRHLYGKQP 

RSPVERVWDHGPTRIVGL11SLG 

PRSHSYRRSDNQTGTTVPLVSS 


23604 


53972 


A 


23739 


515 


774 


LFPRLLSCLTTPPHCSFSICFVIC 
SRTLILKGSSLMYVFCLPMTAIS 
GTTVPLVSSV*LLVWDHGPTR1 
VGL1IRLGPRSHSYRRS 


23605 


53973 


A 


23740 


322 


763 


CRMC*LFPRLLSCLTTPPHCSFSI 

CFV1CSRTL1LKGSSLMYVFCLP 

NTAIVMALSPRGWRSKFGMPV 

EDTSLSTPAAPMVDSL1ARVGV 

MARGNAITLPVCGRDVKSTLE 

VLRGDSVEKTSRVWSGNERDQ 

ELLTEDALDDL 


23606 


53974 


A 


23741 


1 


127 


MKLMETLNQC1NAGHEMTKAI 
AIAQFNDDSPEARK1TRRWRJG 
EAADLVGVSSQAIRDAEK*RRJL 
S PLHSLM MTARK RG K* PG AG E 


23607 


53975 


A 


23742 


9 


437 


WLGLGNWKERLGTQTRMIWS 

QKTARRLCRTFSGIPAYSMCI/CI 

GMAERMWCDRNRERHTVSSSG 

GNRLPNPD WAPGPPRI VG LNIS 

LGPTVPTRIVGLIISLGPRSHSYR 

RSDNQTGTTVPTRJVGLILVLGP 

WSHSYRRSDY 


23608 


53976 


A 


23743 


766 


767 


LLTARJLTWVSARLMSYVLLMC 

♦LFPRLLSCLTTPPHCSFS1CFVI 

CSRTLILKGSSLMYVFCLPNTA1 

GGSSRVDRCRAATSRGSSRVDL 

TL*KYSLVGPSVPLVSSV**SDW 

PLKLLLMTMMS 


23609 


53977 


A 


23744 


573 


1085 


VCHQILTHLPALLSGARMMWD 
QLWRGRP*RRCQQPQCGG*WH 
CFWATAHHSPLDSTLNHLHCLP 
RGP 


23610 


53978 


A 


23745 


2 


379 


WLTRSSCS WRLPPRRKKKG A L 

V*PVWLPPGGVAVLLQLGCCV 

LQDVSCKRLCYNRKGQSEIVL 

MS*ITMWKLLFPRPPLLPFSTCIC 

*KTCGKRGRSK*KVDILVLS1RF 

SAIKLEPLDCHENAWL 



3120 



BNSDOCID: <WO 0175067A3_IA> 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


236 II 


53979 


A 


23746 


575 


576 


TGIDSDQLNGRDWRRALSVSPA 
PDSGFPRCNG DEQ A G I * LLGTG 
WAEKCHRLAFPPAGSTAGR 


23612 


53980 


A 


23747 


1 


723 


MKLMETLNQCINAGHEMTKAI 

A1AQFNDDSPEARKITRRWR1G 

EAADLVGVSSQAIRDAEKAGR 

LPHPDME1RGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVCSWKERPPGNSL 

NVSRMVWDHDPTRVVGLIIGL 

GPRSHLYCRSDYQQRSVTSVCG 

CMPAVDCCCVLLIHNILRTVM 

WTKYLVTQAVPAR*PGC1RCKC 


23613 


53981 


A 


23748 


1 


1101 




23614 


53982 


A 


23749 


5 


205 


YCSSLSFTAAITSRAFLPDRRJTT 
PPATSPSPFSSAMPRRISGPIWTF 
ATSRR* TGTPFSLA FKTM 


23615 


53983 


A 


23750 


1 


761 




23616 


53984 


B 


23751 


56 


2188 




23617 


53985 


A 


23752 


627 


1272 




23618 


53986 


A 


23753 


448 


2218 


VRRQRSDPERSDARMVRFCNL 
YI * RKN PFILH * LFR* TL RQTKPD 
NSAGKCVKI 


23619 


53987 


A 


23754 


171 


959 


AASRGPDAPGLEMAGNCSWEA 

HPGNRNKMCPGLSEAPELYRR 

GF LTIEQ1 AMLPPPA VMN Y I FLL 

LCLCGLVGNGLVLWFFGFSIKR 

NPFSIYFLHLASADVGYLFSKA 

LFS1LNTGGFMGTFADYIRSVCR 

VLGLCMLLTGWLLMPAGWDE 

RGVRSERAWCTVETGRVHRSR 

VRVSRNTARDPANGLGHLLQS 

LGMPALEPGPTLGSALRWEFLQ 

TASPQLPVQPLHPAAATPQRSL 

RGRGRGPKARALGLGPRSTSYR 


23620 


53988 


A 


23755 


664 


838 




23621 


53989 


A 


23756 


2732 


3007 




23622 


53990 


A 


23757 


1522 


1706 


CHYFACMWSGCEVYS*SAPG** 
C* EDLSG L VRCRCLHSN A ETPI * 
FAANADTSPRGPFLCR 


23623 


53991 


A | 


23758 


537 


795 


ADCPLHMGRPCLID*GPCRTE*P 
RCAVVCLLW1AAVSCLSTT/SLR 
TG1/DGPKYLVTQAVPARYPGCI 
RCKCVAVDELASSDMRLPCS 


23624 


53992 


A 


23759 


2074 


2276 




23625 


53993 


A 


23760 


36 


206 


ECWIWCELGAELHHQP*ASSH 

WKSSYRQQSSLPRCRASQRTLH 

LLLQGWAVLGPLE 


23626 


53994 


A 


23761 


444 


725 




23627 


53995 


B 


23762 


1 


1212 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/U SO 1/0863.1 



SEQ 11) 

NO: 


SEQ ID NO. 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23628 


53996 


A 


23763 


11 


972 


RFSKSLLDSGVQLASPSGSRTG 

ATGGAAHSPARAPALHSPWAV 

DGTRGRLAGTAGLWSPRPAFH 

FKVSLSLPFSCVSSPFPGPPLGPS 

PRKHQMADDAGAGVGGRRPR 

GPRMG/NRGGFRRGFGSGIRHQ 

GCGCGQGQGQGRGVRGGKLAE 

YKEWMTVTKLGHLVKDIKIKS 

LEEIYLFSFFKTSSSLKDEVLKI 

M L VQKQTHTSQCTRFKAF V AT 

GDYNGHISLGIKCSKEVATAIC 

G A II LAKLS I VPACRG Y WGNKIS 

KPHTIPCKVAGCCGSVLVCLIS 

VPRGTGIVLAPCEGDRGLRKSS 

PASLSPESCKDGSHSRSF 


23629 


53997 


A 


23764 


2 


260 


LLEECRSLRSRCDQLEERVSAM 
EDEMNEMK*EGKFREKRISPKR 
APERSAKHGKEQPVPAAAKSC 
QN VNTI ETRKKLHQLTSKITS 


23630 


53998 


A 


23765 


3 


1150 




23631 


53999 


A 


23766 


1 


1521 




23632 


54000 


A 


23767 


1 


753 




23633 


54001 


A 


23768 


1 


3351 




23634 


54002 


A 


23769 




1740 




23635 


54003 


A 


23770 




1353 




23636 


54004 


A 


23771 




1932 




23637 


54005 


A 


23772 




1221 




23638 


54006 


A 


23773 




1214 


MAKKQNRKTGNSKKQRASPPP 

KECSSSPATEENWTENDFDELR 

EEGFRQSTM YSEL WEDIQTKG KE 

VENFEKTLEECITRITNTEKCLK 

ELMELKTKAQELRKECRSLRSR 

CDQQQERASVLEVLEVLAR\QL 

GRKRK*RVFN*EKRKSNCPCLQ 

TT*LYl*KTPLSQPKISLS**ATS 

AKSQDTKSMYKNHKHSYTPTT 

DKQRAKS*VNSHSQLLQRE*NT 

*ESNLQES*NWISSLHLIQKSIQD 

GLKT*TLDLKPSKP* JCKT* ALPF 

RT*AWARTSCLKHQKQWQQRT 

KJLTNWI*LN*RASA/PAKESTV/S 

SEQATYNMGENFITNLLI*QRAN 

IQNLQ*TQTNLQEKNKQPHQKV 

GEGHQQTLLKRRHLCSQKTHE 

KMSIITGHQRNANQNHNEIPSH 

TSYNGNH 



BNSDOCID: <WO 0175067A3_IA> 



3122 



WO 01/075067 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23639 


54007 


A 


23774 


I 157 


2085 


QGRPTDFADFGTTI KQDFRLLG 

QTSVDRLLQLSQGQAVKGNQL 

LPVSL VKRKTTLA PNTQTA SPR 

ALADSLIAAGTTGFPTGKRAVS 

ATQLMTQFSPAREQSWRKN/DF 

DELRKE/GFARSNYSXEKCLKEL 

MELKTKLARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDAENGTICLEN 

TLQDI1QENFPNLARQANVQ1QE 

IQRTSQRYSSRRATPRHHVRFT 

KVEMKENMLRAAREKGWVTL 

KGKPIRLTADLVAETLQARRE 

WGPIFEEP 


23640 


54008 


A 


23775 




1707 




23641 


54009 


A 


23776 




1899 




23642 


54010 


A 


23777 


j 


2781 




23643 


54011 


A 


23778 


] 


831 




23644 


54012 


A 


23779 


j 


3264 




23645 


54013 


A 


23780 


] 


882 




23646 


54014 


A 


23781 




1853 




23647 


54015 


A 


23782 




550 




23648 


54016 


A 


23783 




831 




23649 


54017 


B 


23784 


64 


3436 




23650 


54018 


A 


23785 




1422 




23651 


54019 


A 


23786 




773 


MGKKQSRKTGNSKKQSATPPP 

KERSSSPATEQSWTENDFDELR 

EEG FRRSN YSELQEETQTKGRE 

VENFEKNLDECITRTTNTEKCL 

KELM ELKAKA WELREECRSLR 

SRCNQLEERVSVMEDEMNEMK 

REGKFREKRIKRNEQSPQVIRD 

YVKRPNLRLIGVPESDGKNGTK 

LENTLQDI1QENFPNLARQAN1Q 

IQEIPRTS/QRYSSEEHSIIGLIGR 

FPS* RTDMFRA PKKREQKRNTN R 

K1QKEEGGRTAPTGI 


23652 


54020 


A 


23787 


1 


2775 




23653 


54021 


A 


23788 


1 


2712 




23654 


54022 


A 


23789 


1 


1590 




23655 


54023 


A 


23790 


1 


547 


MGKKQNRKTGNSKKQSASPPP 

KECSSSPATEQSWTENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VENFEKNLEECITRJTNTEKCLK 

ELMELKTKARELREECRSLSSR 

CNQLEERVPAMEDEMNEMKE 

D/GNRYDDRRQ/RJCEEIM1KSW 

RFCCRHL1 RVVRG WGPSKYLWI 

TMVVTLAGNPQ ! 


23656 


54024 


A 


23791 


1 


710 





3123 

BNSDOCIO: <WO 0175O67A3_IA> 



PCT/USO 1/08631 



SEQ ID 

fNU- 


SEQ ID NO: 
of peptide 
sequence 


Met 
nou 


SEQ ID NO: 
in u^5i> 
09/540,217 


Nucleotide 

itKrllllMl Ol III SI 

codon for peptide 
sequence 


Nucleotide location of last 

rrwtikfi f 7~» r lact imino arid 

of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 

* — *s t < 1 1 1 rorlon J— v\nK<\\\\& nnrl^nt'n\f 

deletion, \=possiblc nucleotide insertion) 


23657 


54025 


A 


23792 


1 


895 




23658 


54026 


A 


23793 


1 


1938 




23659 


54027 


A 


23794 


1 


1413 




23660 


54028 


A 


23795 


985 


1219 


LCSGSVERCTESYLHSSHCLVQ 
QAGVTGDEGGSCY*DPPSHHRS 
HPRXLKKLCEQEFSVTSAPWRK 
CRSLHGRFPGLP 


23661 


54029 


A 


23796 


1 


3570 




23662 


54030 


A 


23797 


1 


634 




23663 


54031 


A 


23798 


1 


4551 




23664 


54032 


A 


23799 


1 


4721 


MHPSQRTPYQSRSPAT1FATVST 

FKSHKSNLETKHPQQVPLSSLG 

LAANISSEDIESEAEDNGKWES 

VDRTSFFPALTSFQQSMIHKK1 

MTVFKSVEPEDGLGRPTLAFHE 

DRCQLSIQNSLDAGGGCPSMA 

APPAEVHELASGLISAAALLLSP 

AASGRVSKHQH1PTGFPDPPKA 

LHKGKJLTTRKDIYTENPSVHHH 

HQRPKVDKTTKMGKKQNRKT 

GNSKTQSASPPPKECSSSPATEQ 

SWMENDFDELREE 
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BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


23665 


54033 


A 


23800 


I 


2152 


MD1LGWASRAHKWKGRATGT 

HVFNLMREYLISLQCCASEQAA 

SPEHGASFRVWKSLGFQKLILS 

L1CPQCLQSLTRETWMRFKSKK 

TKGPDLRLVMDANKWEFRRH 

ALRPALTFPNEGGDLGVEALPV 

ALPPEAHVGGVVLPAALVRGA 

HGEQLPAIPGPEEFALPAVQAR 

AARPERQVVVIVVNEAGVDPA 

GVEGLAPVPVLPGVRLEATAPK 

QPPRLPARLRAPLPSGRKLNAK 

CPRLRWGFFVQDGDGTELACL 

SEGDGGCCQEAPLDHRPRRLRG 

LAGSAG AREA REPRLRPG DWG 

NRJARVRAPEEAAAALSRPARV 

AAALAKTHRREHRARSQKLVM 

SS VQQGKLTTRKD1 YTENPS VH 

HHHQRPKVDKTTKMGKKQNR 

KTGNSKKQSAF\PPPKECSSSPA 

MEQTWTXDNDFDELREEGFRGS 

NYSELREDIQTKGKEVENFEKD 

LEEC1TRITNTEKCLKERMELKT 

KARELREECRSLRSRCDQLEER 

VSAMEDEMNEMKREGKFREK 

RIKRNEQSLQEIWDYVKRPNLR 

LIGVPESDVENGTKLENTLQDII 

QENFPNLARQANVQIQEIERMP 

QRYSSRRATPRHHVRFTKVEM 

KEKMLRAAREKGRVTLKGKPf 

RLTAVLSAETLQARREWGP1FN 

ILKEKNFQPR1SYPAKLSFISEGE 

I K YF I EKQML RDF VTTRP ALKE 


23666 


54034 


A 


23801 


1 


2109 





3125 

BNSOOCID: <WO 0175067A3_IA> 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23667 


54035 


A 


23802 


1 


2544 


MSVHSWKPSWIRPIRSLSPKRPL 

GTQGTSEVPPDTHICQTKFHSLS 

SGPLLLSVHPVGKLSAVVGRVF 

IHILSQRERRRRRV1SAFPSEVPG 

SSHQGVPDSGCRSVGAHPVREP 

KQGEALPHSGSPREGKLTNRKD 

IHTKNPSVHHHHQRPKVDKTT 

KIGKKQNRKTGNSKTQSASPPP 

KECSSSPATEQSWMENDFDELR 

EEGFRQSNYSELRKDIQTKGICE 

VENFEKNLEECKTR1TNTEKCL 

KELMELKTKARELCEECRSLRS 

RCNQLEERVSVMEDEMNEMK 

REGKFREK\RIKRNEQSLQEIWD 

YVKRPNLRLIGVPESDVENGTK 

LENTLQDIIQENFPNLARQANV 

QIQE1QRTPQRYSSRRATPRHIIV 

RFTKVEMKEKMLRAAREKDRS 

TRQKVNKDTQELNSALHQADL 

IDIYRTLHPKSTEYTFFSAPHHT 

YSKIDHIVGSICALLSKCKRTEII 

TNYLSDHSAIKLELRIKNLTQSR 

STTWKLNNLLLNDYWVHNEM 

KAEIKJV1FFETNENKDTTYQNL 

WDALKAVCRGKFIALNAHKGK 

QERSEIDTLTSQLKELEKQEQT 

HSKASRRQEITKIRAELKEIETQ 

KTLQKINESRSWFFERINKIDRP 

LARLIKKKREKNQIDTIKNDKG 

DITTDPTEIQTTIREYYKHLYAN 

KLENLEEMDTFLDTYTLPRLNQ 

EEVESLNRP1TGSEIVAIINSLPT 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23668 


54036 


A 


23803 


1 


1886 


MKENFKHRHVVAFISSQEAQE 

DSREEEDRLESRFYFLFLLELSY 

KTTGLNREPTVSLNSKSGTPMD 

QNEHSHWGPHAKGQCASRSEL 

RIILVGKTGTGKSAAGNSILRKQ 

AFESKLGSQTLTKTCSKSQGSW 

GNREIVIIDTPDMFSWKDHCEA 

LYKEVQRCYLLSAPGPHVLLLV 

TQLGRYTSQDQQAAQRVKE1F 

GEDAMGHTIVLFTHKEDLNGG 

SLMDYMHDSDNKALSKLVAA 

CGGRICAFNNRAEGSNQDDQV 

KELMDCIEDLLMEKNGDHYTN 

GLYSLIQRSKCGPVGSDERVKE 

FKQSL1 K YM ETQRSYTA LA E AN 

CLKGALIKTQLPKVDKTTKIGK 

KQSRKTGNSKKQSTSPPPKERS 

SSPAMEQSWTENDFDELREEGF 

RRSHYSELPEDIQTEGREVENFE 

KSLEEC1TR1THTEKCLKELMEL 

KTKARELREECRSLRSQCDQLE 

ERVSAMEDEMNEMKREGKFKE 

KXRIKRN EQSLQE I WD YVK RPN 

LRLIGVPESDAENGTKLENTLQ 

DRIQENFPNLARQANGFCRFRN 

HHQTGFSPAGANQRGPLAATLS 

GPGGEGQSAVARLTGEKKNHP 

GAQYANRLSPRVGRF1NRSWH 

DRFPDWKAGTGLKSAIFAWE 


23669 


54037 


A 


23804 


1 


4134 




23670 


54038 


A 


23805 


1815 


1849 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23671 


54039 


A 


23806 


1 


4016 


M G KKQN RKTGN S\ KTQS A F P\ P 

PKECSSSPATEQSWMENDFDKL 

REEGFRRSNYSELR\EDIQTKGK 

EVEN FEKYN LEECIIARITNTEKC 

LKELMELKTKGSRNYVKECR\S 

LRSRCDQLEERVSAMEDEMNE 

MK*EGKTREKRIKRNEQSLQEI 

WXDYVKARPNLRPIGVSESDGEN 

GTKLENTLQD11PENFPNLARQA 

NVQIQEIQRTPQRYSSRRATPRH 

ILVRFTKVEMKEKMLRAAREK 

GQVTLKGKPIRLTADLSAETLQ 

ARREWGPIFNILICEKNFQPRJSY 

PAKLSFISEGEIKYFIDKQMLRD 

FVTTRPALKELLKESLNMERKN 

WTSKQIIQEDGYSEEEGWLCRA 

V 1 YSHTLQ AIM A I V KATGN LQT 

DFANPFHTDDARQQFAMSYTV 

VGQGALPEDLSRCHLQTEAVQ 

RHPESLGCPLDLLHGMPVSSCF 

GYPQDTSSTV 


23672 


54040 


A 


23807 


2059 


3153 




23673 


54041 


A 


23808 


6 


188 




23674 


54042 


A 


23809 


3 


1014 


VACRPLPRRRAQPATFIPRVAV 

KMALVASVRVPARVLLRAGAR 

LPGAAFGRTERAAGGGDGA\RP 

\FGSQRVLVEPDAGAGVAVMK 

FKNPPVNSLSLEFLTELVISVLEK 

LENDKSFRDVILTSD\RPGVFSA 

G L D\LTEMCG\RSPA H Y A WV LE 

RPVQEL WLRL YQSQLWL VS A I 

NGA\CPAGG\CLVALTCDYTIL\ 

AGNPRYCIGLNE\TQ\LGIIAPF\ 

WLKDNPWRTPIGHRAAESAVLQ 

LGLPLPPPAEALQVGIVDQWVP 

\EEQVQSTALSAIAQWMAIPKJ> 

MAHKVLTKAIMRKGQGPPAWS 

RKGYADVQNFWSFISKJDSIQKS 

LQMYLERLKEEKG 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23675 


54043 


A 


23810 


1 


2665 


MTTSIRQFTSSSSIKGSSGLGGG 

SSRTSCQLSGGLGAGSCRPGSA 

GGLGSALGGSSYSSCYSFGSGG 

GYGSSSFEGVDGLLVGGEKAT 

MQNLNDRLASYLDKVRALEEA 

DTELEVKJRDWYQRQAPGPAR 

DYSQYYRIIEELQNKPPPSDDLT 

TLPSPL1LTATVDNANILLQNDN 

AHLAAADFRTKFETEQALCLSV 

E A D FN G PCR VL D ELTL A RA DPE 

MHIENLKEELAYLKKNHEEMN 

APRGQVGGEINVEMGAAPGVD 

LSRILNEMREQYEKMAEKNRK 

DAEDWFFSKTEELNREVATNSE 

LVQSGKSEISELRCTMQALEIEL 

QSQLSMKASLEGNLAETENRY 

CMQLSQ1QGLIGSVEERLAQLL 

CEMEQQNQEYK1LLDMKMRLE 

LE1TTYHRLLEGEDAQTVQHTP 

GSPCVPEWAHDRCSLPAQLDE 

WSCQAQRG1CGHRRENCWER1P 

SQSCFYRPTARSLTSLLGTMST 

CSHQFTSSRSMKGSCSIGGSIGG 

GSSRISSVLAGGSCHAPSTYGG 

ASCGLGGGYGGGFGSSSSFASG 

FGGGYGGGLGAGFGGGLGAGL 

GGGFAGGDGLLVGSEKVTMQH 

LGDRLASYLDKVRALEEANAD 

LEVKIRDWYQRQRPSEIKDYSP 

YFKT1EDLRHKIIAATIENAQPIL 

QIDNARLAADDFRTNYEHELAL 

QQTVEAGVNGLCREMLALRGQ 


23676 


54044 


A 


23811 


222 


548 


TLPCGDHHHSQDPARLPSWHD 
LLQERSEKCGSQDWQRDSVQP 
GVSYQFCCVPWPAGRSPQPRH 
C WGCCGTE A S YDSG I * S LSTPG 
GGQLQGSV*GPDGAGLQNSHR 


23677 


54045 


A 


23812 


2 


165 




23678 


54046 


A 


23813 


1 


665 




23679 


54047 


B 


23814 


1 


1673 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino aeid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*= Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23680 


54048 


A 


23815 


I 


331 


ARQLRTSAMTMPVNGAHKDA 

DLWSSHDfCMLAQPLKDSDVEV 

YNIIKKESNRQRVGLELIASENF 

ASRAVLEALGSCLTvTNKYSEGYP 

GQRYYGGTEFIDELETLCQKRA 

LQAYKLDPQCWGVNVQPYSGS 

PANFAVYTALVEPHGRIMGLDL 

PDGGHLTHGFMTDKKKISATS1 

FFESMPYKVNPDTGYINYDQLE 

ENARLFHPKLIIAGTSCYSRNLE 

YARLRK1ADENGAYLMADMA 

H1SGLVAAGVVPSPFEHCHVVT 

TTTHKTLRGCRAGMIFYRKGV 

KSVDPKTGKE1LYNLESL1NSAV 

FPGLQGGPKNHAIAGVAVALK 

QAMTLEFKVYQHQVVANCRA 

LSEALTELGYKIVTGGS/CVISG 

GAGKPG*FSHQDGTGTSQDGG 

RRPFLHHTLSY 


23681 


54049 


A 


23816 


3 


1709 


SHPTPRETPTGVEGQATPSVLG 

AAPASQAKATPTLGRPHASDR 

GEVAQLDEWSCQAQRGICGHR 

RENCWER1PSQSCFYRPTARSLT 

SLLGTMSTCSHQFTSSRSMKGS 

CSIGGSIGGGSSRISSVLAGGSC 

HAPSTY/GGGLCVSFSRFSFGGA 

CGLGGGYGGGFGSSTNFWS\GF 

GGGYGAGLGAGFGGGLGAGL 

GGGFAGGDGLLVGSEKVTMQH 

LGDRLASYLDKVRALEEANAD 

LEVKIRDWYQRQRPSEIKJDYSP 

YFKTIEDLRHKI1AAT1ENAQPIL 

QIDNARLAADDFRTKYEVHELA 

L RQTV E AD VNG LRR VLDELTL 

A RTDLEMQIEGLKEELA YLRKN 

HEEEMLALRGQTGGDVNVEM 

DAAPGVDLSRILNEMRDQYEQ 

MAEKNRRDAETWFLSKTEELN 

KEVASNSELVQSSRSEVTELRR 

VLQGLEIELQSQLSMKASLENQ 

LXEETKGRYCMQLSQIQGLIGSV 

EE\QL AQLRC EMEQQSQEYQI L 

LDVKTRLEQKYCHPTAALLEG 

EDAHLSSQQASGQSYSSREVFT\ 

SSSSSSSRQTRPILKEQSSSSFSQ 


23682 


54050 


A 


23817 


2 


365 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowii, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23683 


54051 


A 


23818 


1 


464 


RRWRICSTWTRSFATAWLPPAP 

SANFPRTDRSQGDRGAPAGFAL 

APILEFFLWDTSSQKFLQKPHCF 

MHGRERAKMGRRAQQESAQA 

ENHLNGKNSSLTLTGETSSAKL 

PRCR/QGGWAGDSVKASKFRR 

KASEE1EDFRLRPQSLNGSDYG 

GD!P 


23684 


54052 


A 


23819 


384 


805 j 




23685 


54053 


A 


23820 




392 


MKYSAlQTi^DGElDLKLLTKVL 
APEHEVR*VQWWQQFPGLSTL 
AIPINPAELPGLALCLP*RPWNG 
REK VSLQLREKA LSLS YPAKPF 
LXEDDVGWDWDHLFTEVSSEV 
LTE\ WDPLQT EKEDPAGQARHT 


23686 ; 


54054 


A 


23821 


63 


785 


GP1RGPWGPGFGGWGGATPPAP 

TSLRRLRAAGLAPRRRAKMGR 

RAQQESAQAENHLNGKNSSLT 

LTGETSSAKLPRCRQGGWAGD 

SVKASKFRRKASEEIE\DFR\LRP 

QSLNGS\DYGGDIPI\IPDLEEVQ 

EEDFVLQV\AAPPSI\Q1KRVMT 

YRDL\DN DLM\KYS AIQTLDGE 

D/IDLKLLTQKA/LAPEHEVRER 

NPSWQDDVGLGTWGPICSTEV 

SLRRSFTEWDPNLQTEKEDPGG 

QVARHT 


23687 


54055 


A 


23822 


1 


441 


MSFNCSTRNCSSRPIGGRC1VPV 

AQVTTTSTTDADCLGGICLPSSF 

QTGSWLLDHCQETC/CGCQPLG 

GISSVCQPVGG1STVCQPVGGV 

STVCQPACGVSRTYQQSCVSSC 

RR\PAKCVGASERIKTPRPASCF 

QDLPACCLSLNSSS 


23688 


54056 


A 


23823 


1 


538 


PTRPLQQATCSPLSDIMSFNCST 

RNCSSRPIGGRCIVPVAQVTTTS 

TTDADCLGGICLPSSFQTGSWL 

LDHCQETCCEPTACQPTCYRRT 

SCVSNPCQVTCSRQTTC1SNPCS 

-RPTAGRSP/CVSSGSQPLGGISS 

VCQPVGGISTVCQPVGGVSTVC 

QPACGVSRTYQQSCVSSCRRTC 
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